<220> 
<221> CDS 
<222> 154 . .366 



<400> 3205 

awaaaaggca aaagakttgt gttttttata caccatatgc agtakttcct gcccttttca 60 

tcaaggctac ctgaacgtgt ctggtgaacc agggctggaa ggraccgctg ktgccgcctg 120 

aagtgcaaya ctctgtattt ccacaaggat cac atg gac ctg cga acc cat gtg 174 

Met Asp Leu Arg Thr His Val 

1 5 

aac gcc ate gec ctg caa ggc tgt gag gtg gec ccg ggc ttt ggg ccc 222 

Asn Ala lie Ala Leu Gin Gly Cys Glu Val Ala Pro Gly Phe Gly Pro 

10 15 20 

cga cac cca ttt gcc ttc agg ate ctg cgc aac egg cag gag gtg gcc 2 70 

Arg His Pro Phe Ala Phe Arg lie Leu Arg Asn Arg Gin Glu Val Ala 

25 30 35 

ate ttg gag gca age tgt tea gag gwe atg ggt cgc tgg etc ggg ctg 318 

m lie Leu Glu Ala Ser Cys Ser Glu Xaa Met Gly Arg Trp Leu Gly Leu 

^ 40 45 50 55 

■%y c tg ctg gtg gag atg ggc tec aga gtc act ccg gag gcg ctg cac tat 366 

yi Leu Leu Val Glu Met Gly Ser Arg Val Thr Pro Glu Ala Leu His Tyr 

¥* 60 65 70 

yj ga 368 

,f\ <210> 3206 

<211> 385 
y <212> DNA 

<213> Homo sapiens 

Iftj <22o> 

ft} <221> CDS 

*C <222> 189. .383 



<400> 3206 

aggtctgeca gcctggactg gaagcgtgca acactccaga gtegtaggag tgaacactgc 60 
acaggaatct ctgcccatct caggagaaac caaacttggg gaaaatgttt gcggtccact 120 
tgatggcatt ttacttcagc aagctgaagt aggaccagat caagaaggtg gacaggttcc 180 
tgtatcac atg cgd etc tec gat gac acc ctt ttg gac ate atg agg egg 230 
Met Arg Leu Ser Asp Asp Thr Leu Leu Asp lie Met Arg Arg 
15 10 
ttc egg get gag atg gag aag ggc ctg gca aag gac acc aac ccc acg 278 
Phe Arg Ala Glu Met Glu Lys Gly Leu Ala Lys Asp Thr Asn Pro Thr 
15 20 25 30 

get gca gtg aag atg ttg ccc acc ttc gtc arg gcc att ccc gat kgt 326 
Ala Ala Val Lys Met Leu Pro Thr Phe Val Xaa Ala lie Pro Asp Xaa 

35 40 45 

tec gaa aat ggg gag ttc ctt tec ctg gat etc gga ggg tec aag ttc 374 
Ser Glu Asn Gly Glu Phe Leu Ser Leu Asp Leu Gly Gly Ser Lys Phe 

50 55 60 

cga gtg ctg aa 385 
Arg Val Leu 
65 



2001 



<210> 3207 

<211> 331 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 19. .330 



y i 



<400> 3207 

caaacagaga gccaaatc atg agt gaa etc cca ttc aca att get tea aag 51 

Met Ser Glu Leu Pro Phe Thr lie Ala Ser Lys 
15 10 
aga ata aaa tac eta gga ate caa ctt aca agg gat gtg aag gac etc 99 
Arg lie Lys Tyr Leu Gly lie Gin Leu Thr Arg Asp Val Lys Asp Leu 

15 20 25 

ttc aag gag aac tac aaa cca ctg. etc aag gaa ata aaa gag gac aca 147 
Phe Lys Glu Asn Tyr Lys Pro Leu Leu Lys Glu lie Lys Glu Asp Thr 

30 35 40 

aac aaa tgg aag aac att cca tgc teg tgg gta gga aga ate aat ate 195 
f 3 ! Asn Lys Trp Lys Asn lie Pro Cys Ser Trp Val Gly Arg lie Asn lie 
W 45 50 55 

'*M gtg aaa atg gee ata ctg ccc aag gta att tac aga ttc aat gec ate 243 
*D Val Lys Met Ala lie Leu Pro Lys Val lie Tyr Arg Phe Asn Ala lie 
%g 60 65 70 75 

s ccc ate aag eta cca atg act ttc ttc aca gaa ttg gaa aaa aac tac 291 

=□ Pro lie Lys Leu Pro Met Thr Phe Phe Thr Glu Leu Glu Lys Asn Tyr 
g*i 80 85 90 

ttt aaa gtt cat atg gaa tea aaa aag age cca cat cgc c 331 
Phe Lys Val His Met Glu Ser Lys Lys Ser Pro His Arg 
95 100 

<210> 3208 
<211> 213 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . . 211 



2 W 



<400> 3208 

c atg tgc cct agt ctg gaa gag get ccc agt gtc aag ggg act ctg ccc 4 9 

Met Cys Pro Ser Leu Glu Glu Ala Pro Ser Val Lys Gly Thr Leu Pro 
15 10 15 

tgc tea gga caa cag cag cct ttc ccg ttt gga gee tea aac ate cca 97 
Cys Ser Gly Gin Gin Gin Pro Phe Pro Phe Gly Ala Ser Asn lie Pro 

20 25 30 

eta etc ctg ggc agg age aga aag gtg get cga ggt gca ccg gtc ctg 145 
Leu Leu Leu Gly Arg Ser Arg Lys Val Ala Arg Gly Ala Pro Val Leu 
35 40 45 



2002 



«• # 



tgg cca ttt etc act tgg ata aac cct gca ctg tec ate tgt gac ccc 193 
Trp Pro Phe Leu Thr Trp lie Asn Pro Ala Leu Ser lie Cys Asp Pro 

50 55 60 

tta gga tec tgc gga tgg ca 213 
Leu Gly Ser Cys Gly Trp 
65 70 



<210> 3209 

<211> 301 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 144 . .299 



<400> 3209 

Q cttttcattt agtagatatt cataagtcac atgtcagaat tgaaattata gtatatttta 60 
.^n ccttgtagag ttctttttaa cagaatccta aaaataagaa ttatttagta tgtcaagagt 120 
gjPI taaaaaaaat cactactcat tta atg tct aat eta aaa tac aac agg eta aca 173 

Met Ser Asn Leu Lys Tyr Asn Arg Leu Thr 
~ 1 5 10 

tct age tea ggg ate age aaa cct ttt ttg tgg ctt tgt ggg cca cgt 221 
^ Ser Ser Ser Gly lie Ser Lys Pro Phe Leu Trp Leu Cys Gly Pro Arg 
; ;|3 15 20 25 

*S aca gtc tct gtc tea ttc ttt tgt ttt tgc atg tgt att tat gtt tat 269 
s Thr Val Ser Val Ser Phe Phe Cys Phe Cys Met Cys lie Tyr Val Tyr 

p 30 35 40 

f5l aaa etc ttt aaa aat gta aga aac age cag at 301 

Lys Leu Phe Lys Asn Val Arg Asn Ser Gin 
3 Jf 45 50 

y <210> 3210 

O <211> 345 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 168. .344 



<400> 3210 

caacaacaaa aaaaactggt accgctccac aaccccttct gaatategge aggcaagtat 60 
ttatcctaca actgeattgg gttggagcag tggagagtgg gctggagaag ctgacccaga 120 
gctcctaatt caagagactt catgtggcag aggtttgggt atagegg atg ctg aaa 176 

Met Leu Lys 

1 

aca agg aga ata act gaa agt eta gaa cat ttc ctg tat cca gat gag 224 
Thr Arg Arg lie Thr Glu Ser Leu Glu His Phe Leu Tyr Pro Asp Glu 

5 10 15 

cca agt aca age cat ctg gca tec act tec cat cca ggt gat cag agg 272 
Pro Ser Thr Ser His Leu Ala Ser Thr Ser His Pro Gly Asp Gin Arg 



2003 



4 



20 25 30 35 

ata cgt etc tgc aga aac cac caa ggt etc aga aaa aaa age ctg cac 320 

He Arg Leu Cys Arg Asn His Gin Gly Leu Arg Lys Lys Ser Leu His 

40 45 50 

aat ctg rca ttt agg agt ccc cag c 345 
Asn Leu Xaa Phe Arg Ser Pro Gin 
55 

<210> 3211 

<211> 198 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38 . . 196 



Ms 

y 



Q <400> 3211 

=Jj aagtaattta acaacagatt tgctaattaa aaaaaaa atg aaa aaa aaa ate tta 55 
~* Met Lys Lys Lys He Leu 

1 5 

cca gca gtt tgt aaa ggt ctg gaa tea cag ttg gca tec ttt att erg 103 
Pro Ala Val Cys Lys Gly Leu Glu Ser Gin Leu Ala Ser Phe He Xaa 

10 15 20 

gtc tct tct etc caa cgt aca ctt aaa att ggt gee gag cag gga tat 151 
*D Val Ser Ser Leu Gin Arg Thr Leu Lys He Gly Ala Glu Gin Gly Tyr 
* 25 30 35 

Q aac ctg cag tta agt gaa aag aaa ate cag cct ccc cct cca aaa aa 198 
Asn Leu Gin Leu Ser Glu Lys Lys He Gin Pro Pro Pro Pro Lys 
40 45 50 



<210> 3212 
<211> 405 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 199. .405 



<400> 3212 

tgtttgctaa atgaatgaat gaatgacaaa caaataagta aacatctttt taaaaaayag 60 
aattaaaagg aagtcaaata atttccaacg agatagatgc ttagaaatta aagtatttta 120 
cattgatata tgtcctgett tttgaactaa ttgttaaggg gcctttgtgt atttcagcag 180 
ggagttcaat accttgaa atg tat ctt gac cat gga tac ctt gat ttg aga 231 

Met Tyr Leu Asp His Gly Tyr Leu Asp Leu Arg 
15 10 
aag tec tct agt ttg agt gga agt gat tat tgc cat tat agt tta tea 279 
Lys Ser Ser Ser Leu Ser Gly Ser Asp Tyr Cys His Tyr Ser Leu Ser 

15 20 25 

cac eta gat ttc aaa gta ggt cag gtg aaa aga tgt aag ggc agt gtg 327 
His Leu Asp Phe Lys Val Gly Gin Val Lys Arg Cys Lys Gly Ser Val 



2004 



.f; 



m 



<210> 3214 

<211> 410 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .408 



<400> 3214 

gaaggcaagg ccgcagaggc tgtcgctgca gctgtcggca ctggagccac cacagcagct 



405 



30 35 40 

act gta act ggg aga gca gag tct aaa ate tea cct ttt act ttc kec 375 
Thr Val Thr Gly Arg Ala Glu Ser Lys He Ser Pro Phe Thr Phe Xaa 

45 50 55 

tta atg cag tgt etc aga aat gaa cac ttt 
Leu Met Gin Cys Leu Arg Asn Glu His Phe 
60 65 

<210> 3213 
<211> 385 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 88 . .384 



<400> 3213 

tcaaagcaat ttcttaatca gtttctggag caggaaactc atctcttcag cgccattaac 60 
% agecatttge tgactgcgsa accttgg atg grc gat ctt gga acc atg att age 114 

Met Xaa Asp Leu Gly Thr Met He Ser 

ft 15 

^ cag att gaa gag ate gaa cgt cat ctt get tac ctt aaa tgg att tea 162 
Gin He Glu Glu He Glu Arg His Leu Ala Tyr Leu Lys Trp He Ser 
10 15 20 25 

*g caa att gaa gaa eta agt gat aac att cag caa tat ctg atg acc aat 210 
s Gin He Glu Glu Leu Ser Asp Asn He Gin Gin Tyr Leu Met Thr Asn 

H 30 35 40 

aat gta ccg gag gca gee tec act eta gtg tct atg gca gaa ctt gac 
Asn Val Pro Glu Ala Ala Ser Thr Leu Val Ser Met Ala Glu Leu Asp 

45 50 55 

att aaa ctt cag gaa tea tct tgt act cat ctt ctt ggt ttc atg aga 
He Lys Leu Gin Glu Ser Ser Cys Thr His Leu Leu Gly Phe Met Arg 

60 65 70 

gee aca gtt aaa ttc tgg cat aaa att etc aag gac aag ctt aca agt 354 
Ala Thr Val Lys Phe Trp His Lys He Leu Lys Asp Lys Leu Thr Ser 

75 80 85 

gat ttt gag gaa att tta gca cag ctt cat t 385 
Asp Phe Glu Glu He Leu Ala Gin Leu His 
90 95 



258 



306 



60 



2005 





gtc 


atg 


gcg 


gca 


get 


99 a 


ata 


gca 


gee 


a +- t- 
a t, l 


99 c 


cct 


gec 


2 3 3 


y ctct 


r* t~ r* 






Met 


Ala 


Ala 


TV 1 _ 

Ala 


Gly 


lie 


Ala 


Ala 


Tl 0 

lie 


biy 


riU 


rtl d 


Lys 


\JJL Li 


Leu 






1 








5 










1U 










i r 




gaa 


get 


gag 


agg 


tec 


ctt 


atg 


tea 


cct 


cct 


9 a 9 




4- -j 

C Let 


acc 


aag 
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Glu 


Ala 


Glu 


Arg 


Ser 


Leu 


Mia t- 

Met 


Ser 


Ser 


Pro 


bill 


Asp 


Leu 


1 11X 


j_ty o 














20 










2 D 










i n 
J u 






ttt 


gaa 


gag 


tta 


aag 


get 


gaa 


gag 


gtc 


gac 


gca 


aca 


aag 


gac 




aag 




Phe 


Glu 


Glu 


Leu 


Lys 


Ala 


Glu 


Glu 


Val 


Asp 


val 


l nr 


Lys 


Asp 


Tl o 
lie 


Lys 










35 










40 










45 








cct 


cag 


ctg 


gag 


eta 


ate 


gaa 


gac 


gaa 


gag 


aaa 


ctg 


aag 


gaa 


act 


9 a 9 




Pro 


Gin 


Leu 


Glu 


Leu 


He 


Glu 


Asp 


Glu 


f \ Til 

CjIU 


Lys 


Leu 


Lys 


Glu 


Thr 


Pin 








50 










55 










6 0 










cca 


gtc 


gaa 


gec 


tac 


gtc 


ate 


cag 


aag 


gag 


aga 


gaa 


gtc 


acc 


aaa 


ggt 




Pro 


val 


blU 


Ala 


Tyr 


vai 


Tl p 

_l ±e 


uin 


Lys 


bill 
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ul U. 


Val 


Thr 


Lys 
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cct 


gec 


gag 


tec 


cct 


gat 


gag 


gga 


ate 


act 


ace 


act 


gaa 


999 


gag 


ggc 




Pro 


Ala 


Glu 


Ser 


Pro 


Asp 


Glu 


Gly 


He 


Thr 


Thr 


Thr 


Glu 


Gly Glu 


Gly 




80 










85 










90 










95 


.■=33. 


gaa 


tgt 


gaa 


cag 


aca 


cct 


gag 


gag 


ctg 


gag 


ccc 


gtc 


gag 


aag 


cag 
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Glu 


Cys 


Glu 


Gin 


Thr 


Pro 


Glu 


Glu 


Leu 


Glu 


Pro 


Val 


Glu 


Lys 


Gin 


Gly 
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<210> 


3215 




<211> 


268 




<212> 


DNA 


u 

si : 
5 ! : 


<213> 


Homo 


= «■ 

S3 5 


<220> 




5 x£ 


<221> 


CDS 




<222> 


66 . . 



108 



156 



204 



252 



300 



348 



396 



410 



<400> 3215 

catgaccaaa aacgttacat aaggtacctg tctgaccttc atgcgtctgg tgaccctgct 60 
tggca atg cat tgg age cca aca caa gtg gat ctt cag etc atg cac agt 110 
Met His Trp Ser Pro Thr Gin Val Asp Leu Gin Leu Met His Ser 
15 10 15 

tgc aaa gag ggc tac gtg aaa gat ctg aaa ggt aac cca ggc ctg cac 158 
Cys Lys Glu Gly Tyr Val Lys Asp Leu Lys Gly Asn Pro Gly Leu His 

20 25 30 

agt ccc atg ttg gat ctt gat aat gat aca cgt ccc tea gtg ttg ggc 206 
Ser Pro Met Leu Asp Leu Asp Asn Asp Thr Arg Pro Ser Val Leu Gly 

35 40 45 

cat etc agt cag aca gcg tec ctg aag agg ggc age age ttt cag tct 254 
His Leu Ser Gin Thr Ala Ser Leu Lys Arg Gly Ser Ser Phe Gin Ser 

50 55 60 

ggt cga gac gac ag 268 
Gly Arg Asp Asp 
65 



<210> 3216 



2006 



«• 4 



<211> 202 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .202 



<400> 3216 

aatagttctt tgtaacctgt ttcataaaat atgcaaatgc atg aga cat tct ata 55 

Met Arg His Ser lie 
1 5 

tgt tgc tct gac tat ata ttt tta ccg ttt ata gat ttc atg ate ctt 103 
Cys Cys Ser Asp Tyr lie Phe Leu Pro Phe lie Asp Phe Met lie Leu 

10 15 20 

tgg ctg cat gga gaa aat ggg aca ggg cct get aag ttc aac ata cct 151 
Trp Leu His Gly Glu Asn Gly Thr Gly Pro Ala Lys Phe Asn lie Pro 
3 25 30 35 

Q cac agt gtt aca ctt gat tea get ggt egg gtg tgg gtt get gac cga 199 
p His Ser Val Thr Leu Asp Ser Ala Gly Arg Val Trp Val Ala Asp Arg 
4 0 4 5 5 0 

gat 2 02 

^( Asp 

%f <210> 3217 

^0 <211> 255 

s <212> DNA 

Q <213> Homo sapiens 

iy 

ff: <220> 

V <221> CDS 

21 <222> 7 . .255 



<400> 3217 

agcatc atg gat ggc aaa caa ggg ggc atg gat ggg age aag ccc gcg 4 8 

Met Asp Gly Lys Gin Gly Gly Met Asp Gly Ser Lys Pro Ala 
15 10 
ggg cca agg gac ttt cct ggc ate agg ctt ctt tea aac cca ttg atg 96 
Gly Pro Arg Asp Phe Pro Gly lie Arg Leu -Leu Ser Asn Pro Leu Met 
15 20 25 30 

ggc gat get gtg tct gat tgg tct cct atg cat gaa get gca ate cac 144 
Gly Asp Ala Val Ser Asp Trp Ser Pro Met His Glu Ala Ala lie His 

35 40 45 

gga cat cag ctg tct ctg agg aac etc ate age cag ggg tgg get gtg 192 
Gly His Gin Leu Ser Leu Arg Asn Leu lie Ser Gin Gly Trp Ala Val 

50 55 60 

aac ate ate acg gca gat cat gtt tec cca etc cat gaa gee tgt ctt 240 
Asn He He Thr Ala Asp His Val Ser Pro Leu His Glu Ala Cys Leu 
65 70 75 

99 a 99 fc cat ctc tct 255 
Gly Gly His Leu Ser 
80 



2007 



<210> 3218 

<211> 422 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 258 . .422 



<400> 3218 

ttttcttgta ggcaaaaaat cagtgagtct 
cttttgatta gagagtttag tccatttaca 
actccttcca ctttgttatt tattttctgg 
ttccttcctg tcttcttttt tttgtaaagg 
gccaggtgtg gtggctc atg gcc ata a 

Met Ala He I 

Jj gca ggc gga tea cct gag gtc agg 
y| Ala Gly Gly Ser Pro Glu Yal Arg 

Ly tgg aga aac mhg tkg tct ctg ctg 
,f| Trp Arg Asn Xaa Xaa Ser Leu Leu 
% 30 35 

99 fc 99 1 999 cac ct 9 fc 99 Y cc a 9 c 
^ Gly Gly Gly His Leu Trp Xaa Ser 
^ 45 50 



tgcawtttta cccattgagc caccccatgt 
ttcagtgtta ttattgataa ataagcactt 
ttgttttgtg gtcttctttt ccttctttct 
tgettttetc tgatgatata gtttcttgtg 
tc cca gca ttt tgg gag gcc gag 
le Pro Ala Phe Trp Glu Ala Glu 

5 10 
agt teg gga ctg gcc tgg cca aca 
Ser Ser Gly Leu Ala Trp Pro Thr 
20 25 
gaa atg caa aaa ttg get gga cgt 
Glu Met Gin Lys Leu Ala Gly Arg 
40 

tac ttg gga ggc 
Tyr Leu Gly Gly 
55 



60 
120 
180 
240 
290 



338 



386 



422 



IU <210> 3219 

fy <211> 365 

-£ <212> DNA 

f*s <213> Homo sapiens 



<220> 
<221> CDS 
<222> 137. 



,364 



<400> 3219 

tacagtaaaa agtgttttgt tatttgetgt tgatgggttc aatacagect gctttctgaa 
gtgtaattta atttttcttt tatccgcccc tmctgccatc tgettttate ctcatacctc 
acccagagtt tgttcc atg ggc aca ggt ttc ttt gag acg gac cgt gtt aaa 
Met Gly Thr Gly Phe Phe Glu Thr Asp Arg Val Lys 



gcc 
Ala 

tea 
Ser 



1 5 
tgt ate cag tea gga tgt gtg gca gtt 
Cys He Gin Ser Gly Cys Val Ala Val 



15 

ccc gcc 
Pro Ala 
30 

cca ctg etc 



cct gcc 
Pro Ala 



gcc 
Ala 



age 
Ser 
35 
cct 



20 

cct 

Pro 



cac 
His 



cct 
Pro 



tea cca cac 



aga cag ctt 
Pro Leu Leu Arg Gin Leu Pro Ser Pro His 
45 50 



10 

cag atg ggt att ttc cat 
Gin Met Gly He Phe His 
25 

gag etc age ccc tec tgc 
Glu Leu Ser Pro Ser Cys 
40 

cca ggg ccc tgg ggc acg 
Pro Gly Pro Trp Gly Thr 
55 60 



60 
120 
172 



220 



268 



316 



2008 




• 



gag cag agm btc aca act gac tea ctt get gec ttc tea cca aac gca c 365 
Glu Gin Xaa Xaa Thr Thr Asp Ser Leu Ala Ala Phe Ser Pro Asn Ala 
65 70 75 

<210> 3220 

<211> 369 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36. .368 



<400> 3220 

ataceggaag tagagtcacg gagaggtatt aagaa atg gag aga aaa ata age 53 

Met Glu Arg Lys lie Ser 
1 5 

O aga ate cac ctt gtt tct gaa ccc agt ata act cat ttt eta caa gta 101 
rJS Arg He His Leu Val Ser Glu Pro Ser He Thr His Phe Leu Gin Val 
yi 10 15 20 

y, tct tgg gag aaa aca ctg gaa tct ggt ttt gtt att aca ctt act gat 149 
Ser Trp Glu Lys Thr Leu Glu Ser Gly Phe Val He Thr Leu Thr Asp 

25 30 35 

ggt cat tea gca tgg act ggg aca gtt tct gaa tea gag att tec caa 197 
Gly His Ser Ala Trp Thr Gly Thr Val Ser Glu Ser Glu He Ser Gin 
40 45 50 

s gaa get gat gac atg gca atg gaa aaa ggg aaa tat gtt ggt gaa ctg 245 

Q Glu Ala Asp Asp Met Ala Met Glu Lys Gly Lys Tyr Val Gly Glu Leu 
fU 55 60 65 70 

fy aga aaa gca ttg ttg tea gga gca gga cca get gat gta tac acg ttt 2 93 

j| Arg Lys Ala Leu Leu Ser Gly Ala Gly Pro Ala Asp Val Tyr Thr Phe 
% 75 80 85 

'2 aat ttt tct aaa gag tct tgt tat ttc tkc ttt gag ara mac ctg aaa 341 
^ Asn Phe Ser Lys Glu Ser Cys Tyr Phe Xaa Phe Glu Xaa Xaa Leu Lys 
90 95 100 

gat gtc tea ttc aga ctt ggt tec ttc a 369 
Asp Val Ser Phe Arg Leu Gly Ser Phe 
105 110 



<210> 3221 

<211> 281 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . .281 



<400> 3221 

gtttagcccg aggctggtct tag atg cag cga ctg ttt cag agt gac tea gaa 53 

Met Gin Arg Leu Phe Gin Ser Asp Ser Glu 
15 10 



2009 



gaa aaa gaa get gag gaa 
Glu Lys Glu Ala Glu Glu 
15 

ctt ctt cat ttc agg tta 
Leu Leu His Phe Arg Leu 
30 

ate atg ctg gca att gaa 
He Met Leu Ala He Glu 
45 

gca gtc act gca gca ctg 
Ala Val Thr Ala Ala Leu 
60 

get tea tgg agt tgc ate 
Ala Ser Trp Ser Cys He 
75 80 



get gtt ggg ggg ctg agg 
Ala Val Gly Gly Leu Arg 
20 

etc gtt cct cag caa gtt 
Leu Val Pro Gin Gin Val 
35 

aag ctg cag gec ggt get 
Lys Leu Gin Ala Gly Ala 
50 

gtg gaa ctt gag gtg tac 
Val Glu Leu Glu Val Tyr 
65 70 
caa cca agt ate cat gtt 
Gin Pro Ser He His Val 
85 



atg gga ttc teg 101 
Met Gly Phe Ser 
25 

ggc aaa aca gat 14 9 

Gly Lys Thr Asp 
40 

ctt gca act gac 197 

Leu Ala Thr Asp 

55 

aca cac agt tat 245 
Thr His Ser Tyr 

281 



<210> 3222 

<211> 370 

O <212> DNA 

*Q <213> Homo sapiens 

in 

<220> 
j si <221> CDS 
*2 <222> 81. .368 



<400> 3222 

s aegggaegtg cggcccagcg agttggtcgg tcccggggtc acccgctacg ggaagcaggc 60 

p ctcgccacag actaagaaaa atg get ttg tea gee caa cag ata ccc aga tgg 113 

fll Met Ala Leu Ser Ala Gin Gin He Pro Arg Trp 

n\ 1 5 10 

j= ttt aac tea gtt aag ttg agg age etc att aat get gca caa etc aca 161 

5 Phe Asn Ser Val Lys Leu Arg Ser Leu He Asn Ala Ala Gin Leu Thr 

15 20 25 

^ aaa cgt ttt act aga cca gca aga aca ctg tta cat ggc ttt tct get 209 
Lys Arg Phe Thr Arg Pro Ala Arg Thr Leu Leu His Gly Phe Ser Ala 

30 35 40 

cag cct cag ata tec tct gac aat tgc ttt etc cag tgg gga ttt aag 257 
Gin Pro Gin He Ser Ser Asp Asn Cys Phe Leu Gin Trp Gly Phe Lys 

45 50 55 

act tac agg act tec tec tta tgg aat agt tec cag tct act age tea 305 
Thr Tyr Arg Thr Ser Ser Leu Trp Asn Ser Ser Gin Ser Thr Ser Ser 
60 65 70 75 

agt agt cag gag aat aat tct gee caa age agt ctg ctt cct tec atg 353 
Ser Ser Gin Glu Asn Asn Ser Ala Gin Ser Ser Leu Leu Pro Ser Met 

80 85 90 

aat gaa cag cca cag ac 
Asn Glu Gin Pro Gin 
95 



370 



<210> 3223 
<211> 346 
<212> DNA 

<213> Homo sapiens 



2010 



<220> 
<221> CDS 
<222> 45 . . 344 



<400> 3223 

ttgtttgttt gtttgtttaa ggattaaagc aaggagagcc aatc atg act ggc aaa 56 

Met Thr Gly Lys 
1 

aca cag acc age aac gtc acc aat aag aat gac ccc aag tec ate aac 104 

Thr Gin Thr Ser Asn Val Thr Asn Lys Asn Asp Pro Lys Ser He Asn 

5 10 15 20 

tec cgt gtt ttc ate ggc aat eta aat acg gca att gtc aag aaa gtt 152 

Ser Arg Val Phe He Gly Asn Leu Asn Thr Ala He Val Lys Lys Val 

25 30 35 

gac att gaa gec att ttt tea aag tat gga aaa ata gtt gga tgt tec 200 
Asp He Glu Ala He Phe Ser Lys Tyr Gly Lys He Val Gly Cys Ser 
« 40 45 50 

% gtt cac aaa ggt tat gca ttt gta cag tac atg agt gag cga cat gca 248 
^ Val His Lys Gly Tyr Ala Phe Val Gin Tyr Met Ser Glu Arg His Ala 
)*j 55 60 65 

aga get gca gtg get gga gaa aat gee aga gtc ate gee ggc caa cca 2 96 

W Arg Ala Ala Val Ala Gly Glu Asn Ala Arg Val He Ala Gly Gin Pro 
*§ 70 75 80 

=0 ctt ggt aag tea tgc tea gac atg gat etc acg tta ttg ttc ata tat 344 
*Q Leu Gly Lys Ser Cys Ser Asp Met Asp Leu Thr Leu Leu Phe He Tyr 
85 90 95 100 



5=1 : 



ct 

<210> 3224 
^ <211> 255 

=P <212> DNA 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 59. . 253 



346 



<400> 3224 

cccagcgggc gatgatgaga tctcatttga cc< 
atg att gac gac ggc tgg tgg cgc ggg 
Met He Asp Asp Gly Trp Trp Arg Gly 
1 5 

get ctt ccc age caa eta tgt gga get 
Ala Leu Pro Ser Gin Leu Cys Gly Ala 

20 25 
ccc ccc egg age tgc gee ctg kaw met 
Pro Pro Arg Ser Cys Ala Leu Xaa Xaa 

35 40 
ttt ggt tct tgg gtg gtt ttg ggt ttt 
Phe Gly Ser Trp Val Val Leu Gly Phe 
50 55 



itgatgac atcatcacca acatcgag 58 

gtg ttg caa ggg ccg gta egg 106 

Val Leu Gin Gly Pro Val Arg 

10 15 

gcg gca gta ggg ccc cca gee 154 

Ala Ala Val Gly Pro Pro Ala 
30 

cay act aca gat cag gec ttc 202 

His Thr Thr Asp Gin Ala Phe 
45 

ttc tgt ttt ttt ttt ttt ttt 250 

Phe Cys Phe Phe Phe Phe Phe 
60 



2011 



ttt tt 

Phe 

65 

<210> 3225 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . . 320 



<400> 3225 

tatggatgca gaatatgcca actactatac tagagaagtg atgttaatcc ttattcgaga 60 
attccagtct cctg atg agg aaa tgr aaa aaa att gtg ctg aag gtg gta 110 
Met Arg Lys Xaa Lys Lys lie Val Leu Lys Val Val 
15 10 
aaa cag tgt tgt ggg aca gat ggt gta gaa gca aac tac att aaa aca 158 
Lys Gin Cys Cys Gly Thr Asp Gly Val Glu Ala Asn Tyr He Lys Thr 

15 20 25 

gag att ctt cct ccc ttt ttt aaa cac ttc tgg cag cac agg atg get 206 
^ Glu He Leu Pro Pro Phe Phe Lys His Phe Trp Gin His Arg Met Ala 
30 35 40 

ttg gat aga aga aat tac cga cag tta gtt gat act act gtg gag ttg 254 
Leu Asp Arg Arg Asn Tyr Arg Gin Leu Val Asp Thr Thr Val Glu Leu 
45 50 55 60 

gca aac aaa gta ggt gca gca gaa att ata tec agg att gtg gat gat 
Ala Asn Lys Val Gly Ala Ala Glu He He Ser Arg He Val Asp Asp 

65 70 75 

ctg aaa gat gaa gec caa ca 
Leu Lys Asp Glu Ala Gin 
80 

<210> 3226 
<211> 386 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 51 . .386 



302 



322 



<400> 3226 

caaattctca gaataaaata agtaatccct cacagcagac agctttgtcg atg gta 

Met Val 
1 

atg cac aat tat gag tct tea ggt ata rat ata rca aag gga aca gaa 
Met His Asn Tyr Glu Ser Ser Gly He Xaa He Xaa Lys Gly Thr Glu 

5 10 15 

ctt cag ata get gta gtg tea ccg tta gtt ctg tea gag gtc aaa aca 
Leu Gin He Ala Val Val Ser Pro Leu Val Leu Ser Glu Val Lys Thr 



2012 



20 

ttg tct gtc aaa gga ata 
Leu Ser Val Lys Gly lie 
35 40 
ccc gtt att aaa gaa ggc 
Pro Val He Lys Glu Gly 
55 

gaa aat gca aag gca act 
Glu Asn Ala Lys Ala Thr 
70 

gta gca agt aca gca aca 
Val Ala Ser Thr Ala Thr 
85 

gaa aag cag aat gag tea 
Glu Lys Gin Asn Glu Ser 
100 



25 30 
aca cct gca gtg tta cct 
Thr Pro Ala Val Leu Pro 
45 

agt gtt tgt agt tta caa 
Ser Val Cys Ser Leu Gin 
60 

get get ttg aaa gtt gat 
Ala Ala Leu Lys Val Asp 
75 

tea ace aag att ttt cca 
Ser Thr Lys He Phe Pro 
90 

act aat ggt aat tea gaa 
Thr Asn Gly Asn Ser Glu 
105 HO 



gaa aca gtg tat 200 
Glu Thr Val Tyr 
50 

aat caa ttg gca 248 
Asn Gin Leu Ala 
65 

gtt agt gga cca 296 
Val Ser Gly Pro 
80 

eta ret cag aag 344 

Leu Xaa Gin Lys 

95 

gtc aca 386 
Val Thr 



<210> 3227 
Q <211> 402 
%0 <212> DNA 
01 <213> Homo sapiens 



m 



<220> 
<221> CDS 
<222> 106. .402 



s <400> 3227 

Q gttgagggaa gggaagcccg cccggtggcg gctggggtcg gctgctggga ggaggtggtg 60 
fU ggctggttcg gacgtgggtc gaegctgtag caggactcca ggaag atg tta ccg agt 117 
a| Met Leu Pro Ser 

1 

act tea gtg aat tec tta gtg cag ggg aac gga gtc ttg aat tec agg 165 
Thr Ser Val Asn Ser Leu Val Gin Gly Asn Gly Val Leu Asn Ser Arg 
5 10 15 20 

gat gcg gca aga cac aca gee gga gcg aaa cgc tac aaa tat ctg aga 213 
Asp Ala Ala Arg His Thr Ala Gly Ala Lys Arg Tyr Lys Tyr Leu Arg 

25 30 35 

agg ctt ttc cgc ttt egg caa atg gac ttt gaa ttt get gee tgg cag 261 
Arg Leu Phe Arg Phe Arg Gin Met Asp Phe Glu Phe Ala Ala Trp Gin 

40 45 50 

atg etc tac ctg ttc aca tec cca cag aga gtt tac aga aat ttt cat 309 
Met Leu Tyr Leu Phe Thr Ser Pro Gin Arg Val Tyr Arg Asn Phe His 

55 60 65 

tat cga aaa cag acg aag gac cag tgg gee aga gat gac cct get ttc 357 
Tyr Arg Lys Gin Thr Lys Asp Gin Trp Ala Arg Asp Asp Pro Ala Phe 

70 75 80 

ttg gtc ctg tta agt ate tgg etc tgt gtg tec act ata gga ttt 402 
Leu Val Leu Leu Ser He Trp Leu Cys Val Ser Thr He Gly Phe 
85 90 95 



<210> 3228 
<211> 264 
<212> DNA 



2013 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65. .262 



<400> 3228 

cccattactg ggtatatacc caaagaatta taaatcatgc tactataaag acacatgcac 60 
acgt atg ttt att gcg gca gta ttc aca ata gca aag act tgg aac caa 109 
Met Phe lie Ala Ala Val Phe Thr He Ala Lys Thr Trp Asn Gin 
15 10 15 

ccc aaa tgc cca teg atg ata gac tgg ata aag wwa atg tgg cat ata 157 
Pro Lys Cys Pro Ser Met He Asp Trp He Lys Xaa Met Trp His He 

20 25 30 

tat acc atg gaa tac tct gca gec ata aaa aag gat gag ttc atg tec 205 
Tyr Thr Met Glu Tyr Ser Ala Ala He Lys Lys Asp Glu Phe Met Ser 
35 40 45 

O ttg gca ggg aca tgg atg aag ctg gaa acc gtc att etc age aaa eta 253 
%p Leu Ala Gly Thr Trp Met Lys Leu Glu Thr Val He Leu Ser Lys Leu 
IF! 50 55 60 

y. aca cag gac ca 
jj.f Thr Gin Asp 

2 65 

^ <210> 3229 
<211> 283 

3 <212> DNA 
%J <213> Homo sapiens 

= 

5 ! 5 

fy <220> 
V <221> CDS 

=4 <222> 12 . .281 



264 



50 



<400> 3229 

aagtgtcagt t atg ggt ggt gac aat cct gaa gtg ggc aag aaa get aga 
Met Gly Gly Asp Asn Pro Glu Val Gly Lys Lys Ala Arg 
15 10 
aac tea age aaa ttt gag ctg agg aaa age cca gtt ttc agt gat gag 98 
Asn Ser Ser Lys Phe Glu Leu Arg Lys Ser Pro Val Phe Ser Asp Glu 

15 20 25 

gat tct gac ctt gac ttt gat ate age aaa ttg gaa cag cag age aag 146 
Asp Ser Asp Leu Asp Phe Asp He Ser Lys Leu Glu Gin Gin Ser Lys 
30 35 40 45 

tea ggt aaa agt tec aga aat gtg aac aac aaa gat ttt ttt gat cca 194 
Ser Gly Lys Ser Ser Arg Asn Val Asn Asn Lys Asp Phe Phe Asp Pro 

50 55 60 

gtt gaa agt gat gaa gac ata gca agt gat cat gat gat gag ctg ggt 242 
Val Glu Ser Asp Glu Asp He Ala Ser Asp His Asp Asp Glu Leu Gly 

65 70 75 

tea aac aag atg atg aaa ttg ctg aag aag aag cag aga ga 2 83 

Ser Asn Lys Met Met Lys Leu Leu Lys Lys Lys Gin Arg 
80 85 90 



2014 



<210> 3230 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 33 . .299 



53 



■-ft 



149 



197 



<400> 3230 

aaaactatat tattacatta gggagactcg tc atg ttt tat ttt att tec aga 

Met Phe Tyr Phe lie Ser Arg 
1 5 

aga gga ctg tea gaa gga cgt aga agg cac ggt ttt act gtg agg age 101 

Arg Gly Leu Ser Glu Gly Arg Arg Arg His Gly Phe Thr Val Arg Ser 
Q 10 15 20 

til aaa gat tct tta cct acg cat ttt aca aga aat gtg cag aaa gee att 

Lys Asp Ser Leu Pro Thr His Phe Thr Arg Asn Val Gin Lys Ala lie 

XL 25 30 35 

H gat aaa tat acc tgc aaa tec ttg tea tec ttt tec tec age gga age 

Asp Lys Tyr Thr Cys Lys Ser Leu Ser Ser Phe Ser Ser Ser Gly Ser 
40 45 50 55 

cat aca ccc acg gga gec cac acc tct tgg tct ggg teg gee aca cag 245 

His Thr Pro Thr Gly Ala His Thr Ser Trp Ser Gly Ser Ala Thr Gin 
3 60 65 70 

p age tct acc acc ggc tea tec acg gag agg ggc tec gtt tat tec tgg 

ffj Ser Ser Thr Thr Gly Ser Ser Thr Glu Arg Gly Ser Val Tyr Ser Trp 
=H 75 80 85 

'% aga gga g 

Z Arg Gly 

S3 <210> 3231 
<211> 409 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .408 



293 



300 



<400> 3231 

agttctgcag ccactcggta cggcgctaac gecgegaggt agctcggtgc gtctcgcagt 60 
accagtgega acctttgggc tctccaggtc cgagatccta gtctcctgtc ggctctgagg 120 
agg atg gat cct tct gcg gat aca tgg gac etc tec tea cct tta ata 168 
Met Asp Pro Ser Ala Asp Thr Trp Asp Leu Ser Ser Pro Leu lie 
15 10 15 

tea tta tgg ata aac agg ttt tac att tat ctg ggc ttt get gtt age 216 
Ser Leu Trp He Asn Arg Phe Tyr He Tyr Leu Gly Phe Ala Val Ser 

20 25 30 

att age ctt tgg att tgt gtc cag att gtc ate gag atg cag gga ttt 264 
He Ser Leu Trp He Cys Val Gin He Val He Glu Met Gin Gly Phe 



2015 



y % 



£5 



360 



409 



35 40 45 

gca aca gtt ctt get gaa gca gtt acg tec ctg gat ctg cct gtg gec 312 
Ala Thr Val Leu Ala Glu Ala Val Thr Ser Leu Asp Leu Pro Val Ala 

50 55 60 

att att aat eta aaa gaa tat gat cca gat gat cat ctg ata gaa gag 
He He Asn Leu Lys Glu Tyr Asp Pro Asp Asp His Leu He Glu Glu 

65 70 75 

gtg act agt aaa aat gtc tgt gtc ttc ctg gtt gcg aca tac act gga c 
Val Thr Ser Lys Asn Val Cys Val Phe Leu Val Ala Thr Tyr Thr Gly 
80 85 90 95 

<210> 3232 
<211> 318 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110 . .316 



<400> 3232 

ccttcgcttt cgctcttttc cgtcgaggcc gacccctgag ttgtgagtct gggghytggt 60 
tggtgaaaaa gageccttga aaggctggaa gaegggagag gacaaaagc atg tct tec 118 

Met Ser Ser 
1 

ctt cct ggg tgc att ggt ttg gat gca gca aca get aca gtg gag tct 166 
Leu Pro Gly Cys He Gly Leu Asp Ala Ala Thr Ala Thr Val Glu Ser 

5 10 15 

gaa gag att gca gag ctg caa cag gca gtg gtt gag kad ntg ggt ate 214 
Glu Glu He Ala Glu Leu Gin Gin Ala Val Val Glu Xaa Xaa Gly He 
20 25 30 35 

tct atg gag gaa ctt egg cat ttc ate gat gwk gaa ctg gag aag atg 262 
Ser Met Glu Glu Leu Arg His Phe He Asp Xaa Glu Leu Glu Lys Met 

40 45 50 

gat tgt gta cag caa cgc aag aag cag eta gca gag tta gag aca tgg 310 
Asp Cys Val Gin Gin Arg Lys Lys Gin Leu Ala Glu Leu Glu Thr Trp 

55 60 65 

gta ata ca 318 
Val He 



<210> 3233 

<211> 295 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .293 



<400> 3233 

agaegggett tacgaaactg aacagctaca ttcaaggcaa aaacgagaaa gag atg 56 

Met 



2016 



104 



248 



1 

aaa ata aag atg aca get cca gtg aca age tac gtg gag cct ggt tea 
Lys lie Lys Met Thr Ala Pro Val Thr Ser Tyr Val Glu Pro Gly Ser 

5 10 15 

ggt cct ttt agt gag tct ace att ace att tec ctg tat att ccc tct 152 
Gly Pro Phe Ser Glu Ser Thr lie Thr lie Ser Leu Tyr He Pro Ser 

20 25 30 

gaa cag caa ttt gat cca ccc agg cct tta gag tea gat gtc ttc att 200 
Glu Gin Gin Phe Asp Pro Pro Arg Pro Leu Glu Ser Asp Val Phe He 

35 40 45 

gaa gat aga gee gaa atg act gtg ttt gta egg tct ttc gat gga ttt 
Glu Asp Arg Ala Glu Met Thr Val Phe Val Arg Ser Phe Asp Gly Phe 
50 55 60 65 

tct agt gee caa aag aat caa gaa caa ctt ttg aca tta gca age ca 295 
Ser Ser Ala Gin Lys Asn Gin Glu Gin Leu Leu Thr Leu Ala Ser 
70 75 80 

<210> 3234 

<211> 215 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .213 



<400> 3234 

ggcctcttca at atg gcg ggg cct ttg tct cct age ttc egg gca get ctg 51 
Met Ala Gly Pro Leu Ser Pro Ser Phe Arg Ala Ala Leu 
15 10 
p tgc cgc aac etc gag tct ccc tec tec aga ttg tgt ggg ggt gtt ggg 99 
Cys Arg Asn Leu Glu Ser Pro Ser Ser Arg Leu Cys Gly Gly Val Gly 
15 20 25 

^ agt gtc ata dga egg gaa ttc tea ttt agg gtc tgk agt tec tec gtg 147 
Ser Val He Xaa Arg Glu Phe Ser Phe Arg Val Xaa Ser Ser Ser Val 
30 35 40 45 

gaa gaa gca gtg ggc cgt ggg gtc cct agt ccc tec ttt etc ctt tta 195 
Glu Glu Ala Val Gly Arg Gly Val Pro Ser Pro Ser Phe Leu Leu Leu 

50 55 60 

aaa ata aaa tea tgg cca cc 215 
Lys He Lys Ser Trp Pro 
65 

<210> 3235 
<211> 292 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .290 



2017 



«• 0 



m 



<400> 3235 

aacacaatga ggaacttctt aaaaggtgcc aactacatta taaagaacta aag atg 56 

Met 
1 

aaa ata aga aaa aat att tct gaa att egg gaa ctt gag aac ata gaa 104 
Lys lie Arg Lys Asn lie Ser Glu lie Arg Glu Leu Glu Asn lie Glu 

5 10 15 

gaa cac cag tct gta gat att gca act ttg gaa gat gaa get cag gaa 152 
Glu His Gin Ser Val Asp He Ala Thr Leu Glu Asp Glu Ala Gin Glu 

20 25 30 

aat aaa age aaa atg aaa atg gtt gag gaa cat atg gag caa caa aaa 200 
Asn Lys Ser Lys Met Lys Met Val Glu Glu His Met Glu Gin Gin Lys 

35 40 45 

gaa aat atg gag cat ctt aaa agt ctg aaa ata gaa gca gaa aat aag 248 
Glu Asn Met Glu His Leu Lys Ser Leu Lys He Glu Ala Glu Asn Lys 
50 55 60 65 

tat gat gca att aaa ttc aaa att aat caa eta teg gag cca gc 292 
Tyr Asp Ala He Lys Phe Lys He Asn Gin Leu Ser Glu Pro 
70 75 

<210> 3236 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .306 



<400> 3236 

gaggagcttg aggaagcagg cagggaa atg tct gee gec gee age tct egg gag 54 

Met Ser Ala Ala Ala Ser Ser Arg Glu 
1 5 

cgc aac act gca ggt ggt tct aac ttt gat ggt ttg aga cca aat ggg 102 

Arg Asn Thr Ala Gly Gly Ser Asn Phe Asp Gly Leu Arg Pro Asn Gly 

10 15 20 25 

aag gga gtg cct atg gac caa age tec agg ggt caa gat aaa cca gaa 150 

Lys Gly Val Pro Met Asp Gin Ser Ser Arg Gly Gin Asp Lys Pro Glu 

30 35 40 

age ttg caa cca wga cak mat aaa tec aag tec gaa att act gac atg 198 
Ser Leu Gin Pro Xaa Xaa Xaa Lys Ser Lys Ser Glu He Thr Asp Met 

45 50 55 

gtt cgc tec tec act ate aca gtg teg gac aag get cat att tta tec 246 
Val Arg Ser Ser Thr He Thr Val Ser Asp Lys Ala His He Leu Ser 

60 65 70 

atg cag aag ttt gga ctg cga gat aca att gtg aaa tea cat eta eta 294 
Met Gin Lys Phe Gly Leu Arg Asp Thr He Val Lys Ser His Leu Leu 

75 80 85 

cag aaa gaa gag ga 3 08 

Gin Lys Glu Glu 
90 



<210> 3237 



2018 



+ 0 



<211> 340 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 153 . . 338 



<400> 3237 

tgttaaatat agatagagaa gtaaacagag atgtacatgt atgtcgtatg tatatatgtt 60 
tatgtgtgtc ctggctttgt ttgctgagaa ggtgtaagag catcaacagc ccagctgttg 120 
aaagtatcac tatctactaa aaggaaccag gg atg ctt gga gaa atg gtg gac 173 

Met Leu Gly Glu Met Val Asp 
1 5 

tec agg gat ggg gca gtg aaa cca cac wgt aag cct ggm cca tct gat 221 
Ser Arg Asp Gly Ala Val Lys Pro His Xaa Lys Pro Gly Pro Ser Asp 
10 15 20 

p tgc act gaa gtg aag aag tgc ttg aag aat gat gac aac atg tea caa 269 
~f% Cys Thr Glu Val Lys Lys Cys Leu Lys Asn Asp Asp Asn Met Ser Gin 
|5 25 30 35 

%^ gga cac ata agt gag ctt gaa gat gtt ccc act ggc caa acc tgg gac 317 
Gly His He Ser Glu Leu Glu Asp Val Pro Thr Gly Gin Thr Trp Asp 
40 45 50 55 

aac tgg agt ate aaa gtc aat at 340 
Asn Trp Ser He Lys Val Asn 
60 



yj 





<210> 


3238 


m 

Z V? 


<211> 


366 


HI 


<212> 


DNA 


.33* 


<213> 


Homo 




<220> 




M 


<221> 


CDS 




<222> 


73 . . 



<400> 3238 

agtttttcaa ggcgggctgt aactggtggc atttgtcccg ggaccaggtc cacagtttta 60 
tgtgtgagca ag atg gag get gac ctg tct ggc ttt aac ate gat gec ccc 111 

Met Glu Ala Asp Leu Ser Gly Phe Asn He Asp Ala Pro 

15 10 
cgt tgg gac cag cgc acc ttc ctg ggg aga gtg aag cac ttc eta aac 159 
Arg Trp Asp Gin Arg Thr Phe Leu Gly Arg Val Lys His Phe Leu Asn 

15 20 25 

ate acg gac ccc cgc act gtc ttt gta tct gag egg gag ctg gac tgg 2 07 

He Thr Asp Pro Arg Thr Val Phe Val Ser Glu Arg Glu Leu Asp Trp 
30 35 40 45 

gee aag gtg atg gtg gag aag age agg atg ggg gtt gtg ccc cca ggc 255 
Ala Lys Val Met Val Glu Lys Ser Arg Met Gly Val Val Pro Pro Gly 

50 55 60 

acc caa gtg gag cag ctg ctg tat gee aag aag ctg tat gac teg gee 303 
Thr Gin Val Glu Gin Leu Leu Tyr Ala Lys Lys Leu Tyr Asp Ser Ala 



2019 



+ 0 



65 70 75 

ttc cam ccc gac act ggg gag aag atg aat gtc ate ggg cgc atg tct 
Phe Xaa Pro Asp Thr Gly Glu Lys Met Asn Val He Gly Arg Met Ser 

80 85 90 

ttc cag ctt cct ggc 
Phe Gin Leu Pro Gly 
95 

<210> 3239 
<211> 271 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18 . .269 



til 



Us 



98 



146 



194 



p <400> 3239 

S agggcacacc ccagtac atg gag aac atg gag cag gtg ttt gag cag tgc 50 

Met Glu Asn Met Glu Gin Val Phe Glu Gin Cys 
15 10 
cag cag ttc gag gag aaa cgc ctt cgc ttc ttc egg gag gtt ctg ctg 
Gin Gin Phe Glu Glu Lys Arg Leu Arg Phe Phe Arg Glu Val Leu Leu 
15 20 25 

^ gag gtt cag aag cac eta gac ctg tec aat gtg get ggc tac aaa gec 
*D Glu Val Gin Lys His Leu Asp Leu Ser Asn Val Ala Gly Tyr Lys Ala 
s 30 35 40 

p att tac cat gac ctg gag cag age ate aga gca get gat gca gtg gag 
Pll He Tyr His Asp Leu Glu Gin Ser He Arg Ala Ala Asp Ala Val Glu 

~£ gac ctg agg tgg ttc cga gee aat cac ggg ccg ggc atg gee atg aac 242 
2l Asp Leu Arg Trp Phe Arg Ala Asn His Gly Pro Gly Met Ala Met Asn 
S 60 65 70 75 

^ tgg ccg cag ttt gag gta aga gga ggg ga 271 
Trp Pro Gin Phe Glu Val Arg Gly Gly 
80 

<210> 3240 
<211> 301 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15. .299 



<400> 3240 

caaatgttgg tgag atg aag cat tac ttg tgt ggc tgc tgt gca set tea 50 

Met Lys His Tyr Leu Cys Gly Cys Cys Ala Xaa Ser 
15 10 

aca atg teg caa tea cat ttc cca ttc aga agg tec etc ttt cga caa 98 

Thr Met Ser Gin Ser His Phe Pro Phe Arg Arg Ser Leu Phe Arg Gin 



2020 



15 

cag ctg tat ggc ate aaa 
Gin Leu Tyr Gly lie Lys 
30 

gat gga ttt cga aat ttg 
Asp Gly Phe Arg Asn Leu 
45 50 
aag aca act acg ctt gca 
Lys Thr Thr Thr Leu Ala 
65 

tgc ctt etc cac aag cat 
Cys Leu Leu His Lys His 
80 

gtg gcg gca gc 
Val Ala Ala 
95 



20 

acc egg gat gca ata ctt 
Thr Arg Asp Ala lie Leu 
35 40 
tat cgt gga ate ctt ccc 
Tyr Arg Gly lie Leu Pro 
55 

ctt atg ttt ggt ctg tat 
Leu Met Phe Gly Leu Tyr 
70 

gtc agt get cca gag ttt 
Val Ser Ala Pro Glu Phe 
85 



25 

cag ttg aga agg 14 6 

Gin Leu Arg Arg 

cca ttg atg cag 194 
Pro Leu Met Gin 
60 

gag gat tta tec 242 
Glu Asp Leu Ser 
75 

gca acc agt ggc 2 90 

Ala Thr Ser Gly 
90 

301 



us 



<210> 3241 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . .403 



s <400> 3241 

O cagtacttgg aggtattcta aaggcagaca tactttatct gagcaggtgc ttttggcgtg 60 

fj gtcctgccaa gaaagaaaca atggcttaga tgaegtctat tetaaggect caaggcttgc 120 

m acccctgcca tgetaaatae ag atg cgc tec tec acc aag aga ate ccc tct 172 

J £ Met Arg Ser Ser Thr Lys Arg lie Pro Ser 

X 1 5 10 

Jj gec etc tgc cat etc age ccc gag cca get cag ctg ccc atg acc tgt 220 

Ala Leu Cys His Leu Ser Pro Glu Pro Ala Gin Leu Pro Met Thr Cys 
15 20 25 

gtg caa age agg ggg egg gac aaa cag eta teg cct ttg gee ttc cct 268 

Val Gin Ser Arg Gly Arg Asp Lys Gin Leu Ser Pro Leu Ala Phe Pro 
30 35 40 

ttg etc ctg aca gcg gtc tea aac ctg gag gag tea aag gtc caa gat 316 

Leu Leu Leu Thr Ala Val Ser Asn Leu Glu Glu Ser Lys Val Gin Asp 
45 50 55 

gee ttt gtt cac tat gaa cct ggt gtc age tct age gtc etc age arc 364 

Ala Phe Val His Tyr Glu Pro Gly Val Ser Ser Ser Val Leu Ser Xaa 
60 65 70 

agg gca gcg tgg age agg gec age cct ctg gca ctt gtg t 404 

Arg Ala Ala Trp Ser Arg Ala Ser Pro Leu Ala Leu Val 

75 80 85 



<210> 3242 

<211> 439 

<212> DNA 

<213> Homo sapiens 



2021 



<220> 
<221> CDS 
<222> 278 . .439 



<400> 3242 

ctagttgttg tgaaatgtgc tatatgcact cactgcctca aatgaggaaa atggagaaat 60 
aaggaaataa gaacaattcc ccaacaatgt tttaaagtct tcattttcta ttatctttgt 120 
tttatgtaaa ctttactcat ttcgtataaa tttcattcat ttttgaggtc ctgctttctg 180 
tcaggttttg tgttgggcac tagagtaaga cttgggcatc ttgtcaggaa gctgctctgt 240 
gattaaagag atagatgtat gaacaagcaa tbataat atg gtt agt aag tec tac 295 

Met Val Ser Lys Ser Tyr 
1 5 

agt aaa ggt act etc tac agt aga ggg cct ggg aaa ctg cct ttt ttt 343 
Ser Lys Gly Thr Leu Tyr Ser Arg Gly Pro Gly Lys Leu Pro Phe Phe 

10 15 20 

ttc ttt gag aca ggg tct cca tea ccc aga cct cat ggg etc aag cga 391 
Phe Phe Glu Thr Gly Ser Pro Ser Pro Arg Pro His Gly Leu Lys Arg 
O 25 30 35 

Hp tec tec cac etc age etc ctg agt age ttg gac tac agg cat gca cca 439 
IP Ser Ser His Leu Ser Leu Leu Ser Ser Leu Asp Tyr Arg His Ala Pro 
40 45 50 

yJ 

t? % <210> 3243 

<211> 297 
a jf <212> DNA 

<213> Homo sapiens 

O <220> 

fU <221> CDS 

fii <222> 141 . .296 



<400> 3243 

gttttcccca atgttaatat cttgcctaac tagaggacaa tataaaaacc aagaaattgg 60 
cattagtaca atgeatatec atagagctaa tttagattga ccagttatgc aggtactcat 120 
ttgtgtgtgt atatgtgtgc atg tgt age tct acg caa ttt tat cat aag tgt 173 

Met Cys Ser Ser Thr Gin Phe Tyr His Lys Cys 
15 10 
age ttc atg aaa cca caa cca eta tea aga tac ttc act gtc cca tea 221 
Ser Phe Met Lys Pro Gin Pro Leu Ser Arg Tyr Phe Thr Val Pro Ser 

15 20 25 

tea gag act ccc tea tgc tac ccc tgt aga gtc aac ace tat tec eta 
Ser Glu Thr Pro Ser Cys Tyr Pro Cys Arg Val Asn Thr Tyr Ser Leu 

30 35 40 

ccc cat tct gaa caa eta gee ace act a 297 
Pro His Ser Glu Gin Leu Ala Thr Thr 
45 50 

<210> 3244 

<211> 311 

<212> DNA 

<213> Homo sapiens 



269 



2022 



<220> 
<221> CDS 
<222> 23 . .310 



<400> 3244 

tatatgtytt gaattaggtt at atg ttc tgc att tac aag cac ata cag gat 52 

Met Phe Cys He Tyr Lys His He Gin Asp 
15 10 
tct tac ttc cag caa ctt ggc agt aaa asa ata agt aga etc ttt agg 100 
Ser Tyr Phe Gin Gin Leu Gly Ser Lys Xaa He Ser Arg Leu Phe Arg 

15 20 25 

age caa agt caa get tgg gaa ctg ttg eta ggt ggt ata tat ttc ata 
Ser Gin Ser Gin Ala Trp Glu Leu Leu Leu Gly Gly He Tyr Phe He 

30 35 40 

gtt tat gtt tgt ttc caa gac aag gtc tea etc cat cgc cca ggc tgg 
Val Tyr Val Cys Phe Gin Asp Lys Val Ser Leu His Arg Pro Gly Trp 
45 50 55 

Q agt gca gtg gca cga tea cag ttc act gca act ttg ace ttc tgg gny 
Ser Ala Val Ala Arg Ser Gin Phe Thr Ala Thr Leu Thr Phe Trp Xaa 
60 65 70 

i caa gtg ace etc cca cct cag cct ccc aag ttg ctg gga ctt agg cac 292 
Gin Val Thr Leu Pro Pro Gin Pro Pro Lys Leu Leu Gly Leu Arg His 
75 80 85 90 

ccg cca cca cgc ccc gta s 311 
Pro Pro Pro Arg Pro Val 
95 



H T 

y 

w 





<210> 


3245 




<211> 


279 


fU 


<212> 


DNA 




<213> 


Homo 








.•: " : 


<220> 






<221> 


CDS 




<222> 


36 . . 



148 



196 



244 



<400> 3245 

tgcccgagca caaccctggc aatttgggag gaaca atg aga ctg gga ata aga 53 

Met Arg Leu Gly He Arg 
1 5 

aga act gtt ttc aaa act gaa aat tea ata tta agg aaa ctt tat ggt 101 
Arg Thr Val Phe Lys Thr Glu Asn Ser He Leu Arg Lys Leu Tyr Gly 

10 15 20 

gat gtt cct ttt ata gaa gaa aga cac aga cat egg ttc gag gta aac 14 9 

Asp Val Pro Phe He Glu Glu Arg His Arg His Arg Phe Glu Val Asn 

25 30 35 

cct aac ctg ate aaa caa ttt gag cag aat gac tta agt ttt gta ggt 197 
Pro Asn Leu He Lys Gin Phe Glu Gin Asn Asp Leu Ser Phe Val Gly 

40 45 50 

cag gat gtt gat gga gac agg atg gaa ate att gaa ctg gca aat cat 245 
Gin Asp Val Asp Gly Asp Arg Met Glu lie He Glu Leu Ala Asn His 
55 60 65 70 



2023 



cct tat ttt gtt ggt gtc cag ttc cat cct gag t 
Pro Tyr Phe Val Gly Val Gin Phe His Pro Glu 
75 80 



279 



<210> 3246 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 95 . .388 



<400> 3246 

cagatacttc tttcttgcac agctggcccg agataacttc ttccgctgtg gtgtgctgta 60 
tgaggactcc ctgtcctccc aggtccggac tcag atg gag ctg gaa gag gat gtg 115 

Met Glu Leu Glu Glu Asp Val 
1 5 

aaa ate tac etc gac gag aac tac gag cgc ate aac gtg cct gtg ccc 163 
Lys lie Tyr Leu Asp Glu Asn Tyr Glu Arg lie Asn Val Pro Val Pro 

10 15 20 

cag ttt ggc ggc ggt gwe cct gca gac ate ate cat gac ttc cag egg 211 
Gin Phe Gly Gly Gly Xaa Pro Ala Asp He He His Asp Phe Gin Arg 

25 30 35 

ggt ctg act gcg tac cat gat ate tec ctg gac aag tgc tat gtc ate 259 
Gly Leu Thr Ala Tyr His Asp He Ser Leu Asp Lys Cys Tyr Val He 
a 40 45 50 55 

O gaa etc aac ace ace att gtg ccc ccc teg caa ctt ctg gga get cct 307 
jfjj Glu Leu Asn Thr Thr He Val Pro Pro Ser Gin Leu Leu Gly Ala Pro 
fT| 60 65 70 

cat gaa cgt gaa gag ggg gac tac ctg ccg cag acg tac ate ate cag 355 
S His Glu Arg Glu Glu Gly Asp Tyr Leu Pro Gin Thr Tyr He He Gin 
2 75 80 85 

^ 9 a 9 9 a 9 at 9 9 fc 9 9 tc ac 9 9 a 9 cat 9tc agt gac aa 
Glu Glu Met Val Val Thr Glu His Val Ser Asp 
90 95 



390 



<210> 3247 

<211> 302 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 100 . .300 



<400> 3247 

catttcctta ccaattgcct ttttttgttt tgttttgttt ttgagacagg gttttgetet 60 
ttcacccagg ctgtagtgca gtggtgcaat ctgctccct atg gee tea ace tec 114 

Met Ala Ser Thr Ser 
1 5 

ctg gee cat get ate etc tta ggc ggg tgc cac cat ggc tgg eta gat 162 



2024 



Leu 


Ala 


His 


Ala 


He 


Leu 


Leu 


Gly Gly Cys 


His 


His 


Gly 


Trp 


Leu 


Asp 










10 






15 










20 




+- t- i- 


aCC 




4- -a t- 


t- t- t- 


gta 


gag 


ctuci yyy uciu 


ccc 


tat 


qtt 


gec 


cag 


get 


Phe 


Thr 


Phe 


Tyr 


Phe 


Val 


Glu 


Thr Gly Tyr 


Pro 


Cys 


Val 


Ala 


Gin 


Ala 








25 








30 








35 






ggt 


etc 


aaa 


etc 


ctg 


tec 


tea 


agt gat cct 


cct 


gec 


ttg 


gec 


acc 


cat 


Gly 


Leu 


Lys 


Leu 


Leu 


Ser 


Ser 


Ser Asp Pro 


Pro 


Ala 


Leu 


Ala 


Thr 


His 






40 










45 






50 








agt 


get 


ggg 


att 


aca 


ggt 


gtg 


ggc cac etc 


act 


cag 


tgc 


cac 


cc 




Ser 


Ala 


Gly 


He 


Thr 


Gly Val 


Gly His Leu 


Thr 


Gin 


Cys 


His 








55 










60 






65 











<210> 3248 

<211> 308 

<212> DNA 

<213> Homo sapiens 



<220> 
O <221> CDS 
±§ <222> 42 . .308 

Ul 

M 

U\ <400> 3248 

~5 etttctgegg gggacgattt cgtcggtggt aggctgetae c atg agg ttg aat cag 56 
^ Met Arg Leu Asn Gin 

is 

aac acc ttg ctg ctg ggg aag aag gtg gtc ctt gta ccc tac acc teg 104 

s Asn Thr Leu Leu Leu Gly Lys Lys Val Val Leu Val Pro Tyr Thr Ser 

O 10 15 20 

fy gag cat gtg ccc agg tac cac gag tgg atg aaa tea gag gag ctg cag 152 

fy Glu His Val Pro Arg Tyr His Glu Trp Met Lys Ser Glu Glu Leu Gin 
25 30 35 

cgt ttg aca gee teg gag ccg ctg acc ctg gag cag gag tat gee atg 200 

Arg Leu Thr Ala Ser Glu Pro Leu Thr Leu Glu Gin Glu Tyr Ala Met 

40 45 50 

cag tgc age tgg cag gaa gat gca gac aag tgt acc ttc att gtg ctg 248 

Gin Cys Ser Trp Gin Glu Asp Ala Asp Lys Cys Thr Phe He Val Leu 

55 60 65 

gat gee gag aag tgg cag gee cag cca ggc gee acc gaa gag age tgc 2 96 

Asp Ala Glu Lys Trp Gin Ala Gin Pro Gly Ala Thr Glu Glu Ser Cys 
70 75 80 85 

atg gtg gga get 308 
Met Val Gly Ala 



<210> 3249 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 29. .316 



2025 



<400> 3249 
agaacttaat 



y 



ttcgagaaag gagatgta atg gat gtt 

Met Asp Val 
1 

gag tgg tgg aaa tgc agg aag ate 
Glu Trp Trp Lys Cys Arg Lys lie 
15 

aaa aac tat gtt acc gtt atg cak 
Lys Asn Tyr Val Thr Val Met Xaa 

30 35 
gaa cca tea cct cca cag tgt gat 
Glu Pro Ser Pro Pro Gin Cys Asp 

45 50 
aag ttt get ggc aat cct tgg tat 
Lys Phe Ala Gly Asn Pro Trp Tyr 
60 65 
agg cat caa gca gaa atg gca tta aat gaa aga 
Arg His Gin Ala Glu Met Ala Leu Asn Glu Arg 

75 80 
ttc etc att cgt gat agt gaa tct tc 
Phe Leu lie Arg Asp Ser Glu Ser 
90 95 

<210> 3250 

<211> 394 

<212> DNA 

<213> Homo sapiens 



aat gac cca 
Asn Asp Pro 
10 

eta gta cca 
Leu Val Pro 
25 

tea ggt ttg 
Ser Gly Leu 

etc act gga 
Leu Thr Gly 



att gaa aaa cct gaa 
lie Glu Lys Pro Glu 
5 

aat ggt atg gtt ggt 
Asn Gly Met Val Gly 
20 

wat aat cca tta act 
Xaa Asn Pro Leu Thr 
40 

tac att agg cct tea 
Tyr lie Arg Pro Ser 
55 

tat ggc aaa gtc acc 
Tyr Gly Lys Val Thr 
70 

gga cat gaa ggg gat 
Gly His Glu Gly Asp 
85 



52 



100 



148 



196 



244 



292 



318 



<220> 
<221> CDS 
<222> 178 . .393 



<400> 3250 

aacataggaa cagtttgeta tctttgtgac aaataatgaa 
ttattggtac taaagaaatc agtcaatatt tacatgtatg 
tgtaatatat gtgtagcctg ctagtagctt ttcaatggaa 
atg tta act ttt tta att tta ata ggt tgc ttc 
Met Leu Thr Phe Leu He Leu He Gly Cys Phe 
15 10 
tat ttg act ggg ggt cag aag acc tgg gtt gga 
Tyr Leu Thr Gly Gly Gin Lys Thr Trp Val Gly 

20 25 
ttc tgt aat aat gta ggt ctg etc tgc cca tec 
Phe Cys Asn Asn Val Gly Leu Leu Cys Pro Ser 

35 40 
cag aaa aat etc tgc aaa ccc atg atg tec aac 
Gin Lys Asn Leu Cys Lys Pro Met Met Ser Asn 

50 55 
tgg tea cag eta acg gag tta act a 
Trp Ser Gin Leu Thr Glu Leu Thr 
65 70 



gacctatcta gaataccaac 
catagtatat taattcagat 
aaagtgaaaa gagcttc 
ttc aag tgg aag aag 
Phe Lys Trp Lys Lys 
15 

ate eta gtt cca tct 
He Leu Val Pro Ser 
30 

tct gee etc etc cct 
Ser Ala Leu Leu Pro 
45 

aga cat age tea tat 
Arg His Ser Ser Tyr 
60 



60 
120 
177 
225 



273 



321 



369 



394 



<210> 3251 



2026 



<211> 393 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 32 . .391 



=3* 



148 



196 



<400> 3251 

agatggaact ggtagtcagc tggagagcag c atg gag gcg tec tgg ggg age 52 

Met Glu Ala Ser Trp Gly Ser 
1 5 

ttc aac get gag egg ggc tgg tat gtc tct gtg cag cag cct gaa gaa 100 
Phe Asn Ala Glu Arg Gly Trp Tyr Val Ser Val Gin Gin Pro Glu Glu 

10 15 20 

gcg gag gee gaa gag ttg agt ccg ttg eta age aac gaa ctt cac aga 
Ala Glu Ala Glu Glu Leu Ser Pro Leu Leu Ser Asn Glu Leu His Arg 

25 30 35 

cag cga tec cca ggt gtt tea ttt ggt tta tea gtg ttt aat ttg atg 
Gin Arg Ser Pro Gly Val Ser Phe Gly Leu Ser Val Phe Asn Leu Met 
40 45 50 55 

aat gee ate atg gga agt ggc ate ctt ggc tta get tat gtt atg get 244 
Asn Ala He Met Gly Ser Gly He Leu Gly Leu Ala Tyr Val Met Ala 

60 65 70 

aat ace ggt gtc ttt gga ttt age ttc ttg ctg ctg aca gtt get etc 
Asn Thr Gly Val Phe Gly Phe Ser Phe Leu Leu Leu Thr Val Ala Leu 

75 80 85 

ctg get tct tac tea gtc cat ctt ctg ctt agt atg tgt att cag aca 
Leu Ala Ser Tyr Ser Val His Leu Leu Leu Ser Met Cys He Gin Thr 
P 90 95 100 

□ get gta aca tct tat gaa gat ctt gga etc ttt gca ttt gga tta cct 388 
S Ala Val Thr Ser Tyr Glu Asp Leu Gly Leu Phe Ala Phe Gly Leu Pro 
^ 105 110 115 

gga ct 393 

Gly 

120 

<210> 3252 

<211> 250 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85. .249 



292 



340 



<400> 3252 

gtgtarcggc tatgggeget gtcttacaac aaagecaagg aatctcgctg ctgagggcag 
ttctgtgctt tattatgaag aata atg gac gat gat gat gca aag etc aaa 

Met Asp Asp Asp Asp Ala Lys Leu Lys 

1 5 
gca gaa ata gaa get gaa ttg gat aaa etc age att tec tec ttg gaa 



2027 



207 



250 



60 



Ala Glu lie Glu Ala Glu Leu Asp Lys Leu Ser lie Ser Ser Leu Glu 
10 15 20 25 

aaa gaa gac att gag agt gat gca aaa tea gaa acc cag agt gat gat 
Lys Glu Asp He Glu Ser Asp Ala Lys Ser Glu Thr Gin Ser Asp Asp 

30 35 40 

agt gat aca gat dca gtt gaa tta cca gaa tea gtt ctt cac t 
Ser Asp Thr Asp Xaa Val Glu Leu Pro Glu Ser Val Leu His 
45 50 55 

<210> 3253 
<211> 400 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 181. .399 



%g- <400> 3253 

yj gaaaaagegg cgcggctcgt tcaagatggc ggastcgacc agttgcctga cgagagctct 
yi tcagcaaaag cccttgtcag tttaaaagaa ggaagcttat etaacaegtg gaatgaaaag 120 
I » tacagttctt tacagaaaac acctgtttgg aaaggcagga atacaagctc tgctgtggaa 180 
* atg cct ttc aga aat tea aaa cga agt cga ttt ttt tct gat gaa gat 228 
^ Met Pro Phe Arg Asn Ser Lys Arg Ser Arg Phe Phe Ser Asp Glu Asp 
*U 15 10 15 

'"D gat agg caa ata aat aca agg tea cct aaa aga aac cag agg gtt gca 2 76 

s Asp Arg Gin He Asn Thr Arg Ser Pro Lys Arg Asn Gin Arg Val Ala 

O 20 25 30 

fy atg gtt cca cag aaa ttt aca gca aca atg tea aca nba gat aag aaa 
iffj Met Val Pro Gin Lys Phe Thr Ala Thr Met Ser Thr Xaa Asp Lys Lys 
S J 35 40 45 

% get tea cag aag att ggt ttt cga tta cgt aat ctg etc aag ctt cct 372 
™ Ala Ser Gin Lys He Gly Phe Arg Leu Arg Asn Leu Leu Lys Leu Pro 
O so 55 60 

aaa gca cat aaa tgg tgt ata tac gag t 

Lys Ala His Lys Trp Cys He Tyr Glu 

65 70 

<210> 3254 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 25 . .396 



324 



400 



<400> 3254 

agtgcggtga ctgcgctggg aaac atg gcg acc gag gga atg ate ctt act 

Met Ala Thr Glu Gly Met He Leu Thr 
1 5 

aac cac gac cat caa ate cgt gtc gga gtc ctt aca gtg agt gat agt 



2028 



Asn His Asp His Gin He Arg Val Gly Val Leu Thr Val Ser Asp Ser 

10 15 20 25 

tgc ttc agg aat ctt gca gaa gac cgc agt ggg ata aat etc aaa gat 147 

Cys Phe Arg Asn Leu Ala Glu Asp Arg Ser Gly He Asn Leu Lys Asp 

30 35 40 

etc gta caa gat cct tct ttg ttg ggt ggg act ata tea gca tac aag 195 
Leu Val Gin Asp Pro Ser Leu Leu Gly Gly Thr He Ser Ala Tyr Lys 

45 50 55 

ata gta cca gat gaa ata gaa gaa ate aag gaa acc ctg ata gat tgg 243 
He Val Pro Asp Glu He Glu Glu He Lys Glu Thr Leu He Asp Trp 

60 65 70 

tgt gat gaa aag gaa ctt aat ttg ata tta aca act gga gga aca gga 
Cys Asp Glu Lys Glu Leu Asn Leu He Leu Thr Thr Gly Gly Thr Gly 

75 80 85 

ttt gca cca cga gat gtc act cca gag gec aca aaa gaa gta ata gaa 
Phe Ala Pro Arg Asp Val Thr Pro Glu Ala Thr Lys Glu Val He Glu 
90 95 100 105 

egg gaa gca cca ggg atg gee ctg gca atg ctg atg gga tea ctt aat 387 
O Arg Glu Ala Pro Gly Met Ala Leu Ala Met Leu Met Gly Ser Leu Asn 
dp 110 115 120 



~*3 



gtt aca cct ct 
Val Thr Pro 

<210> 3255 
<211> 386 



<212> DNA 
*y <213> Homo sapiens 

U <220> 

fy <221> CDS 

f\\ <222> 92 . .385 



291 



339 



398 



<400> 3255 

ttacatcgaa accaagctta acagagactt aaaagatgac cttataaagc tgtttacgga 60 
acatgttgca gaaaagcaca ktkacagect a atg cct tta ctt tta gaa gee 112 

Met Pro Leu Leu Leu Glu Ala 

1 5 

cag tea aca cca ttt cag gtc aca cct tea act atg gca aat att gtg 160 
Gin Ser Thr Pro Phe Gin Val Thr Pro Ser Thr Met Ala Asn He Val 

10 15 20 

aaa ggc ctg tat acc etc aga cca gag tgg gtt cag atg get cca act 208 
Lys Gly Leu Tyr Thr Leu Arg Pro Glu Trp Val Gin Met Ala Pro Thr 

25 30 35 

eta ttt tct aaa ttt att cca aac att etc cct ccg gcg gtg gaa tct 256 
Leu Phe Ser Lys Phe He Pro Asn He Leu Pro Pro Ala Val Glu Ser 
40 45 50 55 

gaa ctt tct gaa tat get get caa gat cag aaa ttt caa aga gac tta 304 
Glu Leu Ser Glu Tyr Ala Ala Gin Asp Gin Lys Phe Gin Arg Asp Leu 

60 65 70 

tac aga atg gtt tta caa ggg gtg acc agt ccc gga aga gag ctg ggg 352 
Tyr Arg Met Val Leu Gin Gly Val Thr Ser Pro Gly Arg Glu Leu Gly 

75 80 85 

atg agt tgg ctt ata ata get cgt cag cat gtg c 



386 



2029 



Met Ser Trp Leu He He Ala Arg Gin His Val 
90 95 

<210> 3256 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96 . .362 



y 



<400> 3256 

acatccagca ggctgaghag ggcaaggagt tggtgcacac ctacaagggc tgcatcaggt 60 
cccaggactg ctactccggc gttatatcca ccacc atg ggc ccc aag gac cac 113 

Met Gly Pro Lys Asp His 
1 5 

0 atg gta acc age tec ttc tgc tgc cag age gac ggc tgc aac agt gec 161 
=8 Met Val Thr Ser Ser Phe Cys Cys Gin Ser Asp Gly Cys Asn Ser Ala 
(J! 10 15 20 

y, ttt ttg tct gtt ccc ttg acc aat ctt act gag aat ggc ctg atg tgc 209 
Phe Leu Ser Val Pro Leu Thr Asn Leu Thr Glu Asn Gly Leu Met Cys 

25 30 35 

ccc gec tgc act gcg age ttc agg gac aaa tgc atg ggg ccc atg acc 257 
Pro Ala Cys Thr Ala Ser Phe Arg Asp Lys Cys Met Gly Pro Met Thr 

40 45 50 

cac tgt act gga aag gaa aac cac tgc gtc tec tta tct gga cac gtg 305 
His Cys Thr Gly Lys Glu Asn His Cys Val Ser Leu Ser Gly His Val 
55 60 65 70 

cag get ggt ant ttc aaa ccc aga ttt get atg egg ggc tgt get aca 353 
Gin Ala Gly Xaa Phe Lys Pro Arg Phe Ala Met Arg Gly Cys Ala Thr 

75 80 85 

gag agt atg t 363 
Glu Ser Met 

<210> 3257 
<211> 331 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81. .329 



<400> 3257 

gaggtccgeg gectatttae ccaagttgga ggtaggggee tgtggaaaca tgaagagggt 
aaacagctgt gtggagagtg atg age atg tyc ctg gra gag ctg gaa aca gaa 

Met Ser Met Xaa Leu Xaa Glu Leu Glu Thr Glu 
15 10 
ggg gag agg cag ctg ana age etc ctt cag cat caa ctt gat act tct 
Gly Glu Arg Gin Leu Xaa Ser Leu Leu Gin His Gin Leu Asp Thr Ser 
15 20 25 



2030 



•» 0 



gtc tec att gag gaa tgt 
Val Ser lie Glu Glu Cys 
30 

act atg tac aag ccc ttt 
Thr Met Tyr Lys Pro Phe 
45 

tec caa ttc cag aca ctg 
Ser Gin Phe Gin Thr Leu 
60 65 
agg gaa tta ggg ctt aat 
Arg Glu Leu Gly Leu Asn 
80 



atg tct aag aaa gag age 
Met Ser Lys Lys Glu Ser 
35 

ggg aag gaa gca get ggg 
Gly Lys Glu Ala Ala Gly 
50 55 
cat gag aag gac cag gaa 
His Glu Lys Asp Gin Glu 
70 

gaa aca ga 
Glu Thr 



ttt get cct ggt 209 

Phe Ala Pro Gly 

40 

act atg act ttg 257 
Thr Met Thr Leu 

act get tct etc 305 
Thr Ala Ser Leu 
75 

331 



<210> 3258 
<211> 314 
<212> DNA 

<213> Homo sapiens 

O <220> 

*Jj <221> CDS 

§J1 <222> 36. .314 

y 

^ <400> 3258 

if ttttttttgc agtacctget gcggccgctt tegge atg gag gaa att tat gcg 53 
'*M Met Glu Glu lie Tyr Ala 

ys is 

* aag ttt gtg tec cag aaa ate ags aaa acc cgc tgg cga ccg ctg cct 101 

Q Lys Phe Val Ser Gin Lys He Xaa Lys Thr Arg Trp Arg Pro Leu Pro 
m 10 15 20 

ccg gga agt tta cag acc gcg gag acg ttc gst aca gga tct tkg grc 14 9 

P Pro Gly Ser Leu Gin Thr Ala Glu Thr Phe Xaa Thr Gly Ser Xaa Xaa 
S 25 30 35 

Sf aat krg gra aat taw rwt tea ctg tgg tct att gga gat ttt gga aac 197 
U Asn Xaa Xaa Asn Xaa Xaa Ser Leu Trp Ser He Gly Asp Phe Gly Asn 
40 45 50 

ttg gac tct gat gga ggg ttt kaa ggr gac cat cag kta ttg tgt gat 245 
Leu Asp Ser Asp Gly Gly Phe Xaa Gly Asp His Gin Xaa Leu Cys Asp 
55 60 65 70 

ate aga cac cat ggt gat gta atg gat tta cag ttt ttt gac cag gaa 293 
He Arg His His Gly Asp Val Met Asp Leu Gin Phe Phe Asp Gin Glu 

75 80 85 

aga att gtc get get tea tea 314 
Arg He Val Ala Ala Ser Ser 
90 



<210> 3259 

<211> 327 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 64. .327 



2031 



<400> 3259 

gcggattggg ttacgtcgcc ggaagtgggg cgggactcta ttgtggcgat tggttgtttc 60 
att atg gat gga ggg gat gat ggt aac ctt att ate aaa aag agg ttt 108 
Met Asp Gly Gly Asp Asp Gly Asn Leu He He Lys Lys Arg Phe 
15 10 15 

gtg tct gag gca gaa eta gat gaa egg cgc aaa agg agg caa gaa gaa 156 
Val Ser Glu Ala Glu Leu Asp Glu Arg Arg Lys Arg Arg Gin Glu Glu 

20 25 30 

tgg gag aaa gtt cga aaa cct gaa gat cca gaa gaa tgt cca gag gag 204 
Trp Glu Lys Val Arg Lys Pro Glu Asp Pro Glu Glu Cys Pro Glu Glu 

35 40 45 

gtt tat gac cct cga tct eta tat gaa agg eta cag gaa cag aag gac 252 
Val Tyr Asp Pro Arg Ser Leu Tyr Glu Arg Leu Gin Glu Gin Lys Asp 

50 55 60 

agg aag cag cag gag tac gag gaa cag ttc aaa ttc aaa aac atg gta 300 
Arg Lys Gin Gin Glu Tyr Glu Glu Gin Phe Lys Phe Lys Asn Met Val 
65 70 75 

yp aga ggc tta gat gaa gat aag ace aac 327 

Arg Gly Leu Asp Glu Asp Lys Thr Asn 
i I 80 85 



60 
109 



<210> 3260 
<211> 236 
<212> DNA 

<213> Homo sapiens 

Q <220> 
f|| <221> CDS 
f|j <222> 65. .235 

^ <400> 3260 

^ ttcaaaaatc taatcattct tggattataa agaagttgag aactgectga atataaaagc 
tacc atg ctt atg tta ttg tgg gaa gga gtt ctg gaa tea gat aga cat 
Met Leu Met Leu Leu Trp Glu Gly Val Leu Glu Ser Asp Arg His 
15 10 15 

gga cct caa atg gga gag cag ctg tta aag tct caa tea get gac cca 157 
Gly Pro Gin Met Gly Glu Gin Leu Leu Lys Ser Gin Ser Ala Asp Pro 

20 25 30 

ttt ttg aac ctt gag atg gat get ggc ate tec aac ate cag cga agt 205 
Phe Leu Asn Leu Glu Met Asp Ala Gly He Ser Asn He Gin Arg Ser 

35 40 45 

cag age tgg etc age aac att ggc ccc acc c 236 
Gin Ser Trp Leu Ser Asn He Gly Pro Thr 
50 55 

<210> 3261 

<211> 195 

<212> DNA 

<213> Homo sapiens 

<220> 



2032 



<221> CDS 
<222> 12. .194 



yy 



J3 



<220> 
<221> CDS 
<222> 101 . .307 



50 



98 



146 



<400> 3261 

caaatgttaa g atg ttc agt gtt tec aaa tta att get caa gaa acc ate 
Met Phe Ser Val Ser Lys Leu He Ala Gin Glu Thr He 
15 10 
atg gaa tct ttg gat ggc tta cat ctt cct gaa teg age aga gaa act 
Met Glu Ser Leu Asp Gly Leu His Leu Pro Glu Ser Ser Arg Glu Thr 

15 20 25 

act gca atg att ctt atg aat gtg tat tgc aat aag att ttg aag cct 
Thr Ala Met He Leu Met Asn Val Tyr Cys Asn Lys He Leu Lys Pro 
30 35 40 45 

gta gat ggg tec tgt tgt caa cct egg cct cct gtt act etc ata caa a 195 
Val Asp Gly Ser Cys Cys Gin Pro Arg Pro Pro Val Thr Leu He Gin 
50 55 60 

O <210> 3262 

%Q <211> 307 

|fj <212> DNA 

y. <213> Homo sapiens 



<400> 3262 

atatgacttt tgtgtaattt tctctcttga actctggtgc tgtttttttg tttgtttgag 60 
acgaagtctc gctctgtcac ccagggtgga gtgcagtggc atg ate tct get cac 115 

Met He Ser Ala His 
1 5 

y tac aac etc cgc etc cng ggt tec age gat tct cct gec tea gee tec 163 
U Tyr Asn Leu Arg Leu Xaa Gly Ser Ser Asp Ser Pro Ala Ser Ala Ser 

10 15 20 

cga gtg get ggg act aca ggc gtg cgc cac cac gec tgg eta att ttt 211 
Arg Val Ala Gly Thr Thr Gly Val Arg His His Ala Trp Leu He Phe 

25 30 35 

tgt att ttt ggt aga gac ggg gtt teg cca tgt tgg tea ggc tgg tct 259 
Cys He Phe Gly Arg Asp Gly Val Ser Pro Cys Trp Ser Gly Trp Ser 

40 45 50 

cga act cct gac etc gtg gtc tgc cct cct cga cct ccc aaa gtg ccg 
Arg Thr Pro Asp Leu Val Val Cys Pro Pro Arg Pro Pro Lys Val Pro 
55 60 65 

<210> 3263 
<211> 365 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 181. . 363 



307 



2033 



<400> 3263 

gaggttggag aagagagtga aaagactgct tacccgattt aaaattggtg agatgttcct 60 
tgggctggtt ggtctgagga cctgaggtca taggtggatc tcctcacgga gtgagngcaa 120 
ggacaggggg ctggtctccc aaaggagtcc ccctgtcccg ggtcttcggc accaaatgtc 180 
atg cac gtc cat ttg aag aga gtc cac caa cag get ttg tgt gag caa 228 
Met His Val His Leu Lys Arg Val His Gin Gin Ala Leu Cys Glu Gin 
15 10 15 

caa ggc tgt tta ttt cac ctg ggt gca ggt tgg ctg agt ctg aaa aag 276 
Gin Gly Cys Leu Phe His Leu Gly Ala Gly Trp Leu Ser Leu Lys Lys 

20 25 30 

gag tea gca aat ttt ggt ggg att ate att agt tct tat agv ntt ggg 324 
Glu Ser Ala Asn Phe Gly Gly He He He Ser Ser Tyr Xaa Xaa Gly 

35 40 45 

ata ggt ggg cca ggg gtg gat etc aca aag tac att etc aa 365 
He Gly Gly Pro Gly Val Asp Leu Thr Lys Tyr He Leu 
50 55 60 

M 

(=0 <210> 3264 

yi <211> 416 

|V <212> DNA 

yj <213> Homo sapiens 

li <220> 

^ <221> CDS 

<222> 130 . .414 



<400> 3264 

atttcactct actgcctctg gaagaagagt gttatctaaa gtgettccat catgaataat 60 
gattgagaaa ctgettttae tctcccgact actgtactcc caggcagaaa cccacggctg 120 
aagcccacg atg ccc atg tgt aac ttg gtt twy tac aca cac gtt tgg age 171 
Met Pro Met Cys Asn Leu Val Xaa Tyr Thr His Val Trp Ser 
15 10 
cca gtg tgc aga ccc gca gcg cag agg agg egg egg aac ace ccg ggt 219 
Pro Val Cys Arg Pro Ala Ala Gin Arg Arg Arg Arg Asn Thr Pro Gly 
15 20 25 30 

tgg teg ggt ttc caa ggg ctg acc cga get cca gca ctt ttt ccg cgc 267 
Trp Ser Gly Phe Gin Gly Leu Thr Arg Ala Pro Ala Leu Phe Pro Arg 

35 40 45 

ctg att ttt cag gtc att ttc gaa tgg get ate ttt get tac att ttg 315 
Leu He Phe Gin Val He Phe Glu Trp Ala He Phe Ala Tyr He Leu 

50 55 60 

age ttg gat cct etc cag aaa gca tta eta cct tct aaa agg aaa aac 363 
Ser Leu Asp Pro Leu Gin Lys Ala Leu Leu Pro Ser Lys Arg Lys Asn 

65 70 75 

ate teg tat ttg cag aca gtg ctg agg gag caa agt tea ttt tct egg 411 
He Ser Tyr Leu Gin Thr Val Leu Arg Glu Gin Ser Ser Phe Ser Arg 

80 85 90 

age tc 416 
Ser 
95 



2034 



<210> 3265 
<211> 364 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .363 



<400> 3265 

gagggcagcg gaggakkcga ggagcgccgg gtaccgggcc gggggagccg cgggctctcg 60 
gggaagagac gg atg atg aac aag ctt tac ate ggg aac ctg age ccc gec 111 
Met Met Asn Lys Leu Tyr lie Gly Asn Leu Ser Pro Ala 
15 10 
gtc ace gee gac gac etc egg cag etc ttt ggg gac agg aag ctg ccc 159 
Val Thr Ala Asp Asp Leu Arg Gin Leu Phe Gly Asp Arg Lys Leu Pro 
15 20 25 

O ctg gcg gga cag gtc ctg ctg aag tec ggc tac gee ttc gtg gac tac 2 07 

*S Leu Ala Gly Gin Val Leu Leu Lys Ser Gly Tyr Ala Phe Val Asp Tyr 
Ul 30 35 40 45 

N* ccc gac cag aac tgg gec ate cgc gec ate gag ace etc teg ggt aaa 255 
jhj Pro Asp Gin Asn Trp Ala He Arg Ala He Glu Thr Leu Ser Gly Lys 
* 50 55 60 

gtg gaa ttg cat ggg aaa ate atg gaa gtt gat tac tea gtc tct aaa 303 
Val Glu Leu His Gly Lys He Met Glu Val Asp Tyr Ser Val Ser Lys 
~ 65 70 75 

^ aag eta agg age agg aaa att cag att cga aac ate cct cct cac ctg 351 
O Lys Leu Arg Ser Arg Lys He Gin He Arg Asn He Pro Pro His Leu 
fU 80 85 90 

fy cag tgg gag gtg t 364 
j! Gin Trp Glu Val 
h 95 

<210> 3266 
<211> 276 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 93 . .275 



<400> 3266 

cccttgttac tgctacccat cctacctgca ccctgctttt tccctcttgs caegcttttt 
ttcctctccc tcttaccccc accctgtaca aa atg cat aaa gga tgg aaa aac 

Met His Lys Gly Trp Lys Asn 
1 5 
tac tgc age cag aag tct ttg aat gag gca tea atg gat gaa tat tta 
Tyr Cys Ser Gin Lys Ser Leu Asn Glu Ala Ser Met Asp Glu Tyr Leu 

10 15 20 

ggc age tta ggg ctg ttt cga aag ctg act gec aag gat gec tct tgc 
Gly Ser Leu Gly Leu Phe Arg Lys Leu Thr Ala Lys Asp Ala Ser Cys 



2035 



25 30 35 

etc ttt egg gec att teg gag cag ttg ttt tgc age cag gtc cat cat 257 
Leu Phe Arg Ala He Ser Glu Gin Leu Phe Cys Ser Gin Val His His 
40 45 50 55 

ttg gaa ate agg aag gca a 276 
Leu Glu He Arg Lys Ala 
60 

<210> 3267 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 154 . . 327 



O <400> 3267 

%S tgaaaatgta aattagtgca gttattatgg magtcagtat ggaacttcct caaaaaacta 60 
yi acaataaaac tcccatatga tccagcaatc ctaccactgr atatttatcc aaaggaaagg 120 
L? aagteggtat atttaacagg catctgcacc ccc atg ttt att gca gca eta ttc 174 
H Met Phe He Ala Ala Leu Phe 

IM ! 5 

^2 aca gta gee aag ata tgg aat caa cct aaa tgt cca tea acg gat gaa 
Thr Val Ala Lys Ile Xrp Asn Gi n p r o Lys Cys Pro Ser Thr Asp Glu 
*0 10 15 20 

s tgg ata aat aaa atg tgg tac ata tac aca atg gag tac tat cca gac 

Q Trp Ile Asn Lys Met Trp Tyr Ile Tyr Thr Met Glu Tyr Tyr Pro Asp 
25 30 35 

ata aaa aag aat gga att ctg aca ttt aag gca aca agg atg aac egg 
Ile Lys Lys Asn Gly Ile Leu Thr Phe Lys Ala Thr Arg Met Asn Arg 
40 45 50 55 

aag aca tta t 
Lys Thr Leu 

<210> 3268 

<211> 334 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 157 . .333 



in i 



222 



270 



318 



328 



<400> 3268 

gagtacgact actaegggge ttaegggage cgcgcgcacg aggactaege ctaccgcagg 
ctgctggcag acgagtacac cttcgccttc ccgccccaac acgacacgat caagaaggag 
tgcctggcct gcagaggggc cgccgctgtg tttgac atg tec tac ttc ggg aag 

Met Ser Tyr Phe Gly Lys 
1 5 
ttc tac ctg gtg ggg ctg gat gca agg aag get gee gac tgg etc ttc 
Phe Tyr Leu Val Gly Leu Asp Ala Arg Lys Ala Ala Asp Trp Leu Phe 



2036 




3*? 



10 15 20 

tec gca gat gtc age cga ccc cca ggc tec acc gtg tac acg tgc atg 270 
Ser Ala Asp Val Ser Arg Pro Pro Gly Ser Thr Val Tyr Thr Cys Met 

25 30 35 

etc aac cac cat ggg ggc acc gag agt gac ctg act gtc age cgc ctg 318 
Leu Asn His His Gly Gly Thr Glu Ser Asp Leu Thr Val Ser Arg Leu 

40 45 50 

gca ccc age cam cag t 334 
Ala Pro Ser Xaa Gin 
55 

<210> 3269 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92 . .349 



160 



208 



304 



<400> 3269 

^ tactctaccg ttgcatgccc tgggcagcag gtagaatggt taccctgttc tcttctttct 60 
?t tggcagcaag aattcccttc tgaaggatgc c atg get cca ggc acc cca aag 112 

Met Ala Pro Gly Thr Pro Lys 
1 5 
tec etc ctg ttg tct get tec ate aag agg gaa gga gag kst csr acg 
Ser Leu Leu Leu Ser Ala Ser He Lys Arg Glu Gly Glu Xaa Xaa Thr 
O 10 15 20 

gca tea ccc cac tea tct gee acc gat gac etc cac cat tea gac aga 
Ala Ser Pro His Ser Ser Ala Thr Asp Asp Leu His His Ser Asp Arg 

25 30 35 

tac cag acc ttt ctg cga gta cga gee aac egg cag acc cga ctg aat 256 
Tyr Gin Thr Phe Leu Arg Val Arg Ala Asn Arg Gin Thr Arg Leu Asn 
40 45 50 55 

get egg att ggg ara atg aaa egg agg aag caa gat gaa ggg cag agg 
Ala Arg He Gly Xaa Met Lys Arg Arg Lys Gin Asp Glu Gly Gin Arg 

60 65 70 

gaa ggc tec tgc atg get gag gat gat get gtg gac ate gag cat ga 351 
Glu Gly Ser Cys Met Ala Glu Asp Asp Ala Val Asp He Glu His 
75 80 85 

<210> 3270 
<211> 168 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 8 . . 166 



<400> 3270 

gggggaa atg egg gag aga ggg aga gag cga ggc aac ccg ggg etc aaa 4 9 



2037 




• 



97 



168 



Met Arg Glu Arg Gly Arg Glu Arg Gly Asn Pro Gly Leu Lys 

15 10 
aca gtc aaa ttc aaa tta aaa ggt cga gac acg aat cag gga ata ttc 
Thr Val Lys Phe Lys Leu Lys Gly Arg Asp Thr Asn Gin Gly He Phe 
15 20 25 30 

egg gaa aga aag agg gaa cct gcg gas etc ggt cag ttt gga gga gtc 145 
Arg Glu Arg Lys Arg Glu Pro Ala Xaa Leu Gly Gin Phe Gly Gly Val 

35 40 45 

acg tat cac acg gga aac cag ca 
Thr Tyr His Thr Gly Asn Gin 
50 

<210> 3271 
<211> 360 
<212> DNA 
<213> Homo sapiens 

<220> 
p <221> CDS 

<222> 26. .358 



52 



1 \ <400> 3271 

aaatgaacta gaaaatctag aagaa atg gat aaa ttc ctg gac aga tac acc 
-J3 Met Asp Lys Phe Leu Asp Arg Tyr Thr 

^0 1 5 

=D etc cca aga eta aac cag gaa aaa gtt gaa tec ctg aat aga cca ata 100 

2 Leu Pro Arg Leu Asn Gin Glu Lys Val Glu Ser Leu Asn Arg Pro He 
p 10 15 20 25 
as aca ggc tct gaa att gag gca ata att aat age eta cca act aaa aaa 
L~i Thr Gly Ser Glu He Glu Ala He He Asn Ser Leu Pro Thr Lys Lys 
^ 30 35 40 
%: age cca gga cca gat gga ttc aca gee aaa ttc tac cag agg tac aaa 
5 Ser Pro Gly Pro Asp Gly Phe Thr Ala Lys Phe Tyr Gin Arg Tyr Lys 
O 45 50 55 

gat ggg ctg gta cca ttc ctt ctg aaa eta ttc caa tea ata gaa aaa 
Asp Gly Leu Val Pro Phe Leu Leu Lys Leu Phe Gin Ser He Glu Lys 

60 65 70 

gag gga ate etc cct aac tea ttt ttt gag gee agt ate ate ctg ata 
Glu Gly He Leu Pro Asn Ser Phe Phe Glu Ala Ser He He Leu He 

75 80 85 

cca aag ccg ggc aga gac aca aca aaa ama gag aat ttt aga cca ata 
Pro Lys Pro Gly Arg Asp Thr Thr Lys Xaa Glu Asn Phe Arg Pro He 
90 95 100 105 

tec ctg atg aca teg atg ca 
Ser Leu Met Thr Ser Met 
110 

<210> 3272 
<211> 270 
<212> DNA 
<213> Homo sapiens 

<220> 



148 



196 



244 



292 



340 



360 



2038 



<221> CDS 
<222> 67 . .270 



^ <212> DNA 



60 
108 



<400> 3272 

aagcacagat ggcagtccat tcattgaaga tggttttttt caaggtgagt gttggtcttt 
tgcaca atg ctt gag atg gaa atg act tgg ctg aga eta tgt gat gag 

Met Leu Glu Met Glu Met Thr Trp Leu Arg Leu Cys Asp Glu 

15 10 
tgc tec aga tgg ggc atg gca teg gca tgg ggt agg ggt gga aag ctt 156 
Cys Ser Arg Trp Gly Met Ala Ser Ala Trp Gly Arg Gly Gly Lys Leu 
15 20 25 30 

ctt gga get caa gta gec ctt cat cct aga aac tgc age aaa get aag 204 
Leu Gly Ala Gin Val Ala Leu His Pro Arg Asn Cys Ser Lys Ala Lys 

35 40 45 

ate ttc ctg ttc agt att tta tta atg tct tta aga act ttt cac tgt 252 
He Phe Leu Phe Ser He Leu Leu Met Ser Leu Arg Thr Phe His Cys 

50 55 60 

aat tat ttc aga ggc aat 
Asn Tyr Phe Arg Gly Asn 
65 

<210> 3273 
<211> 285 



270 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40 . .285 



<400> 3273 

acagctgetg agggaccact ctgctccccc gcctaagcc atg cac etc tgt ggg 54 

Met His Leu Cys Gly 
1 5 

ggc aat ggg ctg ctg acc cag aca gac ccc aag gag caa caa agg cag 102 
Gly Asn Gly Leu Leu Thr Gin Thr Asp Pro Lys Glu Gin Gin Arg Gin 

10 15 20 

ctg aag aag cag aag aac egg gca gee gee cag cga asc ggc aga age 150 
Leu Lys Lys Gin Lys Asn Arg Ala Ala Ala Gin Arg Xaa Gly Arg Ser 

25 30 35 

aca cag aca agg cag acg ccc tgc acc agg tgt gga caa ccc eta acc 198 
Thr Gin Thr Arg Gin Thr Pro Cys Thr Arg Cys Gly Gin Pro Leu Thr 

40 45 50 

cct ttc ctt gtc tct ggc tec act tac tgg ccc age cac etc tkc tec 246 
Pro Phe Leu Val Ser Gly Ser Thr Tyr Trp Pro Ser His Leu Xaa Ser 

55 60 65 

ate cca cck ktg age aga cct ccc cca aac tec tgt aag 
He Pro Pro Xaa Ser Arg Pro Pro Pro Asn Ser Cys Lys 
70 75 80 

<210> 3274 
<211> 280 



285 



2039 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 111. .278 



<400> 3274 

caattaattt ttcataaacc ttctacagct tgtcttttaa ccctccaaac tttggcaaga 60 
aatccatatt ctcatgcctt ttaccaaaaa gtacattcta ctttttttac atg aat 116 

Met Asn 
1 

cct ttt cac gac tta cac aga cct tct atg aca tgc ctg gac ttt ctg 164 
Pro Phe His Asp Leu His Arg Pro Ser Met Thr Cys Leu Asp Phe Leu 

5 10 15 

act tgt cct aaa cat ccc tct tta aac aac cat tea ttt aac ttt agg 212 
Thr Cys Pro Lys His Pro Ser Leu Asn Asn His Ser Phe Asn Phe Arg 
Q 20 25 30 

=U gca aga att tac cat aca gga tec tgt etc ata caa aat tat tat tgc 
Ala Arg He Tyr His Thr Gly Ser Cys Leu He Gin Asn Tyr Tyr Cys 
35 40 45 50 

tac ate ctt ccc tac caa ga 
Tyr He Leu Pro Tyr Gin 
55 



._f% 



<210> 3275 

<211> 231 

<212> DNA 

<213> Homo sapiens 



P <220> 



<221> CDS 
<222> 72 . . 230 



260 



280 



<400> 3275 

aattggggcg cgggcctgtg agccagttgg agttgcggcg gegggaaega ttgggctgag 60 
cagaggacga c atg ttg ctt ttc gtg gag cag gta gca tct aaa gga act 110 
Met Leu Leu Phe Val Glu Gin Val Ala Ser Lys Gly Thr 
15 10 
ggt tta aat cct aat gec aaa gta tgg caa gaa att get cct gga aat 158 
Gly Leu Asn Pro Asn Ala Lys Val Trp Gin Glu He Ala Pro Gly Asn 

15 20 25 

act gat gee acc cca gta act cat gga met gaa rgc tct tgg cat gaa 206 
Thr Asp Ala Thr Pro Val Thr His Gly Xaa Glu Xaa Ser Trp His Glu 
30 35 40 45 

ata gca gew aca tea ggt get cat c 231 
He Ala Ala Thr Ser Gly Ala His 
50 

<210> 3276 
<211> 329 
<212> DNA 



2040 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . . 327 



<400> 3276 

catggataca aagaatcaat tattaaa atg get gta ctg ccc aaa gga atg tac 54 

Met Ala Val Leu Pro Lys Gly Met Tyr 
1 5 

aga ttc aat gtt att cct ate aaa eta cca atg aga ttc ttc aca gaa 102 

Arg Phe Asn Val He Pro He Lys Leu Pro Met Arg Phe Phe Thr Glu 

10 15 20 25 

ctg gaa aaa ttt att tta caa ttt ata tgg aac caa aaa aga gee eta 150 

Leu Glu Lys Phe lie Leu Gin Phe He Trp Asn Gin Lys Arg Ala Leu 

30 35 40 

ata gtt aaa gta ata eta agt gaa aac aac aga get aac aaa get aga 198 
O He Val Lys Val He Leu Ser Glu Asn Asn Arg Ala Asn Lys Ala Arg 
~f\ 45 50 55 

J gga ate aca tta ccc aac ttc aaa eta tgt tac aga get aca gtg abc 246 
?! Gly He Thr Leu Pro Asn Phe Lys Leu Cys Tyr Arg Ala Thr Val Xaa 
C 60 65 70 

4? aat ata gca tgg tac tgg cat aaa aac agg tac ata cac caa tgg mac 294 
^ Asn He Ala Trp Tyr Trp His Lys Asn Arg Tyr He His Gin Trp Xaa 
tfl 75 80 85 

^0 aga rta gag ate cca gah ata rgg cac aca ttt at 329 
s Arg Xaa Glu He Pro Xaa He Xaa His Thr Phe 

O 90 95 100 

m <210> 3277 

= P <211> 311 

2l <212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 39. .311 



<400> 3277 

ctttcctatt ttaagaatcc tcttattagt gctgtggc atg aat act tgt cca tct 56 

Met Asn Thr Cys Pro Ser 
1 5 

gtc tat cca tct ate ccc gag cac ctg cat cct tct cag caa aag cca 104 
Val Tyr Pro Ser He Pro Glu His Leu His Pro Ser Gin Gin Lys Pro 

10 15 20 

gaa ccc kgt cct cac aga get ccc aag ctg ctg tea aaa ggt gaa cag 152 
Glu Pro Xaa Pro His Arg Ala Pro Lys Leu Leu Ser Lys Gly Glu Gin 

25 30 35 

agg ctt gat gca gec agg aaa aca tec atg agt gca tgt cag gga aag 200 
Arg Leu Asp Ala Ala Arg Lys Thr Ser Met Ser Ala Cys Gin Gly Lys 

40 45 50 

get cag cac age cac ctg etc cct cat cat ggc cct ccc tgc tec agg 248 



2041 



# 



Ala Gin His Ser His Leu Leu Pro His His Gly Pro Pro Cys Ser Arg 
55 60 65 70 

cag ggt gtt cca tec aga aga gga gec tgc acg aag gca age tgt tea 296 
Gin Gly Val Pro Ser Arg Arg Gly Ala Cys Thr Lys Ala Ser Cys Ser 
75 80 85 

999 c 9 a a 9 a 9 ca 9 tc 311 
Gly Arg Arg Ala Val 
90 

<210> 3278 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . .269 



<400> 3278 

agttgtaaac ccaaggccaa gagacc atg gee acg tta gee egg ctg caa get 53 

Met Ala Thr Leu Ala Arg Leu Gin Ala 
1 5 

agg teg teg act gta gga aat cag tac tac ttt agg aac agt gtt gta 101 
^ Arg Ser Ser Thr Val Gly Asn Gin Tyr Tyr Phe Arg Asn Ser Val Val 
•^0 10 15 20 25 

^ gat cca ttt aga aaa aag gag aat gat gca gca gtt aaa ate caa age 149 
s Asp Pro Phe Arg Lys Lys Glu Asn Asp Ala Ala Val Lys He Gin Ser 

Q 30 35 40 

OJ fc gg ttt: cga gga tgt caa gtt cgg gca tat atc agg cat tta aac ag9 197 

r£i Trp Phe Arg Gly Cys Gin Val Arg Ala Tyr He Arg His Leu Asn Arg 
45 50 55 

att gta aca att att caa aaa tgg tgg aga agt ttc tta ggc aga aag 245 
He Val Thr He He Gin Lys Trp Trp Arg Ser Phe Leu Gly Arg Lys 

60 65 70 

caa tat caa eta act gtg cag gta aa 271 
Gin Tyr Gin Leu Thr Val Gin Val 
75 80 



<210> 3279 

<211> 206 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20 . .205 



<400> 3279 

atttattctg ccccagctg atg ttt gag cca gca tgt cgc gga gga age aag 

Met Phe Glu Pro Ala Cys Arg Gly Gly Ser Lys 
15 10 

cga asc tea aca ttt cca atc cga ccc cga agt ggs etc get ccc ccs 



2042 



Arg Xaa Ser Thr Phe Pro He Arg Pro Arg Ser Gly Leu Ala Pro Pro 

15 20 25 

ggc gag atg gag aca cag aaa agg gtc aac cga gtc gcc eta eta aga 148 
Gly Glu Met Glu Thr Gin Lys Arg Val Asn Arg Val Ala Leu Leu Arg 

30 35 40 

gca agg atg ccc acg tct gtg gcc ggt get gtg ccg agt tct ttg aat 196 
Ala Arg Met Pro Thr Ser Val Ala Gly Ala Val Pro Ser Ser Leu Asn 

45 50 55 

tat cag ate t 206 
Tyr Gin He 
60 



<210> 3280 
<211> 345 
<212> DNA 

<213> Homo sapiens 



103 



<220> 

0 <221> CDS 

lQ <222> 35 . . 343 

m 

H <400> 3280 

"4= agccggaccc tacaaagtgg gctggccttg cttt atg get ttc tec cag att ttg 55 
*y Met Ala Phe Ser Gin He Leu 

& 15 

C- act gga aga aga ttt att tea ggc ace age caa gtg sgc tgt tyc tgc 

s Thr Gly Arg Arg Phe He Ser Gly Thr Ser Gin Val Xaa Cys Xaa Cys 

Q 10 15 20 

HJ tct 99 a a 9 c t< 3° tat tgc cc 9 9 ta aga aac cag tat ctg gaa aag 9ag 151 

m Ser Gly Ser Cys Tyr Cys Pro Val Arg Asn Gin Tyr Leu Glu Lys Glu 

a JI 25 30 35 

1 cag cgt cgt cag tac etc eta cgt ttg aaa aac age cag ctg gag aag 199 
2? Gin Arg Arg Gin Tyr Leu Leu Arg Leu Lys Asn Ser Gin Leu Glu Lys 

1*1 40 45 50 55 

acc tac ggg gag atg gcc aag ate gtg gat gtc ccc ace aag cag ctt 247 

Thr Tyr Gly Glu Met Ala Lys He Val Asp Val Pro Thr Lys Gin Leu 

60 65 70 

aga get gcc aac ccc ata gac tec atg etc tgc cac ttc tgc cac aat 295 

Arg Ala Ala Asn Pro He Asp Ser Met Leu Cys His Phe Cys His Asn 

75 80 85 

gtc age ttt ccc tgt acc aga aat ggc tgt gtt gac atg gag cac tte 343 

Val Ser Phe Pro Cys Thr Arg Asn Gly Cys Val Asp Met Glu His Phe 
90 95 100 



aa 



345 



<210> 3281 

<211> 453 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 7. .453 



2043 



48 



<400> 3281 

cggaag atg age aag tec ctg ggg aat gtg ctg gac cca aga gac ate 
Met Ser Lys Ser Leu Gly Asn Val Leu Asp Pro Arg Asp He 
1 5 10 

ate agt ggg gtg gag atg cag ttg ctg cag gaa aag ctg aga age gga 96 
He Ser Gly Val Glu Met Gin Leu Leu Gin Glu Lys Leu Arg Ser Gly 
15 20 25 30 

aat ttg gac cct gca gag ctg gec att gtg get gca gca cag aaa aag 144 
Asn Leu Asp Pro Ala Glu Leu Ala He Val Ala Ala Ala Gin Lys Lys 

35 40 45 

gac ttt cct cac ggg ate cct gag tgt ggg aca gat gec ctg aga ttc 192 
Asp Phe Pro His Gly He Pro Glu Cys Gly Thr Asp Ala Leu Arg Phe 

50 55 60 

aca etc tgc tec cat gga gtt cag gcg ggc gac ttg cac ctg tea gtc 240 
Thr Leu Cys Ser His Gly Val Gin Ala Gly Asp Leu His Leu Ser Val 
65 70 75 

O tct gag gtc cag age tgc cga cat ttc tgc aac aag ate tgg aat get 288 
%P Ser Glu Val Gin Ser Cys Arg His Phe Cys Asn Lys He Trp Asn Ala 
yl 80 85 90 

%k ctt cgc ttt ate etc aat get tta ggg gag aaa ttt gtg cca cag ccg 336 
Leu Arg Phe He Leu Asn Ala Leu Gly Glu Lys Phe Val Pro Gin Pro 
95 100 105 HO 

^ get gag gag ctg tct ccc tec tec ccg atg gat gee tgg ate ctg age 384 

Ala Glu Glu Leu Ser Pro Ser Ser Pro Met Asp Ala Trp He Leu Ser 
^3 115 120 125 

s cgc ctt gee ctg get gec cag gag tgt gag egg ggc ttc etc asc cga 432 

O Arg Leu Ala Leu Ala Ala Gin Glu Cys Glu Arg Gly Phe Leu Xaa Arg 
flj 130 135 140 

fU 9 a 9 ctc tc 9 ctc 9 tc act cat 453 
jg Glu Leu Ser Leu Val Thr His 
14 5 

^ <210> 3282 
<211> 262 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69. .260 



<400> 3282 

aaceggaggg aaactcaatg cacagaccct gatttgeaac ttgtaatgta aatcaactca 
actgeate atg tac tta cca gee ace ttc tec caa ctg tgg ccg ggg ccg 

Met Tyr Leu Pro Ala Thr Phe Ser Gin Leu Trp Pro Gly Pro 

15 10 
aga age age atg ttc tgt cca tct gta aaa ggc ctt ctt tct ctc tta 
Arg Ser Ser Met Phe Cys Pro Ser Val Lys Gly Leu Leu Ser Leu Leu 
15 20 25 30 

aga cgt cac aac tgg ttg tta ctg aga act tta gaa rha cga eta gat 
Arg Arg His Asn Trp Leu Leu Leu Arg Thr Leu Glu Xaa Arg Leu Asp 



2044 



35 40 45 

cgt ttg get ctt tct ggg cct tec acc tac act cca tgc cct etc tec 
Arg Leu Ala Leu Ser Gly Pro Ser Thr Tyr Thr Pro Cys Pro Leu Ser 
50 55 60 

tec caa ca 
Ser Gin 

<210> 3283 
<211> 294 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65. .292 



U <400> 3283 

tatgaggaga agaaaaagaa gactacaacc attgcagtgg aagtgaagaa atcccaacac 60 
Hi aagt atg tea ttg ggc cca agg gca att cat tgc agg aga tec ttg aga 109 

Met Ser Leu Gly Pro Arg Ala He His Cys Arg Arg Ser Leu Arg 
Ly 1 5 10 15 

~£ gaa ctg gag ttt tec gtt gag wkc cac cct cag gas age ate tct gag 157 
'% Glu Leu Glu Phe Ser Val Glu Xaa His Pro Gin Xaa Ser He Ser Glu 
^ 20 25 30 

^ act gta ata ctt cga ggc gaa cct gaa aag tta ggt cag gcg ttg act 2 05 

2 Thr Val He Leu Arg Gly Glu Pro Glu Lys Leu Gly Gin Ala Leu Thr 

O 35 40 45 

fU gaa gtc tat gec aag gee aat age ttc acc gtc tec tct gtc gee gee 253 
fp Glu Val Tyr Ala Lys Ala Asn Ser Phe Thr Val Ser Ser Val Ala Ala 
"? 50 55 60 

cct tec tgg ctt cam cgd ktc ate att ggc aag aaa ggg ca 294 
S Pro Ser Trp Leu Xaa Arg Xaa He He Gly Lys Lys Gly 
^ 65 70 75 

<210> 3284 
<211> 350 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .348 



<400> 3284 

gagatatggc taatacgaac atattgggat tttgaatttc ctcaaccata ccaacctaac 
tttgagtttg ttggaggatt gcactgtaaa cctgccaaag etttgectaa ggaa atg 

Met 
1 

gaa aat ttt gtc cag agt tea ggg gaa gat ggt att gtg gtg ttt tct 
Glu Asn Phe Val Gin Ser Ser Gly Glu Asp Gly He Val Val Phe Ser 

5 10 15 

ctg ggg tea ctg ttt caa aat gtt aca gaa gaa aag get aat ate att 



2045 



Leu Gly Ser 
20 

get tea gee 
Ala Ser Ala 
35 

gga aaa aaa 
Gly Lys Lys 
50 

ata ccc cag 
lie Pro Gin 



Leu Phe Gin 

ctt gee cag 
Leu Ala Gin 

cca tec aca 
Pro Ser Thr 
55 

aat gat ctt 
Asn Asp Leu 
70 



Asn Val Thr 
25 

ate cca cag 
lie Pro Gin 
40 

tta gga gee 
Leu Gly Ala 

ctt ggt cat 
Leu Gly His 



Glu Glu Lys 

aag gtg tta 
Lys Val Leu 
45 

aat act egg 
Asn Thr Arg 
60 

ccc aaa acc 
Pro Lys Thr 
75 



Ala Asn lie 
30 

tgg agg tac 
Trp Arg Tyr 

ctg tat gat 
Leu Tyr Asp 

aaa gc 
Lys 



He 

aaa 261 
Lys 

tgg 309 

Trp 

65 

350 



<210> 3285 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 142, 



.411 



H:5 



^8 



<400> 3285 

ccaggaacat ccagctattt atgatagcat ttgettcatt 
tgacttgctg gtgaaggtgg gggaggttgt ggacaagctc 
aatgttaaga atgggtcaga a atg ggg ctg etc age 

Met Gly Leu Leu Ser 
1 5 
agg aag agt ctg aag age age cag tgt ttc ggc 
Arg Lys Ser Leu Lys Ser Ser Gin Cys Phe Gly 

15 20 
ttg aag ctg cca aac aag tac gtt ctg aaa ate 
Leu Lys Leu Pro Asn Lys Tyr Val Leu Lys He 

30 35 
ttt aca tgc aca ttt tac aac tgc tta eta cag 
Phe Thr Cys Thr Phe Tyr Asn Cys Leu Leu Gin 

45 50 
aag caa ttg tac att gtc ctg aca ctg gaa aag 
Lys Gin Leu Tyr He Val Leu Thr Leu Glu Lys 

60 65 
ttt ttg acc tgg tct gec atg aat tct gec agt 
Phe Leu Thr Trp Ser Ala Met Asn Ser Ala Ser 
75 80 85 



atgtcaagtt caacaaatgt 60 
tttgatttgg atgagaaact 120 
etc tgg acc aac ccc 171 
Leu Trp Thr Asn Pro 
10 

ttg tgc cct gta tac 219 
Leu Cys Pro Val Tyr 
25 

cag aat ggc ttg atg 267 
Gin Asn Gly Leu Met 
40 

tgg atg atg gaa ttc 315 
Trp Met Met Glu Phe 
55 

aca ttt gga att tac 363 

Thr Phe Gly He Tyr 

70 

ctg atg ate cag ccc 411 
Leu Met He Gin Pro 
90 



<210> 3286 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 209 . .412 



2046 



60 



Ifl s 

= rr 
^1 



<400> 3286 

catcttatat gggtgcaatt catgatatcc caaaacaatt acaatagtaa tatcaaagat 
tactgaccac agatgaccat aatagatata ataataatga gaaagtttga aatattgtgg 120 
agaawtamcc acaatgtgac agagacacaa agtgagcaca ggctgttgga aaaatggtgc 180 
tgatagtctt gcctaatgaa ggattgct atg aac ctt cca ttc gta age ate 232 

Met Asn Leu Pro Phe Val Ser lie 
1 5 
aca gta tct gca aga tgc aat aag gtg atg etc aat aaa aca tgg tat 
Thr Val Ser Ala Arg Cys Asn Lys Val Met Leu Asn Lys Thr Trp Tyr 

10 15 20 

eta tat ttg cat atg get tac cag ttg age ate act aat eta aaa ate 
Leu Tyr Leu His Met Ala Tyr Gin Leu Ser He Thr Asn Leu Lys He 
25 30 35 40 

caa aac ttg aaa tgc tec ctt gag cat ttg agt ate ata ttg tea sec 
Gin Asn Leu Lys Cys Ser Leu Glu His Leu Ser He He Leu Ser Xaa 

45 50 55 

aaa agt ttt cag rtt tta gra cat ttt gca ttt tea 412 
Lys Ser Phe Gin Xaa Leu Xaa His Phe Ala Phe Ser 
60 65 



<210> 3287 
<211> 340 
ft <212> DNA 
^ <213> Homo sapiens 

< 2 2 0 > 
*0 <221> CDS 

<222> 183 . .338 



280 



328 



376 



<400> 3287 

gaetctegga gcgcgcacag tcggctcgca gcgcggcact acagcggccc cggcgcaggc 60 
agttcagatt aaagaagcta attgatcaag aaatcaagtc tcaggaggag aaggagcaag 12 0 
aaaaggagaa aagggtcacc accctgaaag aggagstrcc caagctgaag tettttgett 180 
tg atg gtg gtg gat gaa cag caa agg ctg acg gca cag etc ace ctt 227 
Met Val Val Asp Glu Gin Gin Arg Leu Thr Ala Gin Leu Thr Leu 
15 10 15 

caa aga cag aaa ate caa gag ctg ace aca aat gca aag gaa aca cat 275 
Gin Arg Gin Lys He Gin Glu Leu Thr Thr Asn Ala Lys Glu Thr His 

20 25 30 

acc aaa eta gec ctt get gaa gee aga gtt cag gag gaa gag cag aag 323 
Thr Lys Leu Ala Leu Ala Glu Ala Arg Val Gin Glu Glu Glu Gin Lys 

35 40 45 

gca acc aga eta gag gt 
Ala Thr Arg Leu Glu 
50 

<210> 3288 
<211> 247 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



340 



2047 



<222> 32 . .247 



<400> 3288 

ttttatatct gcacaaaaag aaaccacgga a atg gaa gac aca gac att gaa 52 

Met Glu Asp Thr Asp lie Glu 
1 5 
gac tec ttg tat aag gat gta gac tat ggg aca gaa gtt tta caa ate 
Asp Ser Leu Tyr Lys Asp Val Asp Tyr Gly Thr Glu Val Leu Gin He 

10 15 20 

gaa cat tct tac tgc aga caa gat ata aat aag gaa cat ctt tgg cag 
Glu His Ser Tyr Cys Arg Gin Asp He Asn Lys Glu His Leu Trp Gin 

25 30 35 

aaa gtc tct aag eta cat tea aag ata act ctt eta gag tta aaa gag 
Lys Val Ser Lys Leu His Ser Lys He Thr Leu Leu Glu Leu Lys Glu 
40 45 50 55 

caa caa act eta ggt aga ttg aag tct ttg gaa get ctt ata agg caa 
Gin Gin Thr Leu Gly Arg Leu Lys Ser Leu Glu Ala Leu He Arg Gin 
60 65 70 

cat 
His 



l_ <210> 3289 

UJ <211> 384 
<212> DNA 

^0 <213> Homo sapiens 

. & 

g <220> 

f*l <221> CDS 

5t <222> 116 . .382 



4* <400> 3289 



100 



148 



196 



244 



247 



60 



gcggggcaag atggcggcgc ccagacaggc ctggagcacg gatgaataag agggaacccc 
cacaeggaga cactgctgga gagagtegta ctggggaggc agctggagca gcaag atg 118 

Met 
1 

ctg teg aga ccg aag cca ggg gag tec gag gtg gac ctg ctg cac ttc 166 
Leu Ser Arg Pro Lys Pro Gly Glu Ser Glu Val Asp Leu Leu His Phe 

5 10 15 

cag agt cag ttt etc gca get ggt gca gee cca gca gtg cag ctg gtg 214 
Gin Ser Gin Phe Leu Ala Ala Gly Ala Ala Pro Ala Val Gin Leu Val 

20 25 30 

aag aaa gga aat agg ggc ggt ggt gat gee aac tea gac egg cct ccg 
Lys Lys Gly Asn Arg Gly Gly Gly Asp Ala Asn Ser Asp Arg Pro Pro 

35 40 45 

etc cag gac cat egg gat gtg gtg atg ttg gac aat etc cca gat ttg 
Leu Gin Asp His Arg Asp Val Val Met Leu Asp Asn Leu Pro Asp Leu 
50 55 60 65 

ccc cca get ttg gtc cct tct cct cca aag aga gee agg ccc age cct 
Pro Pro Ala Leu Val Pro Ser Pro Pro Lys Arg Ala Arg Pro Ser Pro 

70 75 80 

ggc cac tgc ctg cct gag gat gag ga 3 84 

Gly His Cys Leu Pro Glu Asp Glu 



262 



310 



358 



2048 



<210> 3290 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 137 . .355 



= n 

==J3 



m 

■EST 



<400> 3290 

gtagcggaaa gggctcgccg tcctcctccg tttctcgctg cttcgggacg cgctctctgc 60 
ggctctgtga gcgcccctga gcgccggcag cggccgcggt gggttcttca ggttatctta 120 
tgatgaggct tttgct atg get aat gat ccc ttg gaa ggc ttc cat gaa gta 172 
Met Ala Asn Asp Pro Leu Glu Gly Phe His Glu Val 
15 10 
aac ctt get tea cct act tct ccg gac ctt ctt ggt gtg tat gaa tea 220 
Asn Leu Ala Ser Pro Thr Ser Pro Asp Leu Leu Gly Val Tyr Glu Ser 

15 20 25 

gga act caa gag cag act acc tea cca agt gtc ate tac egg cca cac 268 
Gly Thr Gin Glu Gin Thr Thr Ser Pro Ser Val He Tyr Arg Pro His 

30 35 40 

cct tea get tta tec tct gta cct ate cag gca aat gca tta gat gtt 316 
Pro Ser Ala Leu Ser Ser Val Pro He Gin Ala Asn Ala Leu Asp Val 
45 50 55 60 

tct gaa ctt cct aca caa ccc gtg tat tea tec ccc age 355 
Ser Glu Leu Pro Thr Gin Pro Val Tyr Ser Ser Pro Ser 
65 70 

<210> 3291 

<211> 205 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .203 



<400> 3291 



aattcagccc tgacgacagc agtggttgga 


gecatcaagg 


tgagtgg 


atg 


gaa 


act 






















Met 
1 


Glu 


Thr 


tgg aag gga 


aca 


act 


gag 


tea 


agg 


aat 


gga aat 


cca 


aat 


att 


cca 


tgg 


Trp Lys Gly 


Thr 


Thr 


Glu 


Ser 


Arg 


Asn 


Gly Asn 


Pro 


Asn 


He 


Pro 


Trp 


5 








10 








15 










gag gee ggg 


ttt 


gat 


ttt 


gtt 


tgt 


tgg 


tgg tgg 


tgt 


aag 


aac 


gag 


ggc 


Glu Ala Gly 


Phe 


Asp 


Phe 


Val 


Cys 


Trp 


Trp Trp 


Cys 


Lys 


Asn 


Glu 


Gly 


20 






25 








30 










35 


tgt gac ctt 


ttc 


age 


teg 


gec 


tgt 


gtg 


ate cca 


tct 


tac 


ttc 


ttt 


ttt 


Cys Asp Leu 


Phe 


Ser 


Ser 


Ala 


Cys 


Val 


He Pro 


Ser 


Tyr 


Phe 


Phe 


Phe 




40 










45 








50 





2049 



ttt tt 205 

Phe 

<210> 3292 

<211> 410 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125 . .409 



<400> 3292 

cttaactgtc actgtggaga ggagagagag aggacagaga gcaagtcact cccggctgcc 60 
tttttcacct ctgacagagc ccagacacca tgaacgcaag tgaattccga agagagggaa 120 
ggag atg gtg gat tac gtg gcc aac tac atg gaa ggc att gag gga cgc 169 
Met Val Asp Tyr Val Ala Asn Tyr Met Glu Gly He Glu Gly Arg 

£3 1 5 10 15 

cag gtc tac cct gac gtg gag ccc ggg tac ctg egg ccg ctg ate cct 217 

in Gin Val Tyr Pro Asp Val Glu Pro Gly Tyr Leu Arg Pro Leu He Pro 

20 25 30 

gcc get gcc cct cag gag cca gac acg ttt gag gac ate ate aac gac 265 

4f Ala Ala Ala Pro Gin Glu Pro Asp Thr Phe Glu Asp He He Asn Asp 

35 40 45 

^0 gtt gag aag ata ate atg cct ggg gtg acg cac tgg cac age ccc tac 313 

*S Val Glu Lys He He Met Pro Gly Val Thr His Trp His Ser Pro Tyr 

= 50 55 60 

Q ttc ttc gcc tac ttc ccc act gcc age teg tac ccg gcc atg ctt gcg 361 

jm Phe Phe Ala Tyr Phe Pro Thr Ala Ser Ser Tyr Pro Ala Met Leu Ala 

ni 65 70 75 

S J gac atg ctg tgc ggg gcc att ggc tgc ate ggc ttc tec tgg ggc tgc t 410 

Asp Met Leu Cys Gly Ala He Gly Cys He Gly Phe Ser Trp Gly Cys 

y 80 85 90 95 

<210> 3293 

<211> 478 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 257. .478 



<400> 3293 

gatggcagta ttcctgagaa ctttgtgtag atgtccaaat gtatgaggaa agactaggaa 60 
aatatccaga aaataccaca gtgatgaatg tggaataatt tttgetcaga actctgtcct 120 
aattcagcat cagaaattca cactggtgag gaattcctak gaatgtaaca agtatgggaa 180 
agectttact caggagtgta ggcttcatgc aaataagata attcacactg gagttagata 240 
tataaatgag aagaat atg gga aag ctt tea gtg caa aca ctg gac tea ttc 2 92 
Met Gly Lys Leu Ser Val Gin Thr Leu Asp Ser Phe 
15 10 
ate gtt aag aga ate cat act gga gag aga ccc tat aat aaa tgt gac 



340 



2050 



•• 0 



lie Val Lys Arg He His Thr Gly Glu Arg Pro Tyr Asn Lys Cys Asp 

15 20 25 

aag tgc aac aaa gcc ttt ggc cag tgg tea gtc etc aac cag cac cag 388 
Lys Cys Asn Lys Ala Phe Gly Gin Trp Ser Val Leu Asn Gin His Gin 

30 35 40 

agg ctt cac acc agg gag ata tgt tac tac cag tgt aac aag tgt ggt 436 
Arg Leu His Thr Arg Glu He Cys Tyr Tyr Gin Cys Asn Lys Cys Gly 
45 50 55 60 

aag ttc aca gtc aga att cag ctt ttt cat cat ate aga ate 478 
Lys Phe Thr Val Arg He Gin Leu Phe His His He Arg He 
65 70 

<210> 3294 

<211> 246 

<212> DNA 

<213> Homo sapiens 

<220> 
p <221> CDS 
% <222> 17. .244 

m 

f: <400> 3294 

^ gcccagagcc agaggg atg gtg gta gtc acg ggg egg gag cca gac age cgt 52 
%0 Met Val Val Val Thr Gly Arg Glu Pro Asp Ser Arg 

y3 1 5 10 

*S cgt cag gac ggt gcc atg tec age tct gac gcc gaa gac gac ttt ctg 
T Arg Gin Asp Gly Ala Met Ser Ser Ser Asp Ala Glu Asp Asp Phe Leu 
15 20 25 

gag ccg gcc acg ccg acg gcc acg cag gcg ggg cac gcg stg ccc cct 148 
Glu Pro Ala Thr Pro Thr Ala Thr Gin Ala Gly His Ala Xaa Pro Pro 

30 35 40 

get gcc aca gga agt ttc ctg agg ttg ttc ccc kka aca teg gag ggg 196 
Ala Ala Thr Gly Ser Phe Leu Arg Leu Phe Pro Xaa Thr Ser Glu Gly 
45 50 55 60 

etc act tea eta cac gcc tgt cca cac tgc ggt get acg aag aca cca 
Leu Thr Ser Leu His Ala Cys Pro His Cys Gly Ala Thr Lys Thr Pro 
65 70 75 

tt 

<210> 3295 
<211> 363 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 160 . .363 



58 ; 



100 



244 



246 



<400> 3295 

ctcctcggtg gctgggnwta cagghgeatg ccaccacgcc eggctaattt ttgtattttt 
agtggagaca gggtttcacc gtcttggcca ggctggtgtt gaactcctga cctcgtgatc 
caccggcttc agcctcccaa aagtgctggg attacaggc atg age cac cgt gcc 



2051 



Met Ser His Arg Ala 
1 5 



egg 


cca 


cct 


caa 


ttt 


ttt 


ttt 


tct 


gag 


ttt 


cat 


gtt 


aca 


cag 


aac 


ata 


Arg 


Pro 


Pro 




Phe 


Phe 


xr lie 


Cot* 






His 


Val 


Thr 


Gin 


Asn 


lie 








10 










15 










20 




cct 


ttt 


tgt 


ttt 


gga 


get 


age 


tac 


agg 


gaa 


gca 


cag 


get 


tct 


eta 


gag 


Pro 


Phe 


Cys 


Phe 


Gly Ala 


Ser 


Tyr 


Arg 


Glu 


Ala 


Gin 


Ala 


Ser 


Leu 


Glu 








25 










30 










35 






tgg 


aat 


gta 


caa 


ttc 


tta 


tea 


adg 


caa 


aaa 


gtt 


aaa 


gac 


tac 


ttg 


ctt 


Trp 


Asn 


Val 
40 


Gin 


Phe 


Leu 


Ser 


Xaa 
45 


Gin 


Lys 


Val 


Lys 


Asp 
50 


Tyr 


Leu 


Leu 


ttt 


aaa 


att 


agg 


gag 


aat 


gaa 


aaa 


tmt 


vca 


gca 


ctt 


ttc 


ccc 


age 




Phe 


Lys 
55 


lie 


Arg 


Glu 


Asn 


Glu 
60 


Lys 


Xaa 


Xaa 


Ala 


Leu 
65 


Phe 


Pro 


Ser 





<210> 3296 
<211> 324 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128. .322 



%U <400> 3296 

J3 agaaagtcaa tattgtgtaa agttgagaga aaagtcttca cageggaaga agaaatcact 60 
a tttttgtccc gaatcagtgg gtggaggcaa aacccttcag caagaagaga agcaacttca 120 
f% gccgtgt atg caa atg gat aac egg ttg cct ccc aaa aaa gtt cca ggt 169 
Met Gin Met Asp Asn Arg Leu Pro Pro Lys Lys Val Pro Gly 
15 10 
ttc tgt tec ttt cgc tat gga ttg tct ttc ctt gtg cac tgt tgt aat 217 
4 s Phe Cys Ser Phe Arg Tyr Gly Leu Ser Phe Leu Val His Cys Cys Asn 
O 15 20 25 30 

O gtt ata ata aca gca cag cgt gcg tgc ctg aac etc aca atg gta gtc 265 
Val He He Thr Ala Gin Arg Ala Cys Leu Asn Leu Thr Met Val Val 

35 40 45 

atg gtg aat age aca gat cca cat ggt ttg ccc aac ace tec aca aag 313 
Met Val Asn Ser Thr Asp Pro His Gly Leu Pro Asn Thr Ser Thr Lys 

50 55 60 

aag etc ctg ga 324 
Lys Leu Leu 
65 



<210> 3297 

<211> 356 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 76. .354 



2052 



207 



303 



<400> 3297 

gaagaaggat taaaagatgg tcatcagagc tcccatggag acattttttc acacttcttt 60 
ggggattttg gtttc atg ttt gga gga acc cct cgt cag caa gac aga aat 111 
Met Phe Gly Gly Thr Pro Arg Gin Gin Asp Arg Asn 
15 10 
att cca aga gga agt gat att att gta gat eta gaa gtc act ttg gaa 159 
He Pro Arg Gly Ser Asp He He Val Asp Leu Glu Val Thr Leu Glu 

15 20 25 

gaa gta tat gca gga aat ynt gtg gaa gta gtt aga aac aaa cct gtg 
Glu Val Tyr Ala Gly Asn Xaa Val Glu Val Val Arg Asn Lys Pro Val 

30 35 40 

gca agg cag get cct ggc aaa egg aag tgc aat tgt egg caa gag atg 255 
Ala Arg Gin Ala Pro Gly Lys Arg Lys Cys Asn Cys Arg Gin Glu Met 
45 50 55 60 

egg acc acc cag ctg ggc cct ggg cgc ttc caa atg acc cag gag gtg 
Arg Thr Thr Gin Leu Gly Pro Gly Arg Phe Gin Met Thr Gin Glu Val 

65 70 75 

gtc tgc gac gaa tgc cct aat gtc aaa eta gtg aat gaa gaa cga acg 351 
^ Val Cys Asp Glu Cys Pro Asn Val Lys Leu Val Asn Glu Glu Arg Thr 
O 80 85 90 

J ctg gt 356 
l0 Leu 

y <210> 3298 
*g <211> 307 
b « <212> DNA 

<213> Homo sapiens 

<220> 
y <221> CDS 
Hi <222> 143 . .307 

m 

H if 
pi 

p <400> 3298 

2 cactttctac cattgagttc cagagagaag ccctggagaa ctcacacacc aacactgagg 60 
~~ tgttgaggaa catgggcttt gcagcaaaag cgatgaaatc tgttcatgaa aacatggatc 120 
tgracaaaat wagrwtgwtt kg atg caa gag ate aca gag caa cag gat ate 172 

Met Gin Glu He Thr Glu Gin Gin Asp He 
15 10 
gee caa gaa ate tea gaa gca ttt tct caa egg gtt ggc ttt ggt gat 
Ala Gin Glu He Ser Glu Ala Phe Ser Gin Arg Val Gly Phe Gly Asp 

15 20 25 

gac ttt gat gag gat gag ttg atg gca gaa ctt gaa gaa ttg gaa cag 
Asp Phe Asp Glu Asp Glu Leu Met Ala Glu Leu Glu Glu Leu Glu Gin 

30 35 40 

gag gaa tta aat aag aag atg aca aat ate cgc ctt ccc 
Glu Glu Leu Asn Lys Lys Met Thr Asn He Arg Leu Pro 
45 50 55 



220 



268 



307 



<210> 3299 

<211> 445 

<212> DNA 

<213> Homo sapiens 



2053 



<220> 
<221> CDS 
<222> 261. .443 



<400> 3299 

aatcaaagcc acaatgacac cagtcagcat gggtgttatt aagaagtcag aaaatcacag 60 
atgctggcga ggttgtggag aaaaaggaat gcttatacgc agttggtggg agtgtaaatt 120 
agttcaactg ttgtkgaaag actgtgtgga aattcctcaa agatctaaag atagaaatac 180 
cattcaaccc ataaatctca ttagtgggta tataaccaaa ggaatataaa tcactctatt 240 
ataaagacac atgcacatgt atg ttc att gca gca etc ttc acg gta gca gag 293 

Met Phe He Ala Ala Leu Phe Thr Val Ala Glu 
15 10 
aca tgg aat cag tct aaa tgc ctg tea ata ata gac tgg rta aag aaa 
Thr Trp Asn Gin Ser Lys Cys Leu Ser He He Asp Trp Xaa Lys Lys 

15 20 25 

atg tgg tac ata tat ace atg gaa tac tat gca gee att aaa aag rac 
Met Trp Tyr He Tyr Thr Met Glu Tyr Tyr Ala Ala He Lys Lys Xaa 

^ 30 35 40 

aag att atg tec ttt gcg ggg aca tgg atg aag gtg gaa get att ate 437 

yi Lys He Met Ser Phe Ala Gly Thr Trp Met Lys Val Glu Ala He He 

*H 45 50 55 

etc age aa 

UJ Leu Ser 

*B 60 



341 



389 



445 



<210> 3300 

<211> 302 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53 . .301 



<400> 3300 

gacaactcgc gccagctacg gggectcaga gaagceggae ttegcaagea cc atg cag 58 

Met Gin 
1 

tgg ata agg ggc gga teg gga atg ctg ate act gga gat tec ate gtt 106 
Trp He Arg Gly Gly Ser Gly Met Leu He Thr Gly Asp Ser He Val 

5 10 15 

agt get gag gca gtt aaw tgg gat cac gtc ace atg gee aac egg gag 154 
Ser Ala Glu Ala Val Xaa Trp Asp His Val Thr Met Ala Asn Arg Glu 

20 25 30 

ttg gca ttt aaa get ggc gac gtc ate aaa gtc ttg gat get tec aac 
Leu Ala Phe Lys Ala Gly Asp Val He Lys Val Leu Asp Ala Ser Asn 
35 40 45 50 

aag gat tgg tgg tgg ggc cag ate gac gat gag gag gga tgg ttt cct 250 
Lys Asp Trp Trp Trp Gly Gin He Asp Asp Glu Glu Gly Trp Phe Pro 

55 60 65 

gee age ttt gtg agg etc tgg gtg aac cag gag gat gag gtg gag gag 
Ala Ser Phe Val Arg Leu Trp Val Asn Gin Glu Asp Glu Val Glu Glu 



202 



298 



2054 



70 



75 



80 



gga t 
Gly 



302 



<210> 3301 

<211> 254 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 96. .254 



Ul 



209 



<400> 3301 

atgggattga gaaataacaa catgtttttc atctttattt taaagcaaca aggaaaaatt 60 
caggatcaga caaccggaaa tgatccctcg gatta atg ctg aac tgt tgt ttc 113 

Met Leu Asn Cys Cys Phe 
1 5 

ggc caa ctg etc ttt caa mtt cma age ttt tct tct cck aag gaa agt 161 
Gly Gin Leu Leu Phe Gin Xaa Xaa Ser Phe Ser Ser Pro Lys Glu Ser 

10 15 20 

gtt cca aga aga cat ctt tea gaa gga aca aat tct tat gcg aca aga 
Val Pro Arg Arg His Leu Ser Glu Gly Thr Asn Ser Tyr Ala Thr Arg 
25 30 35 

%S ctt eta aat aat cat caa gtt cca cct cag tct gaa cct gtg age 254 
%S Leu Leu Asn Asn His Gin Val Pro Pro Gin Ser Glu Pro Val Ser 
s 40 45 50 

M 

fj| <210> 3302 

jj^S <211> 177 

S £ <212> DNA 

2 <213> Homo sapiens 

O <220> 

<221> CDS 
<222> 19. .177 



<400> 3302 

tagggatgta gtttcacc atg 

Met 
1 

caa gcg att teg ccc act 
Gin Ala He Ser Pro Thr 
15 

gtt asc acy aca etc ggc 
Val Xaa Thr Thr Leu Gly 
30 

cam ytt ggr aat ctt ttc 
Xaa Xaa Gly Asn Leu Phe 
45 

<210> 3303 



tea ccg agg ctg gtc tea 
Ser Pro Arg Leu Val Ser 
5 

tea gee tec caa aat att 
Ser Ala Ser Gin Asn He 
20 

cca tat ttg gtt ttg agg 
Pro Tyr Leu Val Leu Arg 
35 

age aga ggg gtg 
Ser Arg Gly Val 
50 



aac tec tgg gca 51 
Asn Ser Trp Ala 
10 

ggg att aca ggc 99 
Gly He Thr Gly 
25 

ata agt tgg gra 14 7 

He Ser Trp Xaa 

40 

177 



2055 



<211> 350 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . . 348 



<400> 3303 

agaagctccc ac atg gac tgc tec tgc cag ccg gcg cct get gtc tct cct 51 
Met Asp Cys Ser Cys Gin Pro Ala Pro Ala Val Ser Pro 
15 10 

99 



147 





ccc 


age 


etc 


tgt 


get 


gag 


gca 


cag 


aga 


tec 


acg 


etc 


cca 


tct 


tec 


tgg 




Pro 


Ser 
15 


Leu 


Cys 


Ala 


Glu 


Ala 
20 


Gin 


Arg 


Ser 


Thr 


Leu 
25 


Pro 


Ser 


Ser 


Trp 




gtc 


ctt 


ggg 


tgc 


ate 


cag 


gar 


ggc 


ttg 


sag 


sam 


tbc 


gwa 


aac 


vat 


ckg 




Val 


Leu 


Gly 


Cys 


He 


Gin 


Glu 


Gly 


Leu 


Xaa 


Xaa 


Xaa 


Xaa 


Asn 


Xaa 


Xaa 


%J 


30 










35 










40 










45 


ccm 


aaa 


gga 


ggc 


cgc 


cct 


ggg 


atg 


etc 


cag 


act 


ata 


gat 


tec 


cag 


ata 


= ?= 
y i 


Pro 


Lys 


Gly 


Gly Arg 


Pro Gly 


Met 


Leu 


Gin 


Thr 


He 


Asp 


Ser 


Gin 


He 










50 










55 










60 






ggc 


cac 


age 


aag 


gga 


age 


agg 


aga 


gaa 


get 


egg 


ttt 


ccg 


aca 


cag 


tgc 


u 


Gly 


His 


Ser 


Lys 


Gly 


Ser 


Arg 


Arg 


Glu 


Ala 


Arg 


Phe 


Pro 


Thr 


Gin 


Cys 


as. 






65 










70 










75 








ctt 


cca 


gga 


gac 


cca 


egg 


gtg 


agt 


cca 


get 


gta 


ctg 


tta 


act 


cct 


gga 


. 3% 


Leu 


Pro 


Gly 


Asp 


Pro 


Arg 


Val 


Ser 


Pro 


Ala 


Val 


Leu 


Leu 


Thr 


Pro 


Gly 








80 










85 










90 








:=*=* 


gga 


tgc 


aaa 


egg 


teg 


etc 


tgg 


ggt 


ggg 


aat 


gtt 


tac 


ctg 


agt 


gga 


egg 




Gly 


Cys 


Lys 


Arg 


Ser 


Leu 


Trp 


Gly Gly 


Asn 


Val 


Tyr 


Leu 


Ser 


Gly Arg 


IU 




95 










100 










105 












ttg 


ttt 


get 


ct 


























Leu 


Phe 


Ala 






























110 

































<210> 3304 

<211> 364 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 177 . .362 



195 



243 



291 



339 



350 



<400> 3304 

ttttatcatc ttatatattt aaggggtagg actacaggtt tcttacgtgc atatattggg 60 
tagtggtgaa gtctgagctt ttagagtacc cattacccaa ataatgagca ttgtacccaa 120 
taggtaattt ttcaaccctt atcctccttt tatcctccca cctttggtac tctcca atg 179 

Met 
1 

tct att agt caa aaa agt gga ttt tta aat ggc tgc ttt get caa ggg 227 
Ser He Ser Gin Lys Ser Gly Phe Leu Asn Gly Cys Phe Ala Gin Gly 
5 10 15 



2056 



S 3 £ 



etc atg cag act aac aaa atg age aat tta cat tta aga raa ate tac 275 
Leu Met Gin Thr Asn Lys Met Ser Asn Leu His Leu Arg Xaa He Tyr 

20 25 30 

aac aca aac ata ctt agt ttc tat ttg tat aca aga gaa cga atg cat 323 
Asn Thr Asn He Leu Ser Phe Tyr Leu Tyr Thr Arg Glu Arg Met His 

35 40 45 

gaa etc att tac tea ttt aac aaa cgt ttg ttg acc ccc ta 364 
Glu Leu He Tyr Ser Phe Asn Lys Arg Leu Leu Thr Pro 
50 55 60 

<210> 3305 
<211> 374 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 156. .374 



<400> 3305 



V± U U J J U J 

gaggagcttg agtccagcca ctgtctgggt actgccagcc atcgggccca ggtctctggg 
gttgtcttac cgcagtgagt accacgcggt actacagaga ccggctgccc gtgtgcccgg 

j_ „_ _i_ ^ — — - 4- /-T-a-a rxt~>n rran a ;=» C nCCi 



60 
120 

W caggtgggag csgcccgcat cagcggcctc gggga atg gaa gcg gag aac gcg 173 
fcfl Met Glu Ala Glu Asn Ala 

■stsr 

J% 15 

ggc age tat tec ctt cag caa get caa get ttt tat acg ttt cca ttt 221 
~ Gly Ser Tyr Ser Leu Gin Gin Ala Gin Ala Phe Tyr Thr Phe Pro Phe 
10 15 20 

caa caa ctg atg get gaa get cct aat atg gca gtt gtg aat gaa cag 269 
Gin Gin Leu Met Ala Glu Ala Pro Asn Met Ala Val Val Asn Glu Gin 

25 30 35 

can atg cca gaa gaa gtt cca gee cca get cct get cag gaa cca gtg 317 
O Xaa Met Pro Glu Glu Val Pro Ala Pro Ala Pro Ala Gin Glu Pro Val 
Q 40 45 50 

caa gag get cca aaa gga aga aaa aga aaa ccc aga aca aca gaa cca 365 
Gin Glu Ala Pro Lys Gly Arg Lys Arg Lys Pro Arg Thr Thr Glu Pro 
55 60 65 70 

aaa caa ccc 
Lys Gin Pro 

<210> 3306 
<211> 237 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .236 



374 



<400> 3306 

aaagagatgc acaggacaag aaacaggacc ttgccctgtc actcagg atg gag ttc 56 

Met Glu Phe 



2057 



?3 5 



200 



1 

agt ggt cct ate atg gtt cat tat age etc aaa etc cca ggc tea age 104 
Ser Gly Pro lie Met Val His Tyr Ser Leu Lys Leu Pro Gly Ser Ser 

5 10 15 

aat cct act atg tea gee ttt ccc agt rgc tgg gac tac agg tct cac 152 
Asn Pro Thr Met Ser Ala Phe Pro Ser Xaa Trp Asp Tyr Arg Ser His 
20 25 30 35 

act gtc ace cak ret gga gta cag tgg cac aac etc tgc tea ctg cag 
Thr Val Thr Xaa Xaa Gly Val Gin Trp His Asn Leu Cys Ser Leu Gin 

40 45 50 

cct cca set gec arg etc aag caa ttc tec tgc etc a 237 
Pro Pro Xaa Ala Xaa Leu Lys Gin Phe Ser Cys Leu 
55 60 

<210> 3307 

<211> 182 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . .181 



=U <400> 3307 

fc fs c atg ttt age get tec ttc agg age tct ttt agg gca ggc ctg gtg gtg 49 
% Met Phe Ser Ala Ser Phe Arg Ser Ser Phe Arg Ala Gly Leu Val Val 

y 1 5 10 15 

% aca aaa tct etc age att tgc ttg tct gta aag tat ttt att tct cct 

y Thr Lys Ser Leu Ser He Cys Leu Ser Val Lys Tyr Phe He Ser Pro 

"y 20 25 30 

tea cct atg aag ctt agt ttg get gga tat gaa att ctg ggk ttg aaa 145 

Ser Pro Met Lys Leu Ser Leu Ala Gly Tyr Glu He Leu Gly Leu Lys 

35 40 45 

aty ctt tyc ttt aag aat att gaa tat tgg ccc caa c 

He Leu Xaa Phe Lys Asn He Glu Tyr Trp Pro Gin 

50 55 60 



97 



182 



<210> 3308 

<211> 248 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .248 



<400> 3308 

gtgcggtccc gagggccctc cgtgccgccg gegee atg ggc aat tgc cac acg 

Met Gly Asn Cys His Thr 
1 5 
gtk ggg ccc aac gag gcg ctg gtg gtt tea ggg ggc tgt tgt ggt tec 
Val Gly Pro Asn Glu Ala Leu Val Val Ser Gly Gly Cys Cys Gly Ser 



2058 



10 



gac 


tat 


aaa 


cag 


tac 


gtg 


Asp 


Tyr 


Lys 


Gin 


Tyr 


Val 






25 








tat 


etc 


cga 


cac 


tea 


gag 


Tyr 


Leu 


Arg 


His 


Ser 


Glu 




40 










ccg 


ctg 


cga 


gga 


cgt 


aga 


Pro 


Leu 


Arg Gly Arg 


Arg 


55 










60 



ggt 
Gly 



15 

ttt ggc ggc tgg gec tkg 
Phe Gly Gly Trp Ala Xaa 
30 

gat ttc cct aga gat tat 
Asp Phe Pro Arg Asp Tyr 
45 50 
gac ggc cga ggg ggt age 
Asp Gly Arg Gly Gly Ser 
65 



20 

ggc ttg gtg gtg 149 

Gly Leu Val Val 

35 

gac gtt gca gee 197 
Asp Val Ala Ala 

ttt aac tgc gac 245 
Phe Asn Cys Asp 
70 

248 



<210> 3309 

<211> 335 

<212> DNA 

<2 13 > Homo sapiens 



^ <220> 

^ <221> CDS 

<222> 25 . .333 

y i 
M* 

yj <400> 3309 

%S ggcggcgccc gctggcgctc aagc atg gcg gcg gcg gca ttg ggc age tec 51 
Ik Met Ala Ala Ala Ala Leu Gly Ser Ser 

X 15 

w tea ggc teg gcg tec ccg gwe gtg get gag etc tgc cag aac ace ccg 99 

% Ser Gly Ser Ala Ser Pro Xaa Val Ala Glu Leu Cys Gin Asn Thr Pro 

y 10 15 20 25 

lU gag ace ttt ttg gag gee tec aag ctg ctg etc ace tat get gac aac 147 

ftj Glu Thr Phe Leu Glu Ala Ser Lys Leu Leu Leu Thr Tyr Ala Asp Asn 

^ 30 35 40 

p ate etc aga aac cct aat gat gaa aaa tat aga tec ate egg att gga 195 

S lie Leu Arg Asn Pro Asn Asp Glu Lys Tyr Arg Ser lie Arg He Gly 

W 45 50 55 

aac aca gec ttt tct act aga etc ttg cct gtc aga gga get gtt gaa 243 

Asn Thr Ala Phe Ser Thr Arg Leu Leu Pro Val Arg Gly Ala Val Glu 

60 65 70 

tgt tta ttt gaa atg ggc ttt gaa gag gga gaa amc ate tea tct ttc 291 

Cys Leu Phe Glu Met Gly Phe Glu Glu Gly Glu Xaa He Ser Ser Phe 

75 80 85 

eta aaa aag ctt cvr tgg age age tgc aaa aaa att cgt gas mt 335 

Leu Lys Lys Leu Xaa Trp Ser Ser Cys Lys Lys He Arg Xaa 
90 95 100 



<210> 3310 

<211> 406 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 254 . .406 



2059 



5 



<220> 
<221> 

<222> 34. .357 



■~f% <221> CDS 



60 



<400> 3310 

actagttttt agaaataatt ttttatgatt aaaaactgat tctagatatt tgacaggttt 
gtacgtgtgt ctgctgttag aatataaaac tagactctaa gcgtgctcat tttatttttc 120 
cattgccttt gatatcatat gaatttagtt atacagaygg agcatccgaa atgcttggga 180 
tcagtaatgt ttcagatttt gggttttttt ggattttgga atatttgcat atatacaatg 240 
agatatcttg ggg atg aga ccg aat act aaa cac gaa att gat tea tgt 289 
Met Arg Pro Asn Thr Lys His Glu He Asp Ser Cys 
15 10 
gca cat age ctg aag gta gtt tea tac agt att tta aat ttt gtg cac 337 
Ala His Ser Leu Lys Val Val Ser Tyr Ser He Leu Asn Phe Val His 

15 20 25 

gma caa agt ttg tgt ata ttg act ate aaa ggg caa ggg tgt cga cac 
Xaa Gin Ser Leu Cys He Leu Thr He Lys Gly Gin Gly Cys Arg His 

30 35 40 

agg tat gca gtt tta cac tgc 
Arg Tyr Ala Val Leu His Cys 
45 50 

<210> 3311 
<211> 357 
<212> DNA 
<213> Homo sapiens 



385 



406 



<400> 3311 

gattatagcg ctgtgctttt cccgtgctag gca atg gat cac ttg gag tec ttt 54 

Met Asp His Leu Glu Ser Phe 
1 5 
att get gaa tgt gat egg aga act gag etc gec aag aag egg ctg gca 
He Ala Glu Cys Asp Arg Arg Thr Glu Leu Ala Lys Lys Arg Leu Ala 

10 15 20 

gaa aca cag gag gaa ate agt gcg vna gtt tct gca aag gca gaa aaa 
Glu Thr Gin Glu Glu He Ser Ala Xaa Val Ser Ala Lys Ala Glu Lys 

25 30 35 

gta cat gag tta aat gaa gaa ata gga aaa etc ctt get aaa gee gaa 
Val His Glu Leu Asn Glu Glu He Gly Lys Leu Leu Ala Lys Ala Glu 
40 45 50 55 

cag eta ggg get gaa ggt aat gtg gat gaa tec cag aag att ctt atg 
Gin Leu Gly Ala Glu Gly Asn Val Asp Glu Ser Gin Lys He Leu Met 

60 65 70 

gaa gtg gaa aaa gtt cgt gcg aag aaa aaa gaa get gag gaa gaa tac 
Glu Val Glu Lys Val Arg Ala Lys Lys Lys Glu Ala Glu Glu Glu Tyr 

75 80 85 

aga aat tec atg cct gca tec agt ttt cag cag caa aag ctg cgt gtc 
Arg Asn Ser Met Pro Ala Ser Ser Phe Gin Gin Gin Lys Leu Arg Val 

90 95 100 

tgc gag gtc tgt tea 357 
Cys Glu Val Cys Ser 



102 



150 



198 



246 



294 



342 



2060 



105 

<210> 3312 
<211> 486 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 311. .484 



240 
300 



<400> 3312 

ccaccatcag aattgcagaa aggaggagct tttcagggta taggtaagaa ctgaccctta 60 
aaactcgcct ttgctgaaga gacaggcatt tgtgggagct gtgttgtttt gttgttgttg 120 
ttgttgttgt tgttgttgtt ttttcatgtg ctggaaatat ggcttgtaat gttctaatat 180 
ttttctaatt tagtcttttt gctttagact catttagact tccggtgact atcgcagagg 
gtacaacttt atggatctaa attatcagga gaatataaaa gattagaaaa aaactttagt 
ffi ttttcaagtt atg gag tat cat tea agt ctg gtt ttg att aag get acc 349 
M Met Glu Tyr His Ser Ser Leu Val Leu lie Lys Ala Thr 

*8 1 5 10 

U1 agt ttt eta gga att gtg gtt tct gtc aaa tgc atg egg aag gca ctg 3 97 

I* Ser Phe Leu Gly He Val Val Ser Val Lys Cys Met Arg Lys Ala Leu 
yj 15 20 25 

att ggg gtt ctg gtt gga gtt ctg gtt tec chb cag aaa act gca gaa 445 
,fi He Gly Val Leu Val Gly Val Leu Val Ser Xaa Gin Lys Thr Ala Glu 
"% 30 35 40 45 

aca etc ttt gat gtt att tgt gca aat gca tta aca tct ca 486 
%. Thr Leu Phe Asp Val He Cys Ala Asn Ala Leu Thr Ser 

50 55 

fU <210> 3313 
4S <211> 462 
n <212> DNA 

•sac? 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 131. .460 



<400> 3313 

attttttttc ttatgtggta agaaggctag agaaggtaga ctagagatgg tgtagcagtt 60 
ccatagggct agcaggggtg gcagcttctt ctttttcccc ccaaccatcc tcaggctggg 120 
tttcttcctc atg gtc tea aaa gnk ggt tgc ttg acc ttg gga atg atg 169 
Met Val Ser Lys Xaa Gly Cys Leu Thr Leu Gly Met Met 
15 10 
cct acc ttc cag gec aga aac gga ttg get ggc ttc tec tat ctg ctt 217 
Pro Thr Phe Gin Ala Arg Asn Gly Leu Ala Gly Phe Ser Tyr Leu Leu 

15 20 25 

ctg cat ttg gtg tgt ttt aat acg tat cag att tec ttt grc etc get 265 
Leu His Leu Val Cys Phe Asn Thr Tyr Gin He Ser Phe Xaa Leu Ala 
30 35 40 45 

gag tac act gcg gac gtt kwc gga gtt ggc act eta cga ctt eta gat 313 



2061 



Glu Tyr Thr Ala 



gca gtt 
Ala Val 

tav baa 
Xaa Xaa 

acc anc 
Thr Xaa 
95 

eta tt 

Leu 

110 



aag act 
Lys Thr 

65 
agt gra 
Ser Xaa 
80 

cct ttc 
Pro Phe 



Asp Val Xaa Gly 
50 

tgt ggc ctt ate 
Cys Gly Leu lie 

ctt tat ggg aaa 
Leu Tyr Gly Lys 
85 

tat ccc ggt cac 
Tyr Pro Gly His 
100 



Val Gly 
55 

arc tct 
Xaa Ser 
70 

gtg cag 
Val Gin 

eta tgg 
Leu Trp 



Thr Leu Arg 

gtg aag ttc 
Val Lys Phe 

gaa ata ccc 
Glu lie Pro 
90 

ggc age aaa 
Gly Ser Lys 
105 



Leu Leu Asp 
60 

tac caa gec 
Tyr Gin Ala 
75 

cag aag gag 
Gin Lys Glu 

act eta tgc 
Thr Leu Cys 



361 



409 



457 



462 



<210> 3314 

<211> 366 

<212> DNA 

<213> Homo sapiens 



in 



<220> 
<221> CDS 
<222> 212 . . 364 



<400> 3314 

ttatgtataa tggataagee caaaattgaa agtcagatct gatttgetta cggccttcac 
caaacaatcc cagtggctca atgtctttcg cagategcag acctcggcct tgcctccttt 
aagatgtgga gssaaackga ataatgaaga gcacaatgag ctgagggaag tggaeggcac 
cgctaagaag aatggcggca ccctctacta c atg gcg ccc gag cac ctg aat 

Met Ala Pro Glu His Leu Asn 
1 5 
gac gtc aac gca aag ccc aca gag aag teg gat gtg tac age nnt gew 
Asp Val Asn Ala Lys Pro Thr Glu Lys Ser Asp Val Tyr Ser Xaa Ala 

10 15 20 

gta gta etc tgg gcg ata ttt gca aat aag gag cca tat gaa agt aag 
Val Val Leu Trp Ala He Phe Ala Asn Lys Glu Pro Tyr Glu Ser Lys 

25 30 35 

gca tta ctt act ttc cac tgc cgt ccc etc age ata cc 
Ala Leu Leu Thr Phe His Cys Arg Pro Leu Ser He 
40 45 50 



60 
120 
180 
232 



280 



328 



366 



<210> 3315 
<211> 414 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 172 . .414 



<400> 3315 

attacaaagt tgggacgtgc ttcatttaag ggaactatag atttagctta ttgtgacatt 



60 



2062 



•• • 



<210> 3317 

<211> 295 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



369 



414 



ctgtacagag acttgaagaa aggtcttgaa ggacttgtgc ttgaaagcct tcttcatcta 120 
atctacctaa caacccccta tgatctggtt tcacagtgta accctgattg g atg ata 177 

Met He 
1 

tac ttc agg cag ttt age caa etc agt cca gca gaa caa aat gta get 225 
Tyr Phe Arg Gin Phe Ser Gin Leu Ser Pro Ala Glu Gin Asn Val Ala 

5 10 15 

gee att ctt gga gtc tct gaa age ttt att ggg aag aaa gca tea ggc 273 
Ala He Leu Gly Val Ser Glu Ser Phe He Gly Lys Lys Ala Ser Gly 

20 25 30 

caa gee ate gga aag ctt aat get ttt aaa aaa gtg ate cag tat caa 321 
Gin Ala He Gly Lys Leu Asn Ala Phe Lys Lys Val He Gin Tyr Gin 
35 40 45 50 

cat gca gaa tat gta act cat aca tec ttc aat ttg tea cca agg tgg 
His Ala Glu Tyr Val Thr His Thr Ser Phe Asn Leu Ser Pro Arg Trp 

55 60 65 

aca aga acg ttg tea aca ggc tat ate tgt ctt ttg ttc ttt ata 
Thr Arg Thr Leu Ser Thr Gly Tyr He Cys Leu Leu Phe Phe He 
70 75 80 

<210> 3316 
<211> 211 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21 . .209 



<400> 3316 

acttcctgct tcttacctac atg gtc aag cag ttt get gtt tec tct ggc tct 53 

Met Val Lys Gin Phe Ala Val Ser Ser Gly Ser 
15 10 

gag aaa ctt ttc age teg aag tec aat get caa ttc aaa atg tat aaa 

Glu Lys Leu Phe Ser Ser Lys Ser Asn Ala Gin Phe Lys Met Tyr Lys 
15 20 25 

acg ccc att ttc ctg aat gaa gtc ttg gtg aaa ctg ccc aca gac cct 

Thr Pro He Phe Leu Asn Glu Val Leu Val Lys Leu Pro Thr Asp Pro 
30 35 40 

tec age gat gag cct gtc ttc cac att tec cac att gat egg gtc tac 

Ser Ser Asp Glu Pro Val Phe His He Ser His He Asp Arg Val Tyr 
45 50 55 

ace etc cga aca gc 211 

Thr Leu Arg Thr 

60 



101 



149 



197 



2063 



<222> 13. .294 



III 80 85 90 

~f> gga c 
Ml Gly 



*f 5 <210> 3318 



<400> 3317 

gtgttgaggc ta atg gcg gtg ccc acg gaa ctg gat gga ggg agt gtt aag 51 
Met Ala Val Pro Thr Glu Leu Asp Gly Gly Ser Val Lys 
15 10 
gag acc gca gcg gaa gag gaa teg cga gtt ctg gca cct ggc gec gec 99 
Glu Thr Ala Ala Glu Glu Glu Ser Arg Val Leu Ala Pro Gly Ala Ala 

15 20 25 

ccg ttc gga aat ttt cct cat tat tct cgc ttc cac cct ccg gag caa 147 
Pro Phe Gly Asn Phe Pro His Tyr Ser Arg Phe His Pro Pro Glu Gin 
30 35 40 45 

egg etc cgc etc ctg ccc ccg gag ctg ctt cga cag etc ttt cct gag 195 
Arg Leu Arg Leu Leu Pro Pro Glu Leu Leu Arg Gin Leu Phe Pro Glu 

50 55 60 

agt ccc gag aac ggg ccg att ctg ggg etc gac gtg ggg tgt aac tec 243 
Ser Pro Glu Asn Gly Pro lie Leu Gly Leu Asp Val Gly Cys Asn Ser 

65 70 75 

ggg gat ctg agt gtg get eta tac aaa cac ttc etc tec eta cct gac 
Gly Asp Leu Ser Val Ala Leu Tyr Lys His Phe Leu Ser Leu Pro Asp 



291 



295 



<211> 201 
<212> DNA 

<213> Homo sapiens 



LTi <220> 

<221> CDS 
4£ <222> 1. .201 



<400> 3318 

atg tta ttc ata agg ctt agg ttt ctt tta ttt att tat ttt aat ttt 48 
Met Leu Phe He Arg Leu Arg Phe Leu Leu Phe He Tyr Phe Asn Phe 
15 10 15 

tta ttt ttt cat tat tat act tta agt ttt agg gta cat gtg cac aat 96 
Leu Phe Phe His Tyr Tyr Thr Leu Ser Phe Arg Val His Val His Asn 

20 25 30 

gtg cag gtt agt gac ata tgt ata cat gtg aca tgc tgg tgc act gca 144 
Val Gin Val Ser Asp He Cys He His Val Thr Cys Trp Cys Thr Ala 

35 40 45 

ccc act aac teg tea tct age att agg tat ate tec caa tgc tat ccc 
Pro Thr Asn Ser Ser Ser Ser He Arg Tyr He Ser Gin Cys Tyr Pro 

50 55 60 

tec ccc etc 
Ser Pro Leu 
65 

<210> 3319 
<211> 265 



192 



201 



2064 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .264 



<400> 3319 

caagatgtca acttatagtt catttatggt ctctgctttg tagaacttca aaatttctct 60 
acaatcacag ttatatattt tttctgggtt cat atg ttg ctt aga aca ctt ccc 114 

Met Leu Leu Arg Thr Leu Pro 
1 5 
tat acg aaa aac atg aaa att ttt ttt cat att ttc ttt cat aag tgt 
Tyr Thr Lys Asn Met Lys He Phe Phe His He Phe Phe His Lys Cys 

10 15 20 

eta ttt aca tat agg tta ttt att act ctt gcg tta att ttg tgg tat 
Leu Phe Thr Tyr Arg Leu Phe He Thr Leu Ala Leu He Leu Trp Tyr 
« 25 30 35 

^ agt gac ata gag gag tct acc ttt ccc cct eta atg agg tat tgt ccc 
'f* Ser Asp lie Glu Glu Ser Thr Phe Pro Pro Leu Met Arg Tyr Cys Pro 
40 45 50 55 



aac act 



S3! 


Asn Thr 










<210> 


3320 




<211> 


475 




<212> 


DNA 


£3 


<213> 


Homo 








iy 


<220> 




m 


<221> 


CDS 




<222> 


81. . 








53 







162 



210 



258 



265 



209 



<400> 3320 

agattgette ttagcctcag aegcaggacg tccttctctt aaacgcgctg ccctgcgtgg 60 
tgggtgggat tggggttctg atg aag gta get ggg gec tgc cct ggc cag tgg 113 

Met Lys Val Ala Gly Ala Cys Pro Gly Gin Trp 
15 10 
gtc cca get gag get get kga cwt act etc cga gec teg gca gta ttc 161 
Val Pro Ala Glu Ala Ala Xaa Xaa Thr Leu Arg Ala Ser Ala Val Phe 

15 20 25 

cct age cga gac ttt ttt tgt ggt tgt tat tct get gat tgt aga tat 
Pro Ser Arg Asp Phe Phe Cys Gly Cys Tyr Ser Ala Asp Cys Arg Tyr 

30 35 40 

ctt tgc ttt get gac ate ctg ttt tgt ttt tgg ttt tta cat ccc att 257 
Leu Cys Phe Ala Asp He Leu Phe Cys Phe Trp Phe Leu His Pro He 

45 50 55 

tgt ttc ttt tta tea cag aaa cgc ttc gtt aag gga etc agg cag tac 3 05 

Cys Phe Phe Leu Ser Gin Lys Arg Phe Val Lys Gly Leu Arg Gin Tyr 
60 65 70 75 

ggg aag aac ttc ttc agw wtt aga aag gag ctg ctt ccc aat aag gaa 353 
Gly Lys Asn Phe Phe Xaa Xaa Arg Lys Glu Leu Leu Pro Asn Lys Glu 



2065 



80 85 90 

aca ggg gag ctg ate acc ttc tat tac tat tgg aag aag acc ccc gaa 401 
Thr Gly Glu Leu He Thr Phe Tyr Tyr Tyr Trp Lys Lys Thr Pro Glu 

95 100 105 

gca gec age tec cga gee cat cgt agg cac cgc age agg ccg tgt tea 44 9 

Ala Ala Ser Ser Arg Ala His Arg Arg His Arg Ser Arg Pro Cys Ser 

110 115 120 

gga gga tta aga etc gca ccg cgt cc 475 
Gly Gly Leu Arg Leu Ala Pro Arg 
125 130 

<210> 3321 
<211> 318 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
m <222> 158 . .316 

^1 <400> 3321 

M= attatceggg gataactaca gccaacatgc cagggcatct ggggcagaat aeggaaageg 60 

U ggagggacaa attgecaatg tttggagtct ggtttccagg ttgccgtttt tgggggcttt 120 

%0 gggtgtggcg gttgeegtag ctgaaattgg ctgcacc atg teg gee ttc gag aag 175 
& Met Ser Ala Phe Glu Lys 

S 1 5 

cct cag ate ate gec cat ate cag aag ggc ttc aac tac acg gtg ttt 

% Pro Gin He He Ala His He Gin Lys Gly Phe Asn Tyr Thr Val Phe 

10 15 20 

gac tgt aag tgg gtg ccc tgc age gec aaa ttt gtg acc atg ggc aac 271 

Asp Cys Lys Trp Val Pro Cys Ser Ala Lys Phe Val Thr Met Gly Asn 

25 30 35 

ttc gca egg ggc acc ggc gtc att cag ctg tac gag ate egg cac gg 318 

Phe Ala Arg Gly Thr Gly Val He Gin Leu Tyr Glu He Arg His 

40 45 50 

<210> 3322 
<211> 182 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . . 182 



223 



<400> 3322 

atcatcgtga ggaattggca gca atg aaa cag att etc gtt aag atg cat agt 

Met Lys Gin He Leu Val Lys Met His Ser 
15 10 
aaa cat tct gag aac age tta ctt etc act aaa aca gaa cca aaa cat 
Lys His Ser Glu Asn Ser Leu Leu Leu Thr Lys Thr Glu Pro Lys His 
15 20 25 



2066 



•• • 



gtg aca gaa aat cag aaa tea aag act ttg aat gtg cct aaa gag cat 149 
Val Thr Glu Asn Gin Lys Ser Lys Thr Leu Asn Val Pro Lys Glu His 

30 35 40 

gaa gac aat ata ttt aca cct aaa cca aca cca 182 
Glu Asp Asn He Phe Thr Pro Lys Pro Thr Pro 
45 50 

<210> 3323 
<211> 303 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . . 303 



<400> 3323 

gtgccgctgc agetgggeca ccgcagggct gctccaagtg agaatcgtga gggtggccaa 60 
gtccagtttg gacctctgac ccttgggcag cacctcccga cagccggctc gggrmccaam 120 
*p ttcytgcgaa gccaggtgaa a atg agn tct tea gta aga aga aaa ggc aag 171 
U1 Met Xaa Ser Ser Val Arg Arg Lys Gly Lys 

H 1 5 10 

Ul cca ggc aaa gga ggt gga aaa ggg tct tct aga gga gga aga gga ggc 219 
*JS Pro Gly Lys Gly Gly Gly Lys Gly Ser Ser Arg Gly Gly Arg Gly Gly 

15 20 25 

agg agt cac gec agt aaa tct cat ggg agt ggt ggc ggt ggc ggt ggt 267 
Arg Ser His Ala Ser Lys Ser His Gly Ser Gly Gly Gly Gly Gly Gly 

30 35 40 

ggt ggt ggt gga ggt ggc ggc aac aga aag gec tct 3 03 

Gly Gly Gly Gly Gly Gly Gly Asn Arg Lys Ala Ser 
45 50 

<210> 3324 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .287 



SK? 



<400> 3324 

ctgggttttt catcacatgg tagacagtgt catttgttgt gatgttctag ttggcacagt 
gc atg tgg get get gag cag aac caa gta ttg tea ttg tgg cag tta 
Met Trp Ala Ala Glu Gin Asn Gin Val Leu Ser Leu Trp Gin Leu 
15 10 15 

cag ttt tta ttt aac aaa cat ata gaa aat tta age agt nta cat att 
Gin Phe Leu Phe Asn Lys His He Glu Asn Leu Ser Ser Xaa His He 

20 25 30 

aaa cca ttt gah etc ata aca tct tta tgt ggg agg tac tgt agt agt 
Lys Pro Phe Xaa Leu He Thr Ser Leu Cys Gly Arg Tyr Cys Ser Ser 
35 40 45 



2067 



ccc ate ttt ggc egg gcg cag tgg etc atg cct gta gtc cca gca ctt 
Pro lie Phe Gly Arg Ala Gin Trp Leu Met Pro Val Val Pro Ala Leu 

50 55 60 

tgg aag gca ggg akg gtg gat cac ttg agg ctg gga 
Trp Lys Ala Gly Xaa Val Asp His Leu Arg Leu Gly 
65 70 75 

<210> 3325 
<211> 485 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .484 



U 



103 



<400> 3325 

aaatatttta gctattcaaa acttgaaaga gatacteggt atg tat ctt ccc gat 55 

Met Tyr Leu Pro Asp 
1 5 
gta gat cag aaa gag age gac ggc gga gca gat etc act eta ggt ctg 
Val Asp Gin Lys Glu Ser Asp Gly Gly Ala Asp Leu Thr Leu Gly Leu 
10 15 20 

C ; aga gag get eta gaa eta att taw tec tat tec agg tea gaa cga tct 151 
*JJ Arg Glu Ala Leu Glu Leu He Xaa Ser Tyr Ser Arg Ser Glu Arg Ser 
,J 25 30 35 

cat tat tat gac tct gat cgt cgc tac cat agg age tec cct tat cga 199 
m His Tyr Tyr Asp Ser Asp Arg Arg Tyr His Arg Ser Ser Pro Tyr Arg 
P 40 45 50 

gag agg acg cgc tat tct egg cca tac aca gat aac aga gca cga gag 247 
Glu Arg Thr Arg Tyr Ser Arg Pro Tyr Thr Asp Asn Arg Ala Arg Glu 
4 s 55 60 65 

O agt tct gac tea gaa gaa gag tat aag aag aca tac tea agg cgt ace 2 95 

O Ser Ser Asp Ser Glu Glu Glu Tyr Lys Lys Thr Tyr Ser Arg Arg Thr 
70 75 80 85 

tea tct cat tec tct tct tac aga gac eta agg aca tea tec tat tct 343 
Ser Ser His Ser Ser Ser Tyr Arg Asp Leu Arg Thr Ser Ser Tyr Ser 

90 95 100 

aaa tct gat egg gac tgt aaa act gag ace tct tac tta gag atg gra 391 
Lys Ser Asp Arg Asp Cys Lys Thr Glu Thr Ser Tyr Leu Glu Met Xaa 

105 110 115 

aga aga ggc aag tat tct tea aaa eta gaa aga gaa tct aaa agg act 439 
Arg Arg Gly Lys Tyr Ser Ser Lys Leu Glu Arg Glu Ser Lys Arg Thr 

120 125 130 

tea gaa aat gaa gca att aaa aga tgt tgt tct cct cct ggg ggw c 485 
Ser Glu Asn Glu Ala He Lys Arg Cys Cys Ser Pro Pro Gly Gly 
135 140 145 

<210> 3326 

<211> 239 

<212> DNA 

<213> Homo sapiens 



2068 



<220> 
<221> CDS 
<222> 20. .238 



<400> 3326 

taccaaacag actactgta atg tec aca age 

Met Ser Thr Ser 
1 

ctg aaa gag age tgt aac act gca act 
Leu Lys Glu Ser Cys Asn Thr Ala Thr 

15 20 
tea gtg aga aca cgc cca gga gcg aga 
Ser Val Arg Thr Arg Pro Gly Ala Arg 

30 35 
get gtc aac tec eta ccc ate caa egg 
Ala Val Asn Ser Leu Pro lie Gin Arg 

45 50 
gtg ttc cac tea cag ccc age ccc gaa 
Val Phe His Ser Gin Pro Ser Pro Glu 
60 65 



aca ttc ate 
Thr Phe He 
5 

tea agt gca 
Ser Ser Ala 

gtg ggg cag 
Val Gly Gin 

gat ccc agt 
Asp Pro Ser 
55 

age tgt gee 
Ser Cys Ala 
70 



tea ccc get cag 
Ser Pro Ala Gin 
10 

tgg ccc ate tgc 
Trp Pro He Cys 
25 

gaa agt gaa cct 
Glu Ser Glu Pro 



40 
gtt 



caa ggg cct 



Val Gin Gly Pro 

ggc caa c 
Gly Gin 



52 



100 



148 



196 



239 



<210> 3327 

<211> 414 

<212> DNA 

<213> Homo sapiens 



fU 



<220> 
<221> CDS 
<222> 242 . .412 



<400> 3327 

gtttttcgta gagaeggggt ttcagcatgt tggtcaggct ggtcttgaac tcctgacctc 
atgatccgcc cgccttggcc tcccaaagtg ctgggattac tggcatgagc caccaagccc 
ggccttaaaa tagtattttt aataacagaa gcattcacag aaactccagt tcatttaatt 
tgcttattgt tcttccactc tggggacagt aaccattgtt ctctttattt tgcacttaca 
c atg age caa cgt aca aga tec tta ttt atg gat gca cac ctt acg tgt 
Met Ser Gin Arg Thr Arg Ser Leu Phe Met Asp Ala His Leu Thr Cys 
15 10 15 

gaa aaa cct ace cct tgt etc caa atg aaa gac tgc ate tct ttc ate 
Glu Lys Pro Thr Pro Cys Leu Gin Met Lys Asp Cys He Ser Phe He 

20 25 
ctg ctt cct act ggt gac tec etc cca ctt act 



cct 



30 

ttc etc ttg ctg 



Leu Leu Pro Thr Gly Asp Ser Leu Pro Leu Thr Pro Phe Leu Leu Leu 



35 40 
cct get gtg gsc ttt tat ttc ttc tea gt 
Pro Ala Val Xaa Phe Tyr Phe Phe Ser 
50 55 



45 



60 
120 
180 
240 
289 



337 



385 



414 



<210> 3328 
<211> 354 
<212> DNA 

<213> Homo sapiens 



2069 



<220> 
<221> CDS 
<222> 72 . . 353 



<400> 3328 

tgaaattata atagaaatta taaaacaaca acaagaacaa taaaataaaa acactttaca 60 
tttgagaaag a atg aca ata tea gta ggt aaa acc aac ate aac agt tac 110 
Met Thr He Ser Val Gly Lys Thr Asn He Asn Ser Tyr 
15 10 
aag acc ate ctt ccm age cca agt aag gca gtc aaa aga ggt gta gat 158 
Lys Thr He Leu Pro Ser Pro Ser Lys Ala Val Lys Arg Gly Val Asp 

15 20 25 

ctg gta gca gaa act ggg tec ata att ate aaa gtg gaa gtt cac aga 206 
Leu Val Ala Glu Thr Gly Ser He He He Lys Val Glu Val His Arg 
30 35 40 45 

gca att ata act gag aag ata aaa act cat gta act tec att cag tac 254 
Ala He He Thr Glu Lys He Lys Thr His Val Thr Ser He Gin Tyr 

50 55 60 

tgc aat tta aaa ata gat ttt ttt cac aat aac tat ata cag ata ata 302 
Cys Asn Leu Lys He Asp Phe Phe His Asn Asn Tyr He Gin He He 
65 70 75 

**z tat tta aca cat aaa aca aaa gag aaa aat aac aad dct ttc tea tea 350 
Tyr Leu Thr His Lys Thr Lys Glu Lys Asn Asn Xaa Xaa Phe Ser Ser 
80 85 90 



2 



caa c 
Gin 

<210> 3329 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 290 . .463 



354 



<400> 3329 

gaattcagat gtgcctcagc aacgcccaag tgtagttgtc tcaccacatt ctacaacctc 60 
tgttatacag ggacatcaaa tcatagcagt tcccgactca ggatcaaaag tatcccattc 120 
tcctgcccta tcatctgacg tteggtctae aaatggcaca geagaatgea aaactgtaaa 180 
gaggecagea gaggatactg atagggaaac agtcgcagga attccaaata aagtaggagt 240 
tagaattgtt acaatcagtg accccaacaa tgctggctgc agegcaaca atg gtt get 2 98 

Met Val Ala 
1 

gtg cca gca gga gca gat cca age act gta get aaa gta gca ata gaa 346 
Val Pro Ala Gly Ala Asp Pro Ser Thr Val Ala Lys Val Ala He Glu 

5 10 15 

agt get gtt cag caa aag caa cag cat cca cca aca tat gta cag aat 3 94 

Ser Ala Val Gin Gin Lys Gin Gin His Pro Pro Thr Tyr Val Gin Asn 
20 25 30 35 

gtg gtc cgc aga aca etc eta tgc cac ctt cac cag ctg tac aag tgc 442 



2070 



•• • 



Val Val Arg Arg Thr Leu Leu Cys His Leu His Gin Leu Tyr Lys Cys 

40 45 50 

agg gcc age eta aca ggt etc ar 465 
Arg Ala Ser Leu Thr Gly Leu 
55 

<210> 3330 
<211> 370 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . .368 



<400> 3330 

cgggctgccg tcgcctcgtc get atg gcg ccc ace ate cag ace cag gcc cag 53 
Q Met Ala Pro Thr He Gin Thr Gin Ala Gin 

1 5 10 

HI c 99 9 a 9 9 at 99 c cac a 99 ccc aat tcc cac cgg act ctg cct grg agk 101 
{V Arg Glu Asp Gly His Arg Pro Asn Ser His Arg Thr Leu Pro Xaa Xaa 
~ 15 20 25 

tct gga gtg gtc tgc cga gtc aag tac tgc aat age etc cct gat ate 
Ser Gly Val Val Cys Arg Val Lys Tyr Cys Asn Ser Leu Pro Asp He 

30 35 40 

ccc ttc gac ccc aag ttc ate ace tac ccc ttc gac cag aac agg ttc 
Pro Phe Asp Pro Lys Phe He Thr Tyr Pro Phe Asp Gin Asn Arg Phe 

45 50 55 

gtc cag tac aaa gcc act tcc ttg gag aaa cag cac aaa cat gac etc 
Val Gin Tyr Lys Ala Thr Ser Leu Glu Lys Gin His Lys His Asp Leu 

60 65 70 

ctg act gag cca gac ctg ggg gtc acc ate gat etc ate aat cct gac 293 
Leu Thr Glu Pro Asp Leu Gly Val Thr He Asp Leu He Asn Pro Asp 
75 80 85 90 

acc tac cgc ate gac ccc aat gtt ctt eta gat cca get gat gag aaa 341 
Thr Tyr Arg He Asp Pro Asn Val Leu Leu Asp Pro Ala Asp Glu Lys 

95 100 105 

ctt ttg gaa grg gag att cag gsc ccc tc 
Leu Leu Glu Xaa Glu He Gin Xaa Pro 
110 115 



149 



197 



245 



370 



<210> 3331 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 67 . .384 



<400> 3331 

catgttcctg gtgetgatat tctcaatagt tatgeeggtc tagcctgtgt ggaagagece 



60 



2071 



aatgac atg att act gag agt t 
Met lie Thr Glu Ser S 
1 5 
ata gac gat gat gat gat gac 
lie Asp Asp Asp Asp Asp Asp 
15 20 
cat gac ggg gat gaa aca att 
His Asp Gly Asp Glu Thr lie 
35 

etc aat atg gat tec cct ggc 
Leu Asn Met Asp Ser Pro Gly 
50 

aat aat ata ttt agt tea cct 
Asn Asn lie Phe Ser Ser Pro 
65 

acc cat gtg tec gtc aca tta 
Thr His Val Ser Val Thr Leu 



ca ctg gat gtt get gaa gaa gaa ate 
er Leu Asp Val Ala Glu Glu Glu lie 
10 

ate acc ctt aca gtt gaa get tct 



tgt 

lie Thr Leu Thr Val Glu Ala Ser Cys 



25 



30 



gaa act att gag get get gag gca etc 
Glu Thr He Glu Ala Ala Glu Ala Leu 



40 



45 



cct atg ctg gat gaa aaa cga ata aat 
Pro Met Leu Asp Glu Lys Arg He Asn 



55 



60 



80 



85 





cag cag gtg 




Gin Gin Val 




95 




<210> 3332 


.ft 


<211> 463 
<212> DNA 
<213> Homo 







100 



gaa gat gac atg gtt gtt gen cca gtc 
Glu Asp Asp Met Val Val Ala Pro Val 
70 75 
gat ggb wkt cct gaa gtg atg gaa aca 
Asp Gly Xaa Pro Glu Val Met Glu Thr 
90 

gca gac tea ccg gga 
Ala Asp Ser Pro Gly 
105 



<220> 
<221> CDS 
<222> 230 . .463 



108 



156 



204 



252 



300 



348 



384 



<400> 3332 

agtaacagee tgctgaccat ggcacaggca gtctcctgaa 

tgcatggttc tgttcaggat aaagctgect tagagagttc 

gcacaatggc tcacagcctg taatcccagb actttgggag 

aggattatat gacttttatc tgectagaga agaactatgg 



gtcatgeage tgaaatttgg 
ccagagatct cttgggctgg 
gctgagagta atcaagtcag 
atctacaac atg gag act 

Met Glu Thr 

1 





aga 


tgg 


aaa 


aaa 


ate 


aac 


act 


gaa 


ggt 


gat 


gtt 


cct 


cct 


tct 


atg 


Gly 


Arg 


Trp 


Lys 


Lys 


He 


Asn 


Thr 


Glu 


Gly Asp 


Val 


Pro 


Pro 


Ser 


Met 




5 










10 










15 










tea 


gga 


age 


tgt 


get 


gtg 


tgt 


gta 


gac 


agg 


gtg 


ctg 


tac 


ttg 


ttt 


gga 


Ser 


Gly 


Ser 


Cys 


Ala 


Val 


Cys 


Val 


Asp 


Arg 


Val 


Leu 


Tyr 


Leu 


Phe 


Gly 


20 










25 










30 










35 


gga 


cac 


cat 


tea 


aga 


ggc 


aat 


acc 


aat 


aag 


ttc 


tac 


atg 


ctg 


gat 


tea 


Gly 


His 


His 


Ser Arg Gly 


Asn 


Thr 


Asn 


Lys 


Phe 


Tyr 


Met 


Leu 


Asp 


Ser 










40 










45 










50 




agg 


tct 


aca 


gac 


aga 


gtg 


tta 


cag 


tgg 


gaa 


aga 


att 


gat 


tgc 


caa 


gga 


Arg 


Ser 


Thr 


Asp 
55 


Arg 


Val 


Leu 


Gin 


Trp 
60 


Glu 


Arg 


He 


Asp 


Cys 
65 


Gin 


Gly 


att 


cct 


cca 


tea 


tea 


aag 


grc 


aaa 


ctt 


ggt 


gtc 












He 


Pro 


Pro 
70 


Ser 


Ser 


Lys 


Xaa 


Lys 
75 


Leu 


Gly 


Val 













60 
120 
180 
238 



286 



334 



382 



430 



463 



2072 



<210> 3333 

<211> 241 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 67. .240 



60 
108 



<400> 3333 

gaaaaggaaa cgccaagaca tagaaaacca cgcttttccc gtaggaagaa ccgatgatga 
gccctg atg aaa gaa gga aga aga ccc get gtc tgc gaa ggc eta aag 
Met Lys Glu Gly Arg Arg Pro Ala Val Cys Glu Gly Leu Lys 
15 10 
gtt aga aat aca gca att ttt etc atg ccg aar gaa aag gca aaa tgg 156 
Val Arg Asn Thr Ala He Phe Leu Met Pro Lys Glu Lys Ala Lys Trp 

Q 15 20 25 30 

tct aag aaa ctg caa gag tgt gat aca agt ttt cct caa cag cga get 204 

^ Ser Lys Lys Leu Gin Glu Cys Asp Thr Ser Phe Pro Gin Gin Arg Ala 

U\ 35 40 45 

ggg act ggc gac aat ttc tta act cac age etc cac a 241 

U Gly Thr Gly Asp Asn Phe Leu Thr His Ser Leu His 

%Q 50 55 

Jl <210> 3334 
s~ <211> 330 
<212> DNA 

<213> Homo sapiens 

<220> 
*F <221> CDS 
O <222> 12 . .329 



<400> 3334 
ttgaggggac t 



ttt aaa caa 
Phe Lys Gin 
15 

gee aat gac 
Ala Asn Asp 
30 

att cca ggc 
He Pro Gly 

gag tct ggt 
Glu Ser Gly 

age age tea 
Ser Ser Ser 



atg cgt aaa 
Met Arg Lys 
1 

aaa gee caa 
Lys Ala Gin 

aca egg ggs 
Thr Arg Gly 
35 

tec aac cgt 
Ser Asn Arg 
50 

ctt cag caa 
Leu Gin Gin 
65 

gag gag gtt 
Glu Glu Val 



aag ctg agt 
Lys Leu Ser 
5 

cag aag egg 
Gin Lys Arg 
20 

cgc tct ate 
Arg Ser He 

tea agt gtc 
Ser Ser Val 

aca gag gac 
Thr Glu Asp 
70 

gca ggg age 
Ala Gly Ser 



ttg gat gag 
Leu Asp Glu 

gta ttt gat 

Val Phe Asp 
25 

tea ttc cca 
Ser Phe Pro 
40 

ate atg aca 
He Met Thr 
55 

aaa tea etc 
Lys Ser Leu 

tec cag aag 
Ser Gin Lys 



gaa tct tct 
Glu Ser Ser 
10 

ace gtc agg 
Thr Val Arg 

get ctg tta 
Ala Leu Leu 

gca aaa cct 
Ala Lys Pro 
60 

ctg aac cag 
Leu Asn Gin 
75 

atg ggc caa 
Met Gly Gin 



etc 50 
Leu 

att 98 
He 

ncc 146 

Xaa 

45 

ttt 194 
Phe 

ggg 242 
Gly 

cca 290 
Pro 



2073 



80 85 90 

gga ccc tea gga gat agt gat ttg get aca gca ctg cat c 

Gly Pro Ser Gly Asp Ser Asp Leu Ala Thr Ala Leu His 
95 100 105 

<210> 3335 

<211> 182 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. . 181 



: =5 



49 



97 



<400> 3335 

atatsaccct atg tyt cct aat gat tat gag aaa gta gtg aag cgc caa 
Met Xaa Pro Asn Asp Tyr Glu Lys Val Val Lys Arg Gin 
^15 10 

2 aga gag gaa cga cag aga cag egg gag ctg gra aga caa aag gar ata 
*" Arg Glu Glu Arg Gin Arg Gin Arg Glu Leu Xaa Arg Gin Lys Glu He 

15 20 25 

H gaa gaa agg gaa aaa agg cgt aaa gac aga cat gaa gca agt sgg ttt 145 
^ Glu Glu Arg Glu Lys Arg Arg Lys Asp Arg His Glu Ala Ser Xaa Phe 

30 35 40 45 

*M kem asg wgg ccs aag ate cag att ctg atg aas atg c 182 
Xaa Xaa Xaa Pro Lys He Gin He Leu Met Xaa Met 

3 50 55 

fy <210> 3336 

«| <211> 408 

S ~ <212> DNA 

21 <213> Homo sapiens 

P <220> 

<221> CDS 
<222> 12 . .407 



<400> 3336 

gcaggtccca g atg tec agt tec aga tgc ctg gac cca gag tgt ggg gga 
Met Ser Ser Ser Arg Cys Leu Asp Pro Glu Cys Gly Gly 









1 








5 










10 








aat 


ate 


tct 


gga 


gaa 


gec 


etc 


act 


cca 


aag 


get 


gtc 


cag 


gcg 


caa 


tgt 


Asn 


He 


Ser 


Gly 


Glu 


Ala 


Leu 


Thr 


Pro 


Lys 


Ala 


Val 


Gin 


Ala 


Gin 


Cys 




15 










20 










25 










ggt 


ggc 


tgc 


ttc 


tct 


ggg 


gag 


tec 


tec 


agg 


ctt 


ggc 


caa 


mcc 


egg 


ggc 


Gly 


Gly 


Cys 


Phe 


Ser Gly Glu 


Ser 


Ser 


Arg 


Leu 


Gly 


Gin 


Xaa 


Arg 


Gly 


30 










35 










40 










45 


tec 


gtc 


etc 


ttg 


gee 


caa 


gag 


eta 


ccc 


cag 


cag 


ctg 


aca 


tec 


ccc 


ggg 


Ser 


Val 


Leu 


Leu 


Ala 


Gin 


Glu 


Leu 


Pro 


Gin 


Gin 


Leu 


Thr 


Ser 


Pro 


Gly 










50 










55 










60 




tac 


cca 


gag 


ccg 


tat 


ggc 


aaa 


ggc 


caa 


gag 


age 


age 


acg 


gac 


ate 


aag 


Tyr 


Pro 


Glu 


Pro 


Tyr 


Gly 


Lys 


Gly 


Gin 


Glu 


Ser 


Ser 


Thr 


Asp 


He 


Lys 



2074 



•• • 



65 

get cca gag ggc ttt get 
Ala Pro Glu Gly Phe Ala 
80 

gag ccg tec cag gac tgt 
Glu Pro Ser Gin Asp Cys 
95 

ggt teg gat cca age cag 
Gly Ser Asp Pro Ser Gin 
110 115 
agg ccc cct ggt cag agg 
Arg Pro Pro Gly Gin Arg 
130 



70 

gtg agg etc gtc ttc cag 
Val Arg Leu Val Phe Gin 
85 

gca ggg gac tct rwb aca 
Ala Gly Asp Ser Xaa Thr 
100 105 
ttc tgt ggt cag caa ggc 
Phe Cys Gly Gin Gin Gly 
120 

gag t 
Glu 



75 

gac ttc gac ctg 290 

Asp Phe Asp Leu 

90 

ate tea ttc gtc 338 
He Ser Phe Val 

tec cct ctg ggc 386 
Ser Pro Leu Gly 
125 

408 



<210> 3337 

<211> 250 

<212> DNA 

<213> Homo sapiens 

%p <220> 

<221> CDS 
<222> 46. .249 



^ <400> 3337 

^ tdccgccctg gagcaagecg gggcctggtc ggcarctggg ccgcc atg gag tec acg 57 
%D Met Glu Ser Thr 



1 



105 



O ctg ggc gcg ggc ate gtg ata gec gag gcg eta cag aac cag eta gee 
pl Leu Gly Ala Gly He Val He Ala Glu Ala Leu Gin Asn Gin Leu Ala 
m 5 10 15 20 

P tgg ctg gag aac gtg tgg etc tgg rrt sac ctt tkc tng scg ate cca 153 
2l Trp Leu Glu Asn Val Trp Leu Trp Xaa Xaa Leu Xaa Xaa Xaa He Pro 
y 2 5 3 0 3 5 

^ agk ate etc ttt ctg ttc tac ttc ccc gcg gen tac tac gec tec cgc 201 
Xaa He Leu Phe Leu Phe Tyr Phe Pro Ala Ala Tyr Tyr Ala Ser Arg 

40 45 50 

cgt gtr ggc ate gcg gtg etc tgg ate age cts ate acc gag tgg etc a 250 
Arg Val Gly He Ala Val Leu Trp He Ser Leu He Thr Glu Trp Leu 
55 60 65 



<210> 3338 

<211> 418 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 231. .416 



<400> 3338 

aggtgcggaa gtgegaggge ccaggtggct gaaggggccg ttaggaacat ecaageggtg 
gggcacaggc agatccccga cctgacctgg accacccttc tcctcttggc ccgccccttc 



2075 





<210> 


3339 


—SZ. 


<211> 


390 




<212> 


DNA 


m 


<213> 


Homo 








z z 
r. : ; 


<220> 






<221> 


CDS 


^0 


<222> 


31. - 


^0 







aactcgcctc cggcttnagg tctggattgg ccccgccccc tgacctgagc ctggtccttc 180 
ttcaggcact gacccttgac ctccggtggc tcccccatct ctcaggcgcg atg get 236 

Met Ala 
1 

acg ggc gcg gat gta egg gac att eta raa etc dkv ggt cca gaa ggg 284 
Thr Gly Ala Asp Val Arg Asp He Leu Xaa Leu Xaa Gly Pro Glu Gly 

5 10 15 

gat gca gee tct ggg ace ate age aag aag gac att ate aac ccg gac 332 
Asp Ala Ala Ser Gly Thr He Ser Lys Lys Asp He He Asn Pro Asp 

20 25 30 

aag aaa aaa tec aag aag tec tct gag aca ctg act ttc aag agg ccg 
Lys Lys Lys Ser Lys Lys Ser Ser Glu Thr Leu Thr Phe Lys Arg Pro 
35 40 45 50 

agg gca tgc acc ggg aag tct atg ret tgc tct act ct 
Arg Ala Cys Thr Gly Lys Ser Met Xaa Cys Ser Thr 
55 60 



380 



418 



a <400> 3339 

Q aaaaagagct gcgcgccgcg gcggcggaag atg get gcg gee gag gtg gcg gac 54 
f3! Met Ala Ala Ala Glu Val Ala Asp 

1 5 

act cag ctg atg ctt gga gtc ggg ctg ate gaa aag gac aca aat gga 102 
Thr Gin Leu Met Leu Gly Val Gly Leu He Glu Lys Asp Thr Asn Gly 

10 15 20 

gaa gtt ctg tgg gtg tgg tgt tat cct tec acg aca gee aca tta agg 150 
Glu Val Leu Trp Val Trp Cys Tyr Pro Ser Thr Thr Ala Thr Leu Arg 
25 30 35 40 

aac ctg ctg ctg aga aaa tgc tgc ctt aca gat gaa aac aaa ctt etc 198 
Asn Leu Leu Leu Arg Lys Cys Cys Leu Thr Asp Glu Asn Lys Leu Leu 

45 50 55 

cat ccc ttt gtc ttt ggt cag tac aga aga aca tgg- ttt tat ate aca 246 
His Pro Phe Val Phe Gly Gin Tyr Arg Arg Thr Trp Phe Tyr He Thr 

60 65 70 

aca att gaa gtt cca gat tct tec att ttg aaa aag gtg act cat ttt 294 
Thr He Glu Val Pro Asp Ser Ser He Leu Lys Lys Val Thr His Phe 

75 80 85 

tct att gtc ctg acc gee aaa gat ttt arc cca gag aag tat get gee 342 
Ser He Val Leu Thr Ala Lys Asp Phe Xaa Pro Glu Lys Tyr Ala Ala 

90 95 100 

ttc act agg ata ttg tgt aga atg tac ctg aaa cat ggg age cca gta 3 90 

Phe Thr Arg He Leu Cys Arg Met Tyr Leu Lys His Gly Ser Pro Val 
105 110 115 120 

<210> 3340 



2076 



• 



<211> 425 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59. .424 



z i 



202 



250 



<400> 3340 

acaataaaat atcagatgca ccagagacac aaggcttgaa gctctgtcct gggaaaat 58 
atg gca aac agt gcc tct cct gaa cag aat caa aat cac tgt tea gec 106 
Met Ala Asn Ser Ala Ser Pro Glu Gin Asn Gin Asn His Cys Ser Ala 
15 10 15 

ate aac aac age ate cca ctg atg cag ggc aac etc ccc act ctg ace 154 
He Asn Asn Ser He Pro Leu Met Gin Gly Asn Leu Pro Thr Leu Thr 

20 25 30 

ttg tct gga aag ate cga gtg acg gtt act ttc ttc ctt ttt ctg etc 
O Leu Ser Gly Lys He Arg Val Thr Val Thr Phe Phe Leu Phe Leu Leu 
=|1 35 40 45 

HI tct gcg acc ttt aat get tct ttc ttg ttg aaa ctt cag aag tgg aca 
l2 Ser Ala Thr Phe Asn Ala Ser Phe Leu Leu Lys Leu Gin Lys Trp Thr 
j. E 50 55 60 

cag aag aaa gag aaa ggg aaa aag etc tea aga atg aag ctg etc tta 298 
^ Gin Lys Lys Glu Lys Gly Lys Lys Leu Ser Arg Met Lys Leu Leu Leu 
4? 65 70 75 80 

aaa cat ctg acc tta gcc aac ctg ttg gag act ctg att gtc atg cca 
* Lys His Leu Thr Leu Ala Asn Leu Leu Glu Thr Leu He Val Met Pro 

p 85 90 95 

fU ctg gat ggg atg tgg aac att aba gtc caa tgg tat get gga gag tta 394 
Leu Asp Gly Met Trp Asn He Xaa Val Gin Trp Tyr Ala Gly Glu Leu 

100 105 HO 

etc tgc aaa gtt etc agt tat eta aag ctt t 425 
Leu Cys Lys Val Leu Ser Tyr Leu Lys Leu 
115 120 

<210> 3341 
<211> 478 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 95 . .478 



346 



<400> 3341 

cgtctgcggt tctgaggact gggtttgggt gcagacgttg ttgcttgggc gcttctccgc 
tgcgtgtagg tgaagggggc ttcctgaccg agac atg gat tta ggt get att aca 

Met Asp Leu Gly Ala He Thr 
1 5 
aaa tac tea gca tta cac gcc aag ccc aat gga ctg kne ctk caa tac 
Lys Tyr Ser Ala Leu His Ala Lys Pro Asn Gly Leu Xaa Leu Gin Tyr 
10 15 20 



2077 





999 




get 


gga 


ttt 


cga 


acg 


aag 


gca 


gaa 


cat 


ctt 


qat 


cat 


qtc 


atq 




v? j. y 


Thr 
^ ~> 


Ala 


Gly 


Phe 


Arg 


Thr 
30 


Lys 


Ala 


Glu 


His 


Leu 
35 


Asp 


His 


Val 


Met 




t- f- t- 


cgc 


atg 


gga 


L- L~ d 


t- 1- a 


get 


gtc 


ctg 


agg 


tea 


aaa 


cag 


aca 


aaa 


tec 




PVip 


ni y 


Met 


Gly 


Leu 


Leu 


Ala 


Val 


Leu 


Arg 


Ser 


LVS 


Gin 


Thr 


Lys 


Ser 




40 










45 










50 










55 




dC C 




gga 


gtc 


<& uy 


y u d 


3 C* 3 

ell— Cl 


gcg 


tec 


cac 


aat 


cct 


Gaa 


gaa 


gac 


aat 




X ILL 


lie 


Gly Val 


Met- 
ric L- 


val 


Thr 


Ala 


Ser 


His 


Asn 


Pro 


Glu 


Glu 


Asp 


Asn 












60 










65 










70 






99 fc 


gt a 


aaa 


ttg 


guu 




i~ 

^ L. 


ttg 


ggt 


gaa 


atg 


ttg 


gca 


cca 


tec 


tqq 




m v 

\j -L y 


Val 


Lys 


Leu 


Val 


Asp 


Pro 


Leu Gly Glu 


Met 


Leu 


Ala 


Pro 


Ser 


Trp 










75 










80 










85 








gag 


gaa 


cat 


gec 


acc 


tgt 


tta 


gca 


aat 


get 


gag 


y aci 


caa 


gat 


atg 


cag 




Glu 


Glu 


His 
90 


Ala 


Thr 


Cys 


Leu 


Ala 
95 


Asn 


Ala 


Glu 


Glu 


Gin 
100 


Asp 


Met 


Gin 




aga 


gtg 


ctt 


att 


gac 


ate 


age 


gag 


aaa 


gaa 


get 


gtg 


aat 


ctg 


caa 


caa 




Arg 


Val 
105 


Leu 


He 


Asp 


He 


Ser 
110 


Glu 


Lys 


Glu 


Ala 


Val 
115 


Asn 


Leu 


Gin 


Gin 




gat 


gec 


ttt 


gta 


gtt 


att 


ggt 


aga 


rwc 


















Asp 


Ala 


Phe 


Val 


Val 


He 


Gly Arg 


Xaa 


















120 










125 























*J3 



<210> 3342 

<211> 484 

<212> DNA 

<213> Homo sapiens 



s <220> 

O <221> CDS 

Hi <222> 178. .483 



211 



259 



307 



355 



403 



451 



478 



Z "ST 

^ <400> 3342 

y cagttggagg gagegcttgg tgagactgag tgtttacgtt gcaggtcttc tcccctgtct 60 
M gcctcccgga gctaggactg cagaggggee tatcatggtg cttgcaggcc ccctggctgt 120 
ctcgctgttg stggccagcc tcacaactgc tggtgtccca cctctccagc tcccagg 177 
atg tct cca gtg age cca gca gtg age age age tgt gcg ccc tta gca 225 
Met Ser Pro Val Ser Pro Ala Val Ser Ser Ser Cys Ala Pro Leu Ala 
15 10 15 

age acc cca ccg tgg cct ttg aag acc tgc age cgt ggg tct eta act 273 
Ser Thr Pro Pro Trp Pro Leu Lys Thr Cys Ser Arg Gly Ser Leu Thr 

20 25 30 

tea cct acc ctg gag ccc ggg att tct csh age tgg ctt tgg acc cct 321 
Ser Pro Thr Leu Glu Pro Gly He Ser Xaa Ser Trp Leu Trp Thr Pro 

35 40 45 

ccg gga acc age tea teg tgg gag cca gga act acc tct tea gac tea 369 
Pro Gly Thr Ser Ser Ser Trp Glu Pro Gly Thr Thr Ser Ser Asp Ser 

50 55 60 

gec ttg cca atn net etc ttc ttc agg cca cag agt ggg cct cyw gtg 417 
Ala Leu Pro Xaa Xaa Leu Phe Phe Arg Pro Gin Ser Gly Pro Xaa Val 
65 70 75 80 

agg aca cgc gee get cct gec aaa gcr nag gga aga ctg agg avd agt 465 
Arg Thr Arg Ala Ala Pro Ala Lys Ala Xaa Gly Arg Leu Arg Xaa Ser 
85 90 95 



2078 



gtc aga act acg tgc gag t 484 
Val Arg Thr Thr Cys Glu 
100 



<210> 3343 

<211> 263 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84. .263 



<400> 3343 

tctgcgtaga aatttcttcc accaaatacc ctaaatcatc tctctcaagt tcaaagtttc 60 
acagatctct agggcagggt caa atg ctg cca gtc tea ttg eta aag cat aac 113 

Met Leu Pro Val Ser Leu Leu Lys His Asn 

n i 5 io 

y3 agg a gt cac ttt tac tcc att ttt: ccc aac aa g ttc ctc atc tcc atc 161 

f~fi Arg Ser His Phe Tyr Ser lie Phe Pro Asn Lys Phe Leu lie Ser lie 
tl 15 20 25 

Ls a 9 a g ac cac ctc a 9 c ct g g ac tt:t att g tc cat atc att atc a ^ c att 209 

Arg Asp His Leu Ser Leu Asp Phe lie Val His lie lie lie Ser lie 
^ 30 35 40 

^0 ttg gtc aaa gec att caa caa ttc tct agg aag ttc caa act ttc cca 257 

W Leu Val Lys Ala He Gin Gin Phe Ser Arg Lys Phe Gin Thr Phe Pro 
a- 45 50 55 

Q cat cag 263 

jfy His Gin 
hi 60 

IL <210> 3344 

<211> 426 
y <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 209. .424 



<400> 3344 

atttttcctt tttgtttttg ttgttgatgt gaccgcgtgt ccacaaccct gggattccct 60 
cgccctcaga ttccagaatc caatttcttg gatttcagtg tttttaaggt gggaggtctc 120 
getatgette chaggctgga ctaaaattcc tgggctcaag tgattccccc gcctcagcct 180 
cctgagtagc tgggactaca gatatggc atg tea gtc tgg tgg tct age cag 232 

Met Ser Val Trp Trp Ser Ser Gin 

1 5 

agg aag act cct gga get ggt gaa ctg tgc atg gat atg cag tea egg 280 
Arg Lys Thr Pro Gly Ala Gly Glu Leu Cys Met Asp Met Gin Ser Arg 

10 15 20 

gca gee cac ctc eta ctc ctc ace ckc cct gtg cct gtg agg gtc tgc 328 
Ala Ala His Leu Leu Leu Leu Thr Xaa Pro Val Pro Val Arg Val Cys 



2079 



25 30 35 40 

act cac cct acg gag tct tgc tct gtg gcc cag get gga gtg cag tgg 376 

Thr His Pro Thr Glu Ser Cys Ser Val Ala Gin Ala Gly Val Gin Trp 

45 50 55 

cat gat ctt ggc tea ctg caa cct ctg cct cct gag ttc acg cca ttc 

His Asp Leu Gly Ser Leu Gin Pro Leu Pro Pro Glu Phe Thr Pro Phe 
60 65 70 



cca act t 
Pro Thr 

<210> 3346 
<211> 455 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 195 . .455 



424 



426 



tc 

<210> 3345 
<211> 201 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . .200 



b|l <400> 3345 

tategtttet gata atg agg aga att tgg tgg ccc att tgg age eta ctt 
Met Arg Arg He Trp Trp Pro He Trp Ser Leu Leu 
15 10 
aat ggt aac tat agt gcc tea cca ata tct ttc ttg cgc tat tec aat 
Asn Gly Asn Tyr Ser Ala Ser Pro He Ser Phe Leu Arg Tyr Ser Asn 

15 20 25 

tta tea ate att att gga ccc aat ate ctg aat tac agt ctg att att 
Leu Ser He He He Gly Pro Asn He Leu Asn Tyr Ser Leu He He 

30 35 40 

ttt cac caa tct ttt ate ttt cat tta ccc aca ctg aaa ttc ttg age 194 
Phe His Gin Ser Phe He Phe His Leu Pro Thr Leu Lys Phe Leu Ser 
45 50 55 60 



50 



98 



146 



201 



<400> 3346 

attcagcccc tcgtgttccg ctaccgcgcg tgegggatte cggcgccgct ctccgagctc 
gatccgctgc taacacggga gccagctggg tgttatttct caaactctga ggctgeggag 
ttcacacatt gaaatctgtc atctttttcm rgagagaaac ttycggtaat gtatgtamcc 
ttctgtaatg gaag atg att gaa gac aag ggg cct cgt gtt get gac tac 
Met He Glu Asp Lys Gly Pro Arg Val Ala Asp Tyr 
15 10 
ttt gtt gta gca gga tta act gat gtt tea aag cct eta gaa gaa gaa 
Phe Val Val Ala Gly Leu Thr Asp Val Ser Lys Pro Leu Glu Glu Glu 



2080 



•• • 



15 

att cac ttc aat gat get 
lie His Phe Asn Asp Ala 
30 

att aca gat gtt tea gtt 
He Thr Asp Val Ser Val 
45 50 
cag gat tat ate tgt att 
Gin Asp Tyr He Cys He 
65 

ctt aat aat gga gtc ttg 
Leu Asn Asn Gly Val Leu 
80 



20 

tgt cat aaa gta get aaa 
Cys His Lys Val Ala Lys 
35 40 
att ate aaa tct ctt ggg 
He He Lys Ser Leu Gly 
55 

gat gtt acc cca act gga 
Asp Val Thr Pro Thr Gly 
70 

t99 99 c aca 9 a t tta 
Trp Gly Thr Asp Leu 
85 



25 

cca aaa gaa cct 326 
Pro Lys Glu Pro 

gag gaa gtc cca 374 
Glu Glu Val Pro 
60 

ttg tea get gat 422 
Leu Ser Ala Asp 
75 

455 



<210> 3347 
<211> 351 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 10. .351 



<400> 3347 

aaatattaa atg gma aaa aat cac aga aat aaa aaa tec ata cat ttt cca 51 
Met Xaa Lys Asn His Arg Asn Lys Lys Ser He His Phe Pro 
15 10 
ctg tgc acc att cca agt agm atg mtg aaa tct tgt act etc cca ctt 99 
Leu Cys Thr He Pro Ser Xaa Met Xaa Lys Ser Cys Thr Leu Pro Leu 
15 20 25 30 

cag cgc acc tgg gac ats mat cct tec ttt gtc cat tgg awe caa gec 147 
Gin Arg Thr Trp Asp Xaa Xaa Pro Ser Phe Val His Trp Xaa Gin Ala 



35 40 45 



cgy 


eta 


caa 


tec 


cca 


ccg 


yet 


agt 


cac 


tta 


gta 


sec 


etc 


teg 


gtg 


ate 


Arg 


Leu 


Gin 


Ser 


Pro 


Pro 


Xaa 


Ser 


His 


Leu 


Val 


Xaa 


Leu 


Ser 


Val 


He 






50 










55 










60 






aga 


teg 


act 


etc 


gtg 


eta 


tec 


cag 


tgc 


ttg 


tgt 


tea 


agg 


mac 


cct 


tat 


Arg 


Ser 


Thr 


Leu 


Val 


Leu 


Ser 


Gin 


Cys 


Leu 


Cys 


Ser 


Arg 


Xaa 


Pro 


Tyr 






65 










70 










75 








ttt 


agt 


gca 


atg 


atg 


acc 


cca 


aag 


tgc 


aag 


agt 


att 


gmt 


get 


ggc 


aat 


Phe 


Ser 


Ala 


Met 


Met 


Thr 


Pro 


Lys 


Cys 


Lys 


Ser 


He 


Xaa 


Ala 


Gly Asn 




80 










85 










90 










tea 


ggt 


atg 


cca 


aag 


aga 


aac 


tgt 


aaa 


gtg 


ctt 


cct 


tea 


agt 


gaa 


aag 


Ser 


Gly 


Met 


Pro 


Lys 


Arg 


Asn 


Cys 


Lys 


Val 


Leu 


Pro 


Ser 


Ser 


Glu 


Lys 


95 










100 










105 










110 


atg 


ma a 


gtt 


cac 


























Met 


Xaa 


Val 


His 



























195 



243 



291 



339 



351 



<210> 3348 

<211> 257 

<212> DNA 

<213> Homo sapiens 



2081 



•• • 



<220> 
<221> CDS 
<222> 51. .257 



<400> 3348 

atgtcaggac ccgtgtctat gccgagactg gagcctggtg tcgttctata atg gaa 56 

Met Glu 
1 

gga caa agg ctg atg ggg gca gat gtc aaa cag gcc aga ggc cca gtg 104 
Gly Gin Arg Leu Met Gly Ala Asp Val Lys Gin Ala Arg Gly Pro Val 

5 10 15 

ggc tgg tgt agg cag eta get cag cag age tct gga gsc gra tty cgt 152 
Gly Trp Cys Arg Gin Leu Ala Gin Gin Ser Ser Gly Xaa Xaa Phe Arg 

20 25 30 

ggt gtc tta tac caa gtg ttc cat gat acc att tgt gag aaa gaa get 
Gly Val Leu Tyr Gin Val Phe His Asp Thr He Cys Glu Lys Glu Ala 
35 40 45 50 

ccc aag tea tea tta etc aga aag cag acc cag ccc cct aag aag cag 
Pro Lys Ser Ser Leu Leu Arg Lys Gin Thr Gin Pro Pro Lys Lys Gin 
55 60 65 

agt tct cct 
Ser Ser Pro 



200 



248 



257 



^ <210> 3349 

*U <211> 454 

%s <212> DNA 

s <213> Homo sapiens 

fij <220> 

»1 <221> CDS 

5 2 <222> 50 . .454 



<400> 3349 

ggttcccggc ggccctcgcg gcaggtttcg ggcttcagga caattegtg atg gcg ggg 58 

Met Ala Gly 
1 

get ggt tec gcc get gta teg ggg gca ggg acc ccg gtg gcg ggg ccc 106 
Ala Gly Ser Ala Ala Val Ser Gly Ala Gly Thr Pro Val Ala Gly Pro 

5 10 15 

aca ggc cgc gac ctt ttc gcc gaa ggg ctg ctg gag ttc ctg cga ccc 154 
Thr Gly Arg Asp Leu Phe Ala Glu Gly Leu Leu Glu Phe Leu Arg Pro 
20 25 30 35 

get gtg cag cag etc gac tct cac gta cac gcc gtc aga gag age cag 
Ala Val Gin Gin Leu Asp Ser His Val His Ala Val Arg Glu Ser Gin 

40 45 50 

gta gag etc egg gaa caa att gac aac eta gcc acw gaa ctg tgc cgc 
Val Glu Leu Arg Glu Gin He Asp Asn Leu Ala Thr Glu Leu Cys Arg 

55 60 65 

ata aat gag gat cag aag gtg gcc ctg gat ctt gac ccc tat gtt aag 
He Asn Glu Asp Gin Lys Val Ala Leu Asp Leu Asp Pro Tyr Val Lys 

70 75 80 

aag eta ctt aat gcc egg cga cgc gtt gtc ttg gtt aac aac att eta 



202 



250 



298 



346 



2082 



Lys Leu Leu Asn Ala Arg Arg Arg Val Val Leu Val Asn Asn He Leu 

85 90 95 

cag aat get cag gaa cga ctg aga egg eta aac cac agt gtt gee aag 
Gin Asn Ala Gin Glu Arg Leu Arg Arg Leu Asn His Ser Val Ala Lys 
100 105 HO 115 

gaa aca gec cgc agg mgr gca atg ctg gat teg gga att tac ccc ctg 
Glu Thr Ala Arg Arg Arg Ala Met Leu Asp Ser Gly He Tyr Pro Leu 
120 125 130 

get ccc agg tat 
Ala Pro Arg Tyr 
135 



<210> 3350 

<211> 312 

<212> DNA 

<213> Homo sapiens 



"razz 



<220> 
<221> CDS 
<222> 11. .310 



! (8 <400> 3350 

4f cktttcagga atg aat ggt gac ctt gaa gag gaa gga ggt agg gag gcb 4 9 

Met Asn Gly Asp Leu Glu Glu Glu Gly Gly Arg Glu Ala 
15 10 
aca gat gee cct gag caa gtc gag gag att ctg gat cac agt gag cag 97 
Thr Asp Ala Pro Glu Gin Val Glu Glu He Leu Asp His Ser Glu Gin 

15 20 25 

cag gca cgc cct get cgt gta aat gga ggc acc gat gag gag aat ggt 145 
Gin Ala Arg Pro Ala Arg Val Asn Gly Gly Thr Asp Glu Glu Asn Gly 
30 35 40 45 

gag gag ckg cag cag gtt aat aat gag cgt caa ctg gtc eta gac aag 193 
Glu Glu Xaa Gin Gin Val Asn Asn Glu Arg Gin Leu Val Leu Asp Lys 

50 55 60 

gaa aga aag tct caa gga get ggc agt gga caa gat gag get gat gta 241 
Glu Arg Lys Ser Gin Gly Ala Gly Ser Gly Gin Asp Glu Ala Asp Val 

65 70 75 

gac cct caa aga cca cca agg cca gaa gta aaa att acc agt cca gaa 289 
Asp Pro Gin Arg Pro Pro Arg Pro Glu Val Lys He Thr Ser Pro Glu 

80 85 90 

gaa aat gaa aac aac caa caa cc 312 
Glu Asn Glu Asn Asn Gin Gin 
95 100 



<210> 3351 

<211> 358 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 162 . .356 



2083 



320 



358 



<400> 3351 

gaggctttgc ggtggctgct tggcttggcg gtggtcgctt ggcttggcgt ggcagtgatc 60 
gcttggcttg gcatttctgg cttggcggtc ctcctttcgc agattggaaa ccgcgggcta 120 
tcctgctggg aggttgtggc cgaggcagta gctcgctact g atg gcc tec tgg ggt 176 

Met Ala Ser Trp Gly 
1 5 

gga gaa aag egg gga ggc get gag ggg tct ccg aag ctg gca gtc tac 224 
Gly Glu Lys Arg Gly Gly Ala Glu Gly Ser Pro Lys Leu Ala Val Tyr 

10 15 20 

gcc acg agg aag ace cgt age gtc agg age cag gag gac cag tgg tac 272 
Ala Thr Arg Lys Thr Arg Ser Val Arg Ser Gin Glu Asp Gin Trp Tyr 

25 30 35 

ttg ggc tac egg ggg acc agt ggt cct egg get tct cct aca get ggt 
Leu Gly Tyr Arg Gly Thr Ser Gly Pro Arg Ala Ser Pro Thr Ala Gly 

40 45 50 

ggr aaa ata gcg teg gca gcg aga caa gca egg cga ga 
Gly Lys He Ala Ser Ala Ala Arg Gin Ala Arg Arg 
55 60 65 

<210> 3352 

<211> 425 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125. .424 



<400> 3352 

agaaaataaa acttcttcct ggacacctga atcaaagacc agtagaaaga gtttgctaaa 60 
atctgaaaaa gaaaaaaaaa tttcagaaga atggggcttt aaggatattt ctactgctca 120 
gcaa atg ttg aag agg gca cag raa atg aaa tsg aag aaa eta aag aaa 
Met Leu Lys Arg Ala Gin Xaa Met Lys Xaa Lys Lys Leu Lys Lys 
15 10 15 



169 



aaa ata gat tec act gtg cgt eta gcc tta ttc aaa aac aat gaa aat 217 
Lys He Asp Ser Thr Val Arg Leu Ala Leu Phe Lys Asn Asn Glu Asn 

20 25 30 

aaa gtg tct ctt cca aaa tea cca aag atg gta cag ccc aga aga gat 265 
Lys Val Ser Leu Pro Lys Ser Pro Lys Met Val Gin Pro Arg Arg Asp 

35 40 45 

ggt tac ttt gaa ggt ata gaa gaa gac cct ate cac aaa gat acc act 313 
Gly Tyr Phe Glu Gly He Glu Glu Asp Pro He His Lys Asp Thr Thr 

50 55 60 

gca aat gaa aaa tta gaa egg aat aga gaa tat aca tac caa tgg ctt 361 
Ala Asn Glu Lys Leu Glu Arg Asn Arg Glu Tyr Thr Tyr Gin Trp Leu 

65 70 75 

cac aca cag gtt ggg gtt cat gaa acs get agt tec aga aat atg aaa 
His Thr Gin Val Gly Val His Glu Thr Ala Ser Ser Arg Asn Met Lys 
80 85 90 95 

tgc aat cac ttt ttg c 425 
Cys Asn His Phe Leu 
100 



409 



2084 



<210> 3353 
<211> 346 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . . 345 



60 



<400> 3353 

tcaagttaag agatacccac acagggctgc tgggtgccca ggagtcacag gccaggaaac 
agaccggtaa tccggggaga agagctgcac agagggctag actctcgaga tgggctgggg 120 
acctcagtgc tgaggtggga a atg acc aga aag gac tgg cdh tgt gcg gat 171 

Met Thr Arg Lys Asp Trp Xaa Cys Ala Asp 
15 10 
ctg gga gtc agg gtg tea ggc aga ggg cat age aag tgc aga ggc cct 219 
Leu Gly Val Arg Val Ser Gly Arg Gly His Ser Lys Cys Arg Gly Pro 
15 20 25 

~J3 gag gca gga acc age ttg gga cag aac ctg gca ggc cag cag cag gag 267 
fH Glu Ala Gly Thr Ser Leu Gly Gin Asn Leu Ala Gly Gin Gin Gin Glu 
M= 30 35 40 

Li! cca ggt cgc gtg gaa aca tct gec etc agg eta gga tgg aac att cag 315 
f4 Pro Gly Arg Val Glu Thr Ser Ala Leu Arg Leu Gly Trp Asn He Gin 
% 45 50 55 

"% gtt tta twn nsa atg cag tgg gac acc gat t 346 
"~ Val Leu Xaa Xaa Met Gin Trp Asp Thr Asp 
* 60 65 

fU <210> 3354 
fy <211> 195 
£ <212> DNA 

<213> Homo sapiens 

*** <220> 

<221> CDS 
<222> 21. . 194 



<400> 3354 

tcgtgtgtta tcgtgcattt atg cat ttt tct ttc acc tct ttc ttt tgg aat 53 

Met His Phe Ser Phe Thr Ser Phe Phe Trp Asn 
15 10 
gee ctt ttt gca gaa age tac ggg ttt atg agg aac aca cac gca ggc 101 
Ala Leu Phe Ala Glu Ser Tyr Gly Phe Met Arg Asn Thr His Ala Gly 

15 20 25 

aca cac aca caa cgt get gac aaa agg cat cca wtg tea ata agg tea 14 9 

Thr His Thr Gin Arg Ala Asp Lys Arg His Pro Xaa Ser He Arg Ser 

30 35 40 

tec aac tea att aaa aac att ata aag aaa tea acc cct tea cac t 195 
Ser Asn Ser He Lys Asn He He Lys Lys Ser Thr Pro Ser His 
45 50 55 



2085 



<210> 3355 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 231. .425 



<210> 3356 

<211> 437 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 19. .435 



60 



<400> 3355 

atttgagaag tgccctccta tacttagaga aaaggaatat ccatatctct gaagacacag 
ggacacagag agaatctgaa cacacagcct tggtaggatt ccttccgttt atcatcatta 120 
gatcataacc ccytttgtcm agtcctattt ctccargact gcctccttct tcattaaacc 180 
ttgcataaaa actcacaaat ttaaccattt atttggattc ttatttcctt atg aaa 236 

Met Lys 
1 

att cct gtg tgg cat aaa acg tgc ttt tta aaa tct gaa agt ttt tct 284 
He Pro Val Trp His Lys Thr Cys Phe Leu Lys Ser Glu Ser Phe Ser 
^5 10 15 

f£ cct gat aat tta tct gtt agt ttg cct tgt aga cct age cag gta ccc 332 
^ Pro Asp Asn Leu Ser Val Ser Leu Pro Cys Arg Pro Ser Gin Val Pro 
H 1 20 25 30 

U tea cag ggg caa gga aaa tct ttt etc etc eta caa ctt ata cat gag 380 
Ser Gin Gly Gin Gly Lys Ser Phe Leu Leu Leu Gin Leu He His Glu 
35 40 45 50 

gat aaa gec ate cag aat gaa get att ttc cag cct tct ctg cag ct 427 
Asp Lys Ala He Gin Asn Glu Ala He Phe Gin Pro Ser Leu Gin 
55 60 65 



<400> 3356 

accgtggcct gcgacgaa atg 

Met 
1 

tct gga agg aca aaa ttg 
Ser Gly Arg Thr Lys Leu 
15 

aca tec cat gga ttt tat 
Thr Ser His Gly Phe Tyr 
30 

ttt cct ggt gga tec att 
Phe Pro Gly Gly Ser He 
45 

att ctt act ctg aac aat 



gcg aaa agt ctt ttg aag 
Ala Lys Ser Leu Leu Lys 
5 

eta cat caa aca gga ttg 
Leu His Gin Thr Gly Leu 
20 

gag gaa gaa gtg aaa aaa 
Glu Glu Glu Val Lys Lys 
35 

gac ctt cag aag gaa gac 
Asp Leu Gin Lys Glu Asp 
50 55 
cca agt aga atg aat gee 



aca gec tct ctg 51 
Thr Ala Ser Leu 
10 

tea ctt tat agt 99 
Ser Leu Tyr Ser 
25 

aca ctt cag cag 147 

Thr Leu Gin Gin 

40 

aat ggc att ggc 195 
Asn Gly He Gly 

ttt tea ggt gtt 243 



2086 



^0 



gc 

<210> 3357 

<211> 246 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .245 



<400> 3357 

tttcgtgacc caggaatgat cagtgtgtgg cttcctgttc cggttcttag ccttggaggc 
« ccttagcttg c atg ccc ate age agt ggt ggg agt gtt tgt cgt gtg egg 
Met Pro He Ser Ser Gly Gly Ser Val Cys Arg Val Arg 
fU 1 5 10 

PJ gtc gca tgt tgc ttt gca aac atg gtt ttc aac stt cac aat cct aag 

£ Val Ala Cys Cys Phe Ala Asn Met Val Phe Asn Xaa His Asn Pro Lys 

Q 15 20 25 

fi age ttc ctt tgt tgt ccc cat ttt aaa aac aag gaa gtg aga tat gga 

W Ser Phe Leu Cys Cys Pro His Phe Lys Asn Lys Glu Val Arg Tyr Gly 
30 35 40 45 

gag ttg gca ctt ggc eta aac cac att tea cat aca gca g 

Glu Leu Ala Leu Gly Leu Asn His He Ser His Thr Ala 
50 55 



291 



He Leu Thr Leu Asn Asn Pro Ser Arg Met Asn Ala Phe Ser Gly Val 
60 65 70 75 

atg atg eta caa ctt ctg gaa aaa gta att gaa ttg gaa aat tgg aca 
Met Met Leu Gin Leu Leu Glu Lys Val He Glu Leu Glu Asn Trp Thr 

80 85 90 

gag ggg aaa ggc etc att gtc cgt ggg gca aaa aat act ttc tct tea 339 
Glu Gly Lys Gly Leu He Val Arg Gly Ala Lys Asn Thr Phe Ser Ser 

95 100 105 

gga tct gat ctg aat get gtg aaa tea eta gga etc cag aga ctt cct 387 
Gly Ser Asp Leu Asn Ala Val Lys Ser Leu Gly Leu Gin Arg Leu Pro 

110 115 120 

tta ata agt gtt gcg ctg gtt caa ggt tgg gca ttg ggt gga gga gca 435 
Leu He Ser Val Ala Leu Val Gin Gly Trp Ala Leu Gly Gly Gly Ala 
125 130 135 



437 



60 
110 



158 



206 



246 



<210> 3358 
<211> 417 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 168 . .416 



<400> 3358 

gaaaaactcc tgccttaaag ccctaaatgg eggcttcaat atcagtccca ctgagcatga 60 
aattcattta cttaaataaa atctgaatct cagcccaaac ctgggagatt caaaacctga 120 



2087 



In 
u 

•ESS' 



gagcggtctt accaaagacg cccgtatgtc kkggtgaagt cagttgg atg caa gca 176 

Met Gin Ala 
1 

gtt tgt get ggt acc agg gec cca get act gat gaa gtg gca gga gtc 224 
Val Cys Ala Gly Thr Arg Ala Pro Ala Thr Asp Glu Val Ala Gly Val 

5 10 15 

cac aga age eta ctt cga agt tec egg ggc ttc cag ggg aga ttg acg 272 
His Arg Ser Leu Leu Arg Ser Ser Arg Gly Phe Gin Gly Arg Leu Thr 
20 25 30 35 

aga ttc ctg ggg agg cga ttc atg aca get gag ttc ctt ttg gag gat 320 
Arg Phe Leu Gly Arg Arg Phe Met Thr Ala Glu Phe Leu Leu Glu Asp 

40 45 50 

ccg tct tea ggc agt ctg ate ccc cag gaa age age tgg aaa aca aga 368 
Pro Ser Ser Gly Ser Leu lie Pro Gin Glu Ser Ser Trp Lys Thr Arg 

55 60 65 

gca tgt gaa gga age gca sag etc etc gee age cag aca gee age cga c 417 
Ala Cys Glu Gly Ser Ala Xaa Leu Leu Ala Ser Gin Thr Ala Ser Arg 
70 75 80 

<210> 3359 
<211> 364 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



60 



270 



*U <222> 163 . . 363 



Hj <400> 3359 

sfs aagatggtta aaaaccaaaa ceggaggagg cagagtactc ttggtggggc tggtagtggg 

S *J gggaatggat gattttccaa aagagaaaac acttgacctg ggtctgaaag gctgggtatg 120 

J atttaaggca ggcactattg ttcacttgtt agccccaggg cc atg eta etc cac 174 

M Met Leu Leu His 

O i 

ttc ctt caa gga aac aga ggg aag ccg gca agt ggc tgc ctg ggg tgt 222 

Phe Leu Gin Gly Asn Arg Gly Lys Pro Ala Ser Gly Cys Leu Gly Cys 
5 10 15 20 

gtg tec aca cac cat ata gag gca gtt ctt cag etc tgt cag cca tgg 

Val Ser Thr His His He Glu Ala Val Leu Gin Leu Cys Gin Pro Trp 

25 30 35 

cca aag cag gca gta ttt gaa cca cct tgg acc act cct gag ggg cag 318 

Pro Lys Gin Ala Val Phe Glu Pro Pro Trp Thr Thr Pro Glu Gly Gin 

40 45 50 

cat cag aca cca ggc ate ctt tea gac acc att ctt gga gtc tct t 

His Gin Thr Pro Gly He Leu Ser Asp Thr He Leu Gly Val Ser 
55 60 65 

<210> 3360 
<211> 277 
<212> DNA 
<213> Homo sapiens 

<220> 



364 



2088 





<221> CDS 
<222> 92 . .277 



<400> 3360 

caaaaggtag tctattgtgg aaaatgtagc agattgaaga tgtgttttct tatactacaa 60 
accaaaaaaa gacagtttat aaaaactata a atg egg ctg ggt gcg gtg gca 112 

Met Arg Leu Gly Ala Val Ala 

1 5 

cac gec tgt aat ccc age act ttg gga ggc caa gac ggg cga ate acg 160 
His Ala Cys Asn Pro Ser Thr Leu Gly Gly Gin Asp Gly Arg He Thr 

10 15 20 

age cag gag ttc aag ace age ctg acc aac atg agg aaa ccc ttg tct 208 
Ser Gin Glu Phe Lys Thr Ser Leu Thr Asn Met Arg Lys Pro Leu Ser 

25 30 35 

eta ctg gaa atg caa aga att ggc tgg gca tgg tgg tgg gca cct gtg 256 
Leu Leu Glu Met Gin Arg He Gly Trp Ala Trp Trp Trp Ala Pro Val 
40 45 50 55 

r% ate cca get act cga aag get 277 

J He Pro Ala Thr Arg Lys Ala 

<210> 3361 
^ <211> 177 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 16 . . 177 



<400> 3361 

ggttcgggat gagcg atg gca teg gtc aag gtg gee gtg agg gtc egg ccc 51 
Met Ala Ser Val Lys Val Ala Val Arg Val Arg Pro 
15 10 
atg aat cgc agg gaa aag gnn ttg gag gee aag ttc att att cag atg 99 
Met Asn Arg Arg Glu Lys Xaa Leu Glu Ala Lys Phe He He Gin Met 

15 20 25 

gag aaa age aaa acg aca ate asa aac tta aag ata cca gaa gga ggc 147 
Glu Lys Ser Lys Thr Thr He Xaa Asn Leu Lys He Pro Glu Gly Gly 

30 35 40 

act ggg gac tea ggm aga gaa egg rye grc 
Thr Gly Asp Ser Gly Arg Glu Arg Xaa Xaa 
45 50 

<210> 3362 
<211> 296 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . .295 



177 



2089 



60 



220 



268 



296 



<400> 3362 

cctagaatat gagtcaagaa taaactcctt ccctctcagc ttcttttcca tctaaaccac 
tattttcatt cattatatca ccaccccaaa tcttttccct tgttttaact ggccaaattg 120 
cacttcagat aagctagtta ga atg tct ctt twa ata gar tea get ctg get 172 

Met Ser Leu Xaa He Glu Ser Ala Leu Ala 
15 10 
cac aca acc agg aag aaa aac ace tgg cca gtg gca tct gag cct cac 
His Thr Thr Arg Lys Lys Asn Thr Trp Pro Val Ala Ser Glu Pro His 

15 20 25 

ate cca gga gat tea cgc ttc tct eta agg aaa ccc ttc egg atg atg 
He Pro Gly Asp Ser Arg Phe Ser Leu Arg Lys Pro Phe Arg Met Met 

30 35 40 

ggt ate cat cat caa ctt cgt gtg gcg t 
Gly He His His Gin Leu Arg Val Ala 
45 50 

p <210> 3363 

^1 <211> 361 

jjj <212> DNA 

s . s <213> Homo sapiens 

^ <220> 
^ <221> CDS 
^0 <222> 188 . .361 



p <400> 3363 

m acttaaeggt ggtggctggt tctgcgccgg ateegggaga ggggcgggcg ccattgtgct 60 
rjl tcgctgccga ctgcatttcc teagtcaegg gectagaact ccaaggagaa aggeggeggt 120 
s p gcgtgttgct gcgagtggga cgcgcactgg teggtgeegg ctcaggagcc gggaaaaatc 180 
2 tttaaga atg gag tct aaa cct tea agg att cca aga aga att tct gtt 229 
y Met Glu Ser Lys Pro Ser Arg He Pro Arg Arg He Ser Val 

O 1 5 10 

caa cct tec age tec tta agt get agg atg atg tct gga age aga gga 277 

Gin Pro Ser Ser Ser Leu Ser Ala Arg Met Met Ser Gly Ser Arg Gly 

15 20 25 30 

agt agt tta aat gat acc tat cac tea aga gac tct tea ttt aga ttg 325 

Ser Ser Leu Asn Asp Thr Tyr His Ser Arg Asp Ser Ser Phe Arg Leu 

35 40 45 

gat tct gaa tat cag tct aca tea gca tea gca acc 361 
Asp Ser Glu Tyr Gin Ser Thr Ser Ala Ser Ala Thr 
50 55 

<210> 3364 
<211> 298 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .298 



2090 



•• • 



m 



<400> 3364 

ggctcatttc ctggccgctc ctgggcttcg cggaaagaag agattactca cactccttcg 60 
caagcacaga accagttgta ctgagctttt tgctaagctg tttcagccaa ga atg get 118 

Met Ala 
1 

gtg gaa tct gga gtg att tea ace ctg ata cct cag gat cct ccg gaa 166 
Val Glu Ser Gly Val He Ser Thr Leu He Pro Gin Asp Pro Pro Glu 

5 10 15 

caa gaa eta ata eta gtg aaa gta gaa gat aac ttt tec tgg gat gag 214 
Gin Glu Leu He Leu Val Lys Val Glu Asp Asn Phe Ser Trp Asp Glu 

20 25 30 

aaa ttt aag cag aat ggg agt act caa tec tgc caa gaa ttg ttt cgt 
Lys Phe Lys Gin Asn Gly Ser Thr Gin Ser Cys Gin Glu Leu Phe Arg 
35 40 45 50 

cag caa ttc aga aaa ttt tgc tac cag gag aca cct 
Gin Gin Phe Arg Lys Phe Cys Tyr Gin Glu Thr Pro 
55 60 

<210> 3365 
<211> 378 



262 



298 



100 



148 



* s <212> DNA 

^ <213> Homo sapiens 

y 

%P <220> 

%0 <221> CDS 

%g <222> 17. .376 



^ <400> 3365 

lf z atatcattgg tgagga atg gee acc cac tgc cct ctt tac tgt gta gga gca 52 
iU Met Ala Thr His Cys Pro Leu Tyr Cys Val Gly Ala 

-P 1 5 10 

O gat ctg atg atg aac aga hna ggt gag cac gtg tgg agt gag age gag 
O Asp Leu Met Met Asn Arg Xaa Gly Glu His Val Trp Ser Glu Ser Glu 
"~ 15 20 25 

gac tgc ctg cct ttc ttg cag eta gca erg att rca tct cct est gcg 
Asp Cys Leu Pro Phe Leu Gin Leu Ala Xaa He Xaa Ser Pro Xaa Ala 

30 35 40 

gca aga vga cgc tec acg aag tec tgg aaa aag tct tea agt ctt tea 196 
Ala Arg Xaa Arg Ser Thr Lys Ser Trp Lys Lys Ser Ser Ser Leu Ser 
45 50 55 60 

gac ctt tac tgg ggc ttc egg atg cag atg acg atg cgt ttg aag agt 244 
Asp Leu Tyr Trp Gly Phe Arg Met Gin Met Thr Met Arg Leu Lys Ser 

65 70 75 

aca gtg ctg acg tgg aag aag agg age cag agg egg rcc acc ccc aga 2 92 

Thr Val Leu Thr Trp Lys Lys Arg Ser Gin Arg Arg Xaa Thr Pro Arg 

80 85 90 

tgg ggg nng cya gca gta rat ctg ggg get ccc ctn aga agg wga gtv 34 0 

Trp Gly Xaa Xaa Ala Val Xaa Leu Gly Ala Pro Leu Arg Arg Xaa Val 

95 100 105 

kag ccc cac agt aac eta dgt ggg gtc act gee cct cc 378 
Xaa Pro His Ser Asn Leu Xaa Gly Val Thr Ala Pro 
110 115 120 



2091 





<210> 3366 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 232 . .426 



<400> 3366 

aatcgcggtc gcgagccatg gaggaggagg catcgtcccc ggggctgggc tgcagcaagc 60 
cgcacctgga gaagctgacc ctgggcatca cgcgcatcct aggmytgtga rgwtgwtgag 12 0 
wtacmavacc tkgattaagg tamattaaaa tggcaaaagc aagattatcc agaatcttcc 180 
ccaggtgtga ctgaggtgac catcatagaa aagcctcctg ctgaacgtca t atg att 237 

Met lie 
1 

tct tec tgg gaa caa aag aat aac tgt gtg atg cct gaa gat gtg aag 2 85 

"% Ser Ser Trp Glu Gin Lys Asn Asn Cys Val Met Pro Glu Asp Val Lys 
^5 10 15 

!H" S aac ttt tac ctg atg acc aat ggc ttc cac atg aca tgg agt gtg aag 333 
^ Asn Phe Tyr Leu Met Thr Asn Gly Phe His Met Thr Trp Ser Val Lys 
k! 20 25 30 

*S ctg gat gag cam ate att cca ctg gga age atg gca att aac age ate 3 81 

%p Leu Asp Glu Xaa He He Pro Leu Gly Ser Met Ala He Asn Ser He 
■,f\ 35 40 45 50 

T tea aaa ctg dct cag etc acc cag tct tec atg tat tea ctt cct 
*** Ser Lys Leu Xaa Gin Leu Thr Gin Ser Ser Met Tyr Ser Leu Pro 

55 60 65 



ns 



a 427 



<210> 3367 

<211> 299 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .297 



<400> 3367 

gagegaggeg gggccgccgg ggccgcc atg gag ccc gac teg gtg att gag gac 54 

Met Glu Pro Asp Ser Val He Glu Asp 
1 5 
aag acc ate gag etc atg ata agt aat gga aca tea tct gtg ate gtc 
Lys Thr He Glu Leu Met He Ser Asn Gly Thr Ser Ser Val He Val 
10 15 20 25 

tec aga aag agg cca tea gaa gga aac tat caa aaa gam wnn gac ttg 
Ser Arg Lys Arg Pro Ser Glu Gly Asn Tyr Gin Lys Xaa Xaa Asp Leu 

30 35 40 

tgt att aaa rta ttc age act ttg aga ggc caa ggc age aga gee ctt 
Cys He Lys Xaa Phe Ser Thr Leu Arg Gly Gin Gly Ser Arg Ala Leu 
45 50 55 



102 



150 



198 



2092 





get aga age cag tgg cat get ctt gaa ctt ccc age ctg cag aac tat 246 
Ala Arg Ser Gin Trp His Ala Leu Glu Leu Pro Ser Leu Gin Asn Tyr 

60 65 70 

gag eta aaa ttc tec act tta gca ata ctt aca gga tct ggg aca cac 294 
Glu Leu Lys Phe Ser Thr Leu Ala He Leu Thr Gly Ser Gly Thr His 
75 80 85 

2 99 

aga cc 

Arg 

90 

<210> 3368 
<211> 205 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 10 . .204 



yi <400> 3368 

y cctccaaaa atg age aag cct ggt tea cct gga tct gta att cct get caa 51 
**" Met Ser Lys Pro Gly Ser Pro Gly Ser Val He Pro Ala Gin 

15 10 

® gca cac ggg aaa ata ttc aca aaa cca gat ccc caa tgg gac tec aca 99 

^ Ala His Gly Lys He Phe Thr Lys Pro Asp Pro Gin Trp Asp Ser Thr 

€l 15 20 25 30 

s gtt agt gca tec gaa get gaa aat ggt gtt cac eta aaa aca gag etc 147 

O Val Ser Ala Ser Glu Ala Glu Asn Gly Val His Leu Lys Thr Glu Leu 

fy 35 40 45 

pi caa caa aaa cag eta tea aat aac aac caa gca ctt tea aag aat cat 

"5 Gin Gin Lys Gin Leu Ser Asn Asn Asn Gin Ala Leu Ser Lys Asn His 
X 50 55 60 



yj 



195 



205 



cct cct cag a 
Pro Pro Gin 
65 

<210> 3369 
<211> 354 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 26. .352 



<400> 3369 

attctggtct cagagectga ggctg atg gee tgt ggg gaa att tea ggg gag 52 

Met Ala Cys Gly Glu He Ser Gly Glu 
1 5 
cac aga gag gaa gaa agg aga acg gaa acc cgt cca ggg gec cca gee 
His Arg Glu Glu Glu Arg Arg Thr Glu Thr Arg Pro Gly Ala Pro Ala 
10 15 20 25 



100 



2093 





yy c 


cc t 


t ta 


caa 


aca 


gag 


gca 


aaa 
yyy 


tea 


OQC 


gaa 


abn 


Qaq 


qqc 


caa 


gtc 


01 y 


Pro 


Leu 


Gin 


Thr 


Glu 


Ala 


Glv 


Ser 


Glv 


Glu 


Xaa 


Glu 


Gly 


Gin 


Val 










30 










35 










40 




gca 


y d l. 


gaa 


99 c 


^99 


agt 


ctg 




cct 


r t a 


at r 


tea 


aca 
y ^y 


aaa 


age 


aaa 


rt. J. Cl 




Ul u 


uiy 




Ser 


Leu 


Ser 


Pro 


Leu 


Val 


Ser 


Ala 


Glu 


Ser 


Arq 








A c 
ft D 










RO 










55 








rah 


ni~ r 
y ll 


CCC 


cca 


gga 


egg 


art 


cct 


get 


tgc 


tec 


cqa 


Zj Zf -) 


QCq 

-3 v Z3 


cct 


Gly 


His 


Val 


Pro 


Pro 


Gly Arg 


Ala 


Pro 


Ala 


Cys 


Ser 


Arg 


Gly 


Ala 


Pro 






60 










65 










70 








tgg 


cag 


ggc 


gga 


cat 


tgg 


aag 


ctg 


aat 


gcg 


gag 


gaa 


gca 


tec 


gga 


age 


Trp 


Gin 


Gly 


Gly 


His 


Trp 


Lys 


Leu 


Asn 


Ala 


Glu 


Glu 


Ala 


Ser 


Gly 


Ser 




75 










80 










85 










ggc 


get 


ctt 


ggc 


. etc 


age 


cct 


cct 


gtc 


ctg 


gga 


tgg 


agt 


ttt 


gec 


atg 


Gly 


Ala 


Leu 


Gly 


Leu 


Ser 


Pro 


Pro 


Val 


Leu 


Gly Trp 


Ser 


Phe 


Ala 


Met 


90 










95 










100 










105 


ttg 


cgc 


agg 


ctg 


gt 
























Leu 


Arg 


Arg 


Leu 



























I*J 


<210> 


3370 


. 


<211> 


256 


m 


<212> 


DNA 


y 


<213> 
<220> 


Homo sapiens 




<221> 


CDS 




<222> 


54 . .254 



148 



196 



244 



292 



340 



354 



<400> 3370 

ctcatgcctc ctcctgtccc cattgtactt cctgaaagag cagcccatcc ctg atg 56 

Met 
1 

J ggg cca cct cct cac atg gca get gca etc age gee age tea gag cat 104 
Gly Pro Pro Pro His Met Ala Ala Ala Leu Ser Ala Ser Ser Glu His 

5 10 15 

tec agt get cca get gtt tgg aac tct ytc tgc tgt aac age cct tea 152 
Ser Ser Ala Pro Ala Val Trp Asn Ser Xaa Cys Cys Asn Ser Pro Ser 

20 25 30 

agg tct cct aat tgc cag age ccc tgc ttt ccc etc agt cct aac tec 200 
Arg Ser Pro Asn Cys Gin Ser Pro Cys Phe Pro Leu Ser Pro Asn Ser 

35 40 45 

ccc ttg agg ccc cct get ctg gec cag age ttc etc act cac tec tct 248 
Pro Leu Arg Pro Pro Ala Leu Ala Gin Ser Phe Leu Thr His Ser Ser 
50 55 60 65 

get gee aa 256 
Ala Ala 

<210> 3371 

<211> 251 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



2094 




m 



<222> 90 . .251 



<400> 3371 

aatagttccc atggtttcct ttgctcccag cggttgcgcg ggctgggttt ttggagcaaa 60 
ggcaacggat actgctgagg ctcctgaga atg tec cgt ttt cga ggc tgc agt 113 

Met Ser Arg Phe Arg Gly Cys Ser 

1 5 

age tec ggt gtc egg ttc trc agt gee cga gag gga ggc etc ggg etc 161 
Ser Ser Gly Val Arg Phe Xaa Ser Ala Arg Glu Gly Gly Leu Gly Leu 

10 15 20 

egg gcg ggg gaa tgt gtt gca gtt tgt ccn dga gee cca age cca gca 209 
Arg Ala Gly Glu Cys Val Ala Val Cys Pro Xaa Ala Pro Ser Pro Ala 
25 30 35 40 

aag ccg ccc gtt ccc cgc tgg ggc gca act etc act gga act 251 
Lys Pro Pro Val Pro Arg Trp Gly Ala Thr Leu Thr Gly Thr 
45 50 

<210> 3372 

<211> 242 

<212> DNA 

<213> Homo sapiens 



UJ <220> 

=H <221> CDS 

iff <222> 45. .242 

I 

L <400> 3372 

^ tagtacaggt tgagcatctc aaatttggaa gttcaaagtc tgaa atg etc cag ate 56 
ly Met Leu Gin lie 

m i 

«P aga aac ttt ttg age act gat atg atg etc aaa gga aat ret cat tgg 104 
O Arg Asn Phe Leu Ser Thr Asp Met Met Leu Lys Gly Asn Xaa His Trp 
H 5 10 15 20 

age att ttg gga wtt yea kaa tct gtg gat ttg aga tgc tea ace agt 152 
Ser lie Leu Gly Xaa Xaa Xaa Ser Val Asp Leu Arg Cys Ser Thr Ser 

25 30 35 

aag tat art aga get att ccc aag ate cga aaa aat tct gaa ate aga 200 
Lys Tyr Xaa Arg Ala He Pro Lys He Arg Lys Asn Ser Glu He Arg 

40 45 50 

age act tct ggt bec agg cat ttt gga gaa ggg atg etc aac 242 
Ser Thr Ser Gly Xaa Arg His Phe Gly Glu Gly Met Leu Asn 
55 60 65 

<210> 3373 

<211> 215 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .214 



2095 



<400> 3373 

atacactatt atg tgt caa tat att aat tat ata tta att aca ttt ata 
Met Cys Gin Tyr He Asn Tyr He Leu He Thr Phe He 
15 10 



gag 


gtt 


agg 


tat 


ata 


tgg 


cag 


ate 


ata 


tct 


gag 


cgt 


gaa 


tta 


cat 


tct 


97 


Glu 


Val 


Arg 


Tyr 


He 


Trp 


Gin 


He 


He 


Ser 


Glu 


Arg 


Glu 


Leu 


His 


Ser 






15 










20 










25 












cca 


ata 


ttt 


kta 


ttt 


gtc 


atg 


att 


tat 


tgc 


agg 


gtt 


cac 


tta 


ttk 


gat 


145 


Pro 


He 


Phe 


Xaa 


Phe 


Val 


Met 


He 


Tyr 


Cys 


Arg 


val 


His 


Leu 


Xaa 


Asp 




30 










35 










40 










45 




eta 


ccc 


caa 


ctt 


aag 


aca 


cat 


ttc 


caa 


gaa 


aat 


ate 


cat 


cac 


act 


aga 


193 


Leu 


Pro 


Gin 


Leu 


Lys 


Thr 


His 


Phe 


Gin 


Glu 


Asn 


He 


His 


His 


Thr 


Arg 












50 










55 










60 




215 


aag 


aaa 


gaa 


aga 


gga 


agg 


aag 


g 


















Lys 


Lys 


Glu 


Arg 


Gly 


Arg 


Lys 























0 


<210> 
<211> 


3374 
214 


in 


<212> 


DNA 


~? - 


<213> 


Homo 










<220> 






<221> 


CDS 




<222> 


62 . . 



<400> 3374 

agaccccgcc ccccttaaga agagaagecg cggcccctgc aggaeggggg cctgtgtcgc 60 
iy t atg ggt tec ccc gee gee ccg gag gwa gsg ctg ggc tac gtc cgc gag 109 

Met Gly Ser Pro Ala Ala Pro Glu Xaa Xaa Leu Gly Tyr Val Arg Glu 
=P i 5 10 15 

O ttc act cgc vca mtc etc cga cgt get gkg caa cct caa acg age tkc 157 
Q Phe Thr Arg Xaa Xaa Leu Arg Arg Ala Xaa Gin Pro Gin Thr Ser Xaa 
^ 20 25 30 

gec tgc scg gga tec tea ctg asg tea cgc tgc tgm knt ggc ggg caa 
Ala Cys Xaa Gly Ser Ser Leu Xaa Ser Arg Cys Xaa Xaa Gly Gly Gin 

35 40 45 

ccc etc aga 
Pro Leu Arg 
50 



205 



214 



<210> 3375 

<211> 287 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 110 . .286 



<400> 3375 



2096 



•• • 



*5 



<220> 
<221> CDS 
<222> 150 . .302 



caatggaaca gaacagagcc ctcagaaata acgccgctta tctacagcta tctgatcttt 60 
gacaaacctg agaaaaacaa gcaatgggga aagattccct atttaataa atg gtg ctg 118 

Met Val Leu 
1 

gga aac tgg tta gcc ata tgt aga aag ctg aaa ctg gat ccc ttc ctt 166 
Gly Asn Trp Leu Ala He Cys Arg Lys Leu Lys Leu Asp Pro Phe Leu 

5 10 15 

aca cct tat asa aaa ate aat tea aga tgg att aaa gac tta aac gtt 214 
Thr Pro Tyr Xaa Lys He Asn Ser Arg Trp He Lys Asp Leu Asn Val 
20 25 30 35 

aga cct aaa acc ata aaa rcc eta gaa gar aac eta ggc att ace att 
Arg Pro Lys Thr He Lys Xaa Leu Glu Glu Asn Leu Gly He Thr He 

40 45 50 

cag gac ata ggc atg ggc aag gac t 287 
Gin Asp lie Gly Met Gly Lys Asp 
55 

<210> 3376 
Q <211> 304 
,f\ <212> DNA 
=r <213> Homo sapiens 



262 



a- <400> 3376 

p cttgcttcca atttatwtgc tactacaaaa tgattaaaat gagtgacttg taaaaaaacc 60 

?y aaataaatat gttgaaatta aatcaaagtt tgaacagatc ttgagaggta cctagtaatt 120 

hi gaataggggt ggaataawac taatcacat atg tgc agg aaa cag cac ata gtw 173 

3 jf Met Cys Arg Lys Gin His He Val 

1 is 

2 cag ttt ggg ttt ggg caa ggw rag agt agg age caa ggc tgg aaa ggt 221 
O Gin Phe Gly Phe Gly Gin Gly Xaa Ser Arg Ser Gin Gly Trp Lys Gly 

10 15 20 

gag tta aag atg gmt tgt ggg cca ggc gtg gtg get cgt gcc tgw ama 269 
Glu Leu Lys Met Xaa Cys Gly Pro Gly Val Val Ala Arg Ala Xaa Xaa 
25 30 35 40 

tgc car cac ttt ggg agg cag agg egg cca ate ac 
Cys Gin His Phe Gly Arg Gin Arg Arg Pro He 
45 50 

<210> 3377 
<211> 207 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . .205 



304 



<400> 3377 



2097 





207 



ctatggtcca caaaggcgga ag atg atg ttt atg gga ttt ate cgt ctg gga 52 

Met Met Phe Met Gly Phe lie Arg Leu Gly 
15 10 
gtg tgg tac aac ttc ttc cga gec tgg aac gga ggc ttc tct gga aac 100 
Val Trp Tyr Asn Phe Phe Arg Ala Trp Asn Gly Gly Phe Ser Gly Asn 

15 20 25 

ctg gaa gga gaa ggc ttc ate ctt ggg gga gtt ttc gwg gtg gga tea 148 
Leu Glu Gly Glu Gly Phe He Leu Gly Gly Val Phe Xaa Val Gly Ser 

30 35 40 

gga aag cag ggc att ctt ctt gag cac cga gaa aaa gaa ttt gga gac 196 
Gly Lys Gin Gly He Leu Leu Glu His Arg Glu Lys Glu Phe Gly Asp 

45 50 55 

aaa gta aac ct 
Lys Val Asn 
60 

<210> 3378 

<211> 226 
Q <212> DNA 
,p s <213> Homo sapiens 

sV <220> 

J** <221> CDS 

<222> 38. .226 

=fi <400> 3378 

s aggatctcag ggtgagtctg gtaadaagee ttctgaa atg tta gac cag aga att 55 

Met Leu Asp Gin Arg He 
ft\ 15 
^ ate tgg aga ggg agg aaa tgc agg gca agt tec tgc aaa gec tea cac 103 
"J: He Trp Arg Gly Arg Lys Cys Arg Ala Ser Ser Cys Lys Ala Ser His 
i 10 15 20 

O tea tgt tgg tct cam csg atg ttt ate agg gag aaa cag cct gta etc 151 
Q Ser Cys Trp Ser Xaa Xaa Met Phe He Arg Glu Lys Gin Pro Val Leu 
25 30 35 

cca ggg cag ccg ttt gaa egg gca gag ccc act ttg ttc etc gat tct 199 
Pro Gly Gin Pro Phe Glu Arg Ala Glu Pro Thr Leu Phe Leu Asp Ser 

40 45 50 

gtt tct ttc cat gca ate cgc cct tec 226 
Val Ser Phe His Ala He Arg Pro Ser 
55 60 

<210> 3379 

<211> 424 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . . 424 



<400> 3379 



2098 



265 



313 



atacgatgta ctttttttaa tgccgttgaa acagagttaa tttcctttag cacacaagtc 60 
ttrgagacaa aatnnaaaaa ggtctgcaac atgaaaagtc acaggcatca cawtcctcwt 120 
ttggcccctc tec atg ata tta tta tea gac aaa ate cag tct tct aaa 169 
Met He Leu Leu Ser Asp Lys He Gin Ser Ser Lys 
15 10 
aga gaa gtc caa tgt aat ttt act gaa aaa aat tat ace ttg att cca 217 
Arg Glu Val Gin Cys Asn Phe Thr Glu Lys Asn Tyr Thr Leu He Pro 

15 20 25 

gca gat ate aag aaa gat gtt act ata ctt gat etc agt tat aac caa 
Ala Asp He Lys Lys Asp Val Thr He Leu Asp Leu Ser Tyr Asn Gin 

30 35 40 

att act ctt aat ggt aca gac aca aga gtt eta cag aca tac ttt tta 
He Thr Leu Asn Gly Thr Asp Thr Arg Val Leu Gin Thr Tyr Phe Leu 
45 50 55 60 

etc ayw gag etc tat ttg att gag aac aag gtt act ate tta cat aat 3 61 

Leu Xaa Glu Leu Tyr Leu He Glu Asn Lys Val Thr He Leu His Asn 

65 70 75 

aac ggt ttt ggt aac etc tec agt eta gaa att tta aat ate tgt aga 
^ Asn Gly Phe Gly Asn Leu Ser Ser Leu Glu He Leu Asn He Cys Arg 
J 80 85 90 

aac tec ate tat gtt 
Asn Ser He Tyr Val 

*B <210> 3380 

y3 <211> 393 

*g <212> DNA 

a <213> Homo sapiens 

m <220> 
LH <221> CDS 
= ^ <222> 198 . .392 



409 



424 



60 



230 



278 



<400> 3380 

atttttatca gtgeagtatt ggacaggata gagaaatttt cagtgcaggg tctggctaaa 
gcatgttttg ggtcagtgtc tcaacctctg gtctgggagt ccctggacct agaacattta 120 
cttaattaac tgttgttggg acatttgagt attgecatea aagtcactaa tagccatggt 180 
tcttggattt ttggatt atg gat ccc ttt gaa aag cat ttg aaa gtt atg 

Met Asp Pro Phe Glu Lys His Leu Lys Val Met 
1 5 10 

tgc cat ctt ccc tea aag gca cat aaa egg aac ttt atg tac agt ttc 
Cys His Leu Pro Ser Lys Ala His Lys Arg Asn Phe Met Tyr Ser Phe 

15 20 25 

agg gtg gta agg aac ccc tgc aat eta ttt atg gat cat agg tta ata 326 
Arg Val Val Arg Asn Pro Cys Asn Leu Phe Met Asp His Arg Leu He 

30 35 40 

att cct get atg gga act gaa gat acc aag ata gag aag tct agt att 374 
He Pro Ala Met Gly Thr Glu Asp Thr Lys He Glu Lys Ser Ser He 

45 50 55 

tta gga atg tat aat aaa t 
Leu Gly Met Tyr Asn Lys 
60 65 



393 



2099 



•• • 



<210> 3381 
<211> 368 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 195. .368 



<400> 3381 

atcccggggg ccagtcgcgg ccgggacatc gggcgctgcg gccggggacc cgctgctgag 60 
atagacagaa tatggcagag ctttatgagc cagagggacc agtagattgg aaggaacgat 120 
gtgtagctct ggagtcccaa ctcatgaaat ttagagttca agcaagcaag atacgagagc 
ttttagcata gaag atg caa cag ctt gag aga caa gtt att gat get gaa 
Met Gin Gin Leu Glu Arg Gin Val He Asp Ala Glu 
15 10 
cgt caa gca gaa aaa get ttt caa cag gta caa gtt atg gaa gat aaa 
« Arg Gin Ala Glu Lys Ala Phe Gin Gin Val Gin Val Met Glu Asp Lys 
% 15 20 25 

?Z tta aaa gca get aat att caa ace agt gaa tea gag aca aga tta tat 
¥ 1 Leu Lys Ala Ala Asn He Gin Thr Ser Glu Ser Glu Thr Arg Leu Tyr 
H 30 35 40 

ly ■ aat aag tgt caa gat ctg gag teg eta ata cag gaa aaa gat 
*S Asn Lys Cys Gin Asp Leu Glu Ser Leu He Gin Glu Lys Asp 
%Q 45 50 55 

s <210> 3382 

f*l <211> 400 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 8 . .400 



IU 



180 
230 



278 



326 



368 



<400> 3382 

caaaaca atg cat ctg cag 
Met His Leu Gin 
1 

aag tct tgg cag gag gac 
Lys Ser Trp Gin Glu Asp 
15 20 
caa get gga aga atg aat 
Gin Ala Gly Arg Met Asn 
35 

gta tta tea cac cgc agt 
Val Leu Ser His Arg Ser 
50 

cat gat cca gaa aag ttg 
His Asp Pro Glu Lys Leu 
65 

aga att cga aga tea tec 



aga gat ggg gag gag cca 
Arg Asp Gly Glu Glu Pro 
5 10 
tct gag tct gga gaa get 
Ser Glu Ser Gly Glu Ala 
25 

cat cac ccc ttg gaa gag 
His His Pro Leu Glu Glu 
40 

tta gat ttt ggt caa age 
Leu Asp Phe Gly Gin Ser 
55 

gat tec tea tct aaa gca 
Asp Ser Ser Ser Lys Ala 
70 

ttt agt tea aaa gat gaa 



ttt cct get ttt 49 
Phe Pro Ala Phe 

cag ctg tct cca 97 
Gin Leu Ser Pro 
30 

gac tgt cct cca 145 
Asp Cys Pro Pro 
45 

cag cgt ttc eta 193 
Gin Arg Phe Leu 
60 

ctg tct ttt act 241 

Leu Ser Phe Thr 

75 

aag aga gag gac 2 89 



2100 





gtc ttt ga 
Val Phe 

<210> 3384 
<211> 417 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 245 . .415 



<400> 3384 

tagcactaaa tcccacatca aaaagttagg aagaactcaa attaataacc taacatcaca 



400 



Arg He Arg Arg Ser Ser Phe Ser Ser Lys Asp Glu Lys Arg Glu Asp 

80 85 90 

aga aca cct tat cag ctg gtc aag aaa ctt cag aag aaa ate aga caa 337 
Arg Thr Pro Tyr Gin Leu Val Lys Lys Leu Gin Lys Lys He Arg Gin 
95 100 105 110 

ttt gag gaa cag ttt gaa agg gaa aga aat age aag sec tec tac agt 3 85 

Phe Glu Glu Gin Phe Glu Arg Glu Arg Asn Ser Lys Xaa Ser Tyr Ser 

115 120 125 

gat att gee gec aaa 
Asp He Ala Ala Lys 
130 

<210> 3383 
<211> 313 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .311 



M- <400> 3383 

;,f aaatagggag aaatggcgac ggagcctggc tgtgggccca tctttggaaa aaagatctgg 60 

^ gaatgattgt ctagcctcca gcctcaactt acttg atg ctt gag aga etc aaa 113 
^ Met Leu Glu Arg Leu Lys 

45 15 

^3 gec ccg tgg tea get gee ctg caa aga aag tat ttt gac ctt ggc att 161 

* Ala Pro Trp Ser Ala Ala Leu Gin Arg Lys Tyr Phe Asp Leu Gly He 
Q 10 15 20 

PJ tgg aca get ccc ate tct ccc atg gec ctg aca atg ctg aat ggg etc 

Hi Trp Thr Ala Pro He Ser Pro Met Ala Leu Thr Met Leu Asn Gly Leu 

4* ctg att aag gac tea age cca cct atg ctg ctg cac cag gtt aac aag 257 
^ Leu He Lys Asp Ser Ser Pro Pro Met Leu Leu His Gin Val Asn Lys 
O 40 45 50 

act gec cag tta gat ace ttc aac tac cag age tgc ttt atg caa agt 
Thr Ala Gin Leu Asp Thr Phe Asn Tyr Gin Ser Cys Phe Met Gin Ser 
55 60 65 70 



209 



305 



313 



60 



2101 





actgaaagaa ctagagaagc aagacaaaac cccaaagcta gaggaagaca agaaataact 120 
gaaaatctga gctgaactga aagaaaccga gacatgaaaa aaagaaattc aaaagatcta 180 
tgaattccgg gtaggtttct tgaaaatatt aataagaaag tctgctagca gactaataca 240 
gagg atg att gaa aga aac aca att aga aat gac aaa ggg aat gtt acc 289 
Met He Glu Arg Asn Thr He Arg Asn Asp Lys Gly Asn Val Thr 
x 5 10 15 

act gac ccc aca gaa ata gaa aca gcc ate aga aac tac tgc aaa cac 337 
Thr Asp Pro Thr Glu He Glu Thr Ala He Arg Asn Tyr Cys Lys His 

20 25 30 

ttc tat gca tac aaa eta gaa aac ttc aaa gag atg gat aaa ttc atg 
Phe Tyr Ala Tyr Lys Leu Glu Asn Phe Lys Glu Met Asp Lys Phe Met 

35 40 45 

gag aaa tac acc etc cca caa ctg age cat ga 
Glu Lys Tyr Thr Leu Pro Gin Leu Ser His 
50 55 

<210> 3385 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101. .454 



385 



417 



<400> 3385 

^ aaccccgggg ttccgcggtg gaggggtget atactgggat geaggegegg eggggactgg 60 

s cagcaatcat gecctgggag etaaegtaga gctttggata atg ctt ttg caa gtt 115 

0 Met Leu Leu Gin Val 

fU 15 

m gta cga gaa ggg aag ttc teg ggg ttt ctt gac cct cct gca gcc tec 163 

jj: Val Arg Glu Gly Lys Phe Ser Gly Phe Leu Asp Pro Pro Ala Ala Ser 

h 10 15 20 

tct tgc etc ggg ctg ccm aga tct tgg egg ctg agg ctg get tac ctt 211 
Ser Cys Leu Gly Leu Pro Arg Ser Trp Arg Leu Arg Leu Ala Tyr Leu 

25 30 35 

cga gcc gtt cct tea tgg gat ttg ctg etc cct tea cca aca age gaa 
Arg Ala Val Pro Ser Trp Asp Leu Leu Leu Pro Ser Pro Thr Ser Glu 

40 45 50 

agg ctt act egg age gta gaa tea tgg ggt aag cat tct ctg cct tgc 
Arg Leu Thr Arg Ser Val Glu Ser Trp Gly Lys His Ser Leu Pro Cys 

55 60 65 

ate ctt gca cct ccc ttt tec etc caa ata dbn ctg tec agg caa gaa 
He Leu Ala Pro Pro Phe Ser Leu Gin He Xaa Leu Ser Arg Gin Glu 
70 75 80 85 

tgt cag ggt ate ate ggt ggg cma gat tea tec eta gcc ate ccc etc 
Cys Gin Gly He He Gly Gly Xaa Asp Ser Ser Leu Ala He Pro Leu 

90 95 100 

ccc age tac aat act gat cct cag tec tec cct gcc act ctt ccg acc 451 
Pro Ser Tyr Asn Thr Asp Pro Gin Ser Ser Pro Ala Thr Leu Pro Thr 
105 HO 115 



259 



307 



355 



403 



tta at 
Leu 



456 



2102 





I 

iy 

o 

si' 



105 



153 



201 



249 



<210> 3386 
<211> 445 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .444 



<400> 3386 

ctctttggtt acgctcgtca gccggtcggc cgccgcctcc agccgtgtgc cgct atg 57 

Met 
1 

gga gtc ccg gcg ttc ttc cgc tgg etc age cgc aag tac ccg tec ate 
Gly Val Pro Ala Phe Phe Arg Trp Leu Ser Arg Lys Tyr Pro Ser He 

5 10 15 

ata gtc aac tgc gtg gaa gag aag cca waa gaa tgc aat ggt gta aag 
He Val Asn Cys Val Glu Glu Lys Pro Xaa Glu Cys Asn Gly Val Lys 
20 25 30 

% <p* att cca gtt gat gee agt aaa cct aat cca aat gat gtg gag ttt gat 
He Pro Val Asp Ala Ser Lys Pro Asn Pro Asn Asp Val Glu Phe Asp 

35 40 45 

aat ctg tat ttg gat atg aat gga ate ate cat ccc tgt act cat cct 
Asn Leu Tyr Leu Asp Met Asn Gly He He His Pro Cys Thr His Pro 
50 55 60 65 

gaa gac aaa cca gca cca aaa aat gaa gat gaa atg atg gtt gca att 2 97 

Glu Asp Lys Pro Ala Pro Lys Asn Glu Asp Glu Met Met Val Ala He 
70 75 80 

PJ ttt gag tac att gac aga ctt ttc agt att gta aga cca aga aga ctt 345 
Phe Glu Tyr He Asp Arg Leu Phe Ser He Val Arg Pro Arg Arg Leu 

85 90 95 

etc tac atg gca ata gat gga gtg gca cca cgt get aaa atg aac cag 3 93 

Leu Tyr Met Ala He Asp Gly Val Ala Pro Arg Ala Lys Met Asn Gin 

100 105 HO 

cag cgt tea agg agg ttc aag ggc ate aaa aga agg cat gga age age 441 
Gin Arg Ser Arg Arg Phe Lys Gly He Lys Arg Arg His Gly Ser Ser 

115 120 125 

agt c 
Ser 
130 

<210> 3387 
<211> 180 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 12 . . 179 



<400> 3387 



445 



2103 





01 



98 



tcaaccagtg c atg ata tct ttc ccc atg gtg gtc ttc etc tat ccc ttc 50 
Met He Ser Phe Pro Met Val Val Phe Leu Tyr Pro Phe 
1 5 10 

etc aaa tgg tgg aga gac ccc tgc cgc cgt gag eta ccc ace ttc cac 
Leu Lys Trp Trp Arg Asp Pro Cys Arg Arg Glu Leu Pro Thr Phe His 

15 20 25 

tgg ttc etc ctg gag ctg gec ate ttc acg ctg ate gag gaa ggt cct 146 
Trp Phe Leu Leu Glu Leu Ala He Phe Thr Leu He Glu Glu Gly Pro 
30 35 40 45 

wgt tct act att yac ace ggc tec ttc acc cgw c 180 
Xaa Ser Thr He Xaa Thr Gly Ser Phe Thr Arg 
50 55 

<210> 3388 
<211> 211 
<212> DNA 

<213> Homo sapiens 

<220> 
f% <221> CDS 

<222> 53 . .211 



<400> 3388 

*S acactcatgc ctgaagttga cgagaactat cctcctccag ttaaggagga gg atg ctg 58 
t fl Met Leu 

1 



s ctt ctg ttt aga cca aaa tct ccc tta tac agg gaa get ccc tgt agt 

m Leu Leu Phe Arg Pro Lys Ser Pro Leu Tyr Arg Glu Ala Pro Cys Ser 
% 5 10 15 

Lr H gca age ctg aca agg gca etc tea twe atg ctg ggg get grg ggg aag 
§ S Ala Ser Leu Thr Arg Ala Leu Ser Xaa Met Leu Gly Ala Xaa Gly Lys 
4* 20 25 30 

O ctt ctg gac tea atg tct egg aca cct ctk gnd ccc awa caa gtc aaa 
O Leu Leu Asp Ser Met Ser Arg Thr Pro Leu Xaa Pro Xaa Gin Val Lys 

35 40 45 50 

gga aga gca 

Gly Arg Ala 

<210> 3389 
<211> 234 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . .232 



<400> 3389 

g atg get ctg tct ggg ggg ctg egg tgc tgc cgc egg gta ctg tec tgg 
Met Ala Leu Ser Gly Gly Leu Arg Cys Cys Arg Arg Val Leu Ser Trp 
15 10 15 

gtg cca gtg etc gtt att gtc etc gtc gtg etc tgg tec tac tat gee 



106 



154 



202 



211 



49 



97 



2104 



Val Pro Val Leu Val He 
20 

tac gtc ttt gaa etc tgc 
Tyr Val Phe Glu Leu Cys 
35 

gtt att tac etc ata etc 
Val He Tyr Leu He Leu 
50 

acc tac tgg aag tct ate 
Thr Tyr Trp Lys Ser He 
65 70 



Val Leu Val Val Leu Trp 
25 

ctg gtg act gtt ttg age 
Leu Val Thr Val Leu Ser 
40 

tac cat gec ate ttt gtg 
Tyr His Ala He Phe Val 
55 60 
ttt aca etc cca cag cag 
Phe Thr Leu Pro Gin Gin 
75 



Ser Tyr Tyr Ala 
30 

cca gca gaa aaa 145 

Pro Ala Glu Lys 

45 

ttc ttt acc tgg 193 
Phe Phe Thr Trp 

ccg aa 234 
Pro 



<210> 3390 

<211> 367 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 157 . . 366 



y = 

:^ <400> 3390 

W tttgtccctg tgcttgtaca tcttcctttt atttgtgtgt 

**S . gaaggcagtt ggtaagaact agattgeatg tacaaagaca 

%S gtggtcctga ggttacagtt gaattagaaa aacgaa atg 

,n Met 

"He? 

1 

f*t aga aag caa acc ttt caa atg aga gtg atg att 

2^ Arg Lys Gin Thr Phe Gin Met Arg Val Met He 

Sr! 10 15 

% agt ttt ttt etc tea aat aat gtt ctt tat ttc 
Ser Phe Phe Leu Ser Asn Asn Val Leu Tyr Phe 



25 



30 



tta age atg age agg gat aaa caa etc eta gaa 
Leu Ser Met Ser Arg Asp Lys Gin Leu Leu Glu 

40 45 
ctt cct gga ttt tct ctg ttg tta aat cac aaa 
Leu Pro Gly Phe Ser Leu Leu Leu Asn His Lys 
55 60 65 



tatagttc 
ggtttact 
tac tta 
Tyr Leu 

tct tta 
Ser Leu 

acg aaa 
Thr Lys 

35 
gga act 
Gly Thr 
50 

aat gat 
Asn Asp 



ta ttccatttga 60 
aa gtgctgtaca 120 
cag gaa ata 174 
Gin Glu He 
5 

aaa aaa rtc 222 

Lys Lys Xaa 

20 

teg tea ate 270 
Ser Ser He 

caa ttc att 318 
Gin Phe He 

agt ccc caa a 367 
Ser Pro Gin 
70 



<210> 3391 

<211> 382 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 138 . .380 



<400> 3391 

acattcagag aaacttggtt gctgtctttg ctgtcaggaa agaggaagac tacctagaca 
tgttgctcca gagcagaatt tccagcagta gattgaacct teggaggecg agtcccagcc 



2105 




ru 



60 

gac ttt aag gac ccg ccg ac 
Asp Phe Lys Asp Pro Pro 
80 



yg <210> 3392 
gp 5 <211> 338 
^ <212> DNA 

<213> Homo sapiens 

^ <220> 

<221> CDS 
%S <222> 116. .337 



266 



cagtgtaaac tgagatt atg cat gat gtg ata aag aag gtc aag aag aag 170 

Met His Asp Val lie Lys Lys Val Lys Lys Lys 
1 5 10 

ggg gaa tgg aag gtg ctg gtg gtg gat cag tta age atg agg atg ctg 218 
Gly Glu Trp Lys Val Leu Val Val Asp Gin Leu Ser Met Arg Met Leu 

15 20 25 

tec tec tgc tgc aag atg aca gac ate atg acc gag ggc ata acg att 
Ser Ser Cys Cys Lys Met Thr Asp He Met Thr Glu Gly He Thr He 

30 35 40 

gtg gaa gat ate aat aag cgc aga gag ccg etc ccc age ctg gag get 314 
Val Glu Asp He Asn Lys Arg Arg Glu Pro Leu Pro Ser Leu Glu Ala 

45 50 55 

gtg tat etc ate act cca tec gag aag tec gtc cac tct etc ate agt 
Val Tyr Leu He Thr Pro Ser Glu Lys Ser Val His Ser Leu He Ser 

65 70 75 



362 



382 



<400> 3392 

tttgtacagg gtaggggcaa gtagcagaaa aatcaattaa ttcacataaa ggaacatttt 60 

... . j . 4- 4- ^^*-4-*--.4-^.+-^ rrf 2 f fl-H-aa natnt afa 118 



cattctaaat taatattgee actgeaatta aatttatcta gtatttttaa catgt atg 

Met 
1 

gat aac aca ctt tec tgt gta cac ctt gga tac ctg gga ccg tta tat 
Asp Asn Thr Leu Ser Cys Val His Leu Gly Tyr Leu Gly Pro Leu Tyr 

5 10 15 

gtg ate aac tat cat ctt agt ttt tta get tgg tta aca ctt gac ccc 
Val He Asn Tyr His Leu Ser Phe Leu Ala Trp Leu Thr Leu Asp Pro 

20 25 30 

tec ccc cac etc aaa ate agt aaa atg ctg tgg att ctg ctt ttt aaa 
Ser Pro His Leu Lys He Ser Lys Met Leu Trp He Leu Leu Phe Lys 

35 40 45 

aaa ate rgg cca aaa tct cag cat tct cca tgg etc cca gtg ctt etc 
Lys He Xaa Pro Lys Ser Gin His Ser Pro Trp Leu Pro Val Leu Leu 
50 55 60 65 

ggc agt ttt ttt ttt ttt ttt ttt ttt t 338 
Gly Ser Phe Phe Phe Phe Phe Phe Phe 
70 

<210> 3393 

<211> 261 

<212> DNA 

<213> Homo sapiens 



166 



214 



262 



310 



2106 



50 

ata ccg aag cgc 
lie Pro Lys Arg 



<220> 
<221> CDS 
<222> 55. .261 



<400> 3393 

tttttttttc tttccctttc aacccacagt gtgccatgcg gastgaatgc catc atg 57 

Met 
1 

aac aaa aat teg acc gat gtg aaa ggc tgt agt atg tat gtt gec ttg 105 
Asn Lys Asn Ser Thr Asp Val Lys Gly Cys Ser Met Tyr Val Ala Leu 

5 10 15 

ttc cct tgt aat gaa tgc get aag etc ate ate cag gca ggt ata aaa 153 
Phe Pro Cys Asn Glu Cys Ala Lys Leu lie He Gin Ala Gly He Lys 

20 25 30 

gaa gtg att ttc atg tct gat aaa tac cat gat agt gac gag gca act 201 
Glu Val He Phe Met Ser Asp Lys Tyr His Asp Ser Asp Glu Ala Thr 
j*& 35 40 45 

ffl get gcg agg etc ctg ttt aat atg gee ggg gtg aca ttc egg aaa ttc 249 
Ala Ala Arg Leu Leu Phe Asn Met Ala Gly Val Thr Phe Arg Lys Phe 

55 60 65 



261 



<210> 3394 
<211> 213 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . . 213 



<400> 3394 

aacctgatgc cttaaggaaa aggttaagat gagagggggc ttccagagtc a atg aac 57 

Met Asn 
1 

gtc acc ctt cag ccg acg gat acc ggg age get tgg gca aaa cag cag 105 
Val Thr Leu Gin Pro Thr Asp Thr Gly Ser Ala Trp Ala Lys Gin Gin 

5 10 15 

aga aag aaa gac tgt ggt egg gga agt gga atg ctt cga tgc agg cca 153 
Arg Lys Lys Asp Cys Gly Arg Gly Ser Gly Met Leu Arg Cys Arg Pro 

20 25 30 

gag ttc aag get ctg ggg ctg gee tea caa gag get tct tec acg ggg 201 
Glu Phe Lys Ala Leu Gly Leu Ala Ser Gin Glu Ala Ser Ser Thr Gly 
35 40 45 50 

ctt gac acc aga 
Leu Asp Thr Arg 

<210> 3395 
<211> 241 
<212> DNA 



213 



2107 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 83 . .241 



<400> 3395 

cgatatgcaa aacccattgg acgaccgaaa aataaattam agcaacgatt gttgtctgta 60 
accagtgatg aaggatccat ga atg cat tea cag gaa ggg ggt cac ctg gta 112 

Met His Ser Gin Glu Gly Gly His Leu Val 
15 10 
ggg gtc aaa aag act aaa gtc tgt acc rca cct tea tct ggt cat get 160 
Gly Val Lys Lys Thr Lys Val Cys Thr Xaa Pro Ser Ser Gly His Ala 

15 20 25 

gca tct ggg aag gac tea age age aga ttg get gtt acw gac ccc act 2 08 

Ala Ser Gly Lys Asp Ser Ser Ser Arg Leu Ala Val Thr Asp Pro Thr 
30 35 40 

f*% egg cct ggt gee acc acc aaa ate acc aag ccc 241 
Arg Pro Gly Ala Thr Thr Lys lie Thr Lys Pro 
45 50 

f! <210> 3396 
^ <211> 291 
<212> DNA 

<213> Homo sapiens 

._f% 

s <220> 

<221> CDS 
<222> 41. .289 



<400> 3396 

ttcctcgggt cagactaccg geggegaega ccacgggagc atg gcg gav acc gac 55 

Met Ala Xaa Thr Asp 
1 5 

ctg ttc atg gaa tgt gad rag gag gag ttg gag cca tgg cag ama ate 103 
Leu Phe Met Glu Cys Xaa Xaa Glu Glu Leu Glu Pro Trp Gin Xaa lie 

10 15 20 

agt gat gtc att gmg gac tct gta gtt gaa gat tat aat tea gwg gat 151 
Ser Asp Val lie Xaa Asp Ser Val Val Glu Asp Tyr Asn Ser Xaa Asp 

25 30 35 

aaa act acc aca gtt tct gtg agm cag cag cca gtc teg get cca gtg 199 
Lys Thr Thr Thr Val Ser Val Xaa Gin Gin Pro Val Ser Ala Pro Val 

40 45 50 

ccc ate get gee cat get tct gtt get ggg cac etc tct aca tec acc 247 
Pro lie Ala Ala His Ala Ser Val Ala Gly His Leu Ser Thr Ser Thr 

55 60 65 

acc gtt agt age age ggg gca cag aac age gac agt aca aag aa 2 91 

Thr Val Ser Ser Ser Gly Ala Gin Asn Ser Asp Ser Thr Lys 
70 75 80 

<210> 3397 
<211> 376 



2108 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 204 . .374 



as 



<400> 3397 

tgggcatatt taatgatgat tatggagcct tagaggtctt taatcattgg ttcggctgct 
tttatgtagt ttaggctgga aatggtttca cttgctcttt gactgtcagc aagactgaag 
atggcttttc ctggacagct agaaaacaca aaatcttgta ggtcattgsa cctatctcag 
ccataggtgc agtttgcttc tac atg atg eta aag get gcg aat ggg ate ctg 

Met Met Leu Lys Ala Ala Asn Gly lie Leu 
15 10 
atg gaa eta agg act cca atg teg aac tct tct ttg ctg cat tec ttt 
Met Glu Leu Arg Thr Pro Met Ser Asn Ser Ser Leu Leu His Ser Phe 

15 20 25 

ttc ttc act tac aag aaa ggc ctg aat gga gga ctt ttc tgt aac cag 
Phe Phe Thr Tyr Lys Lys Gly Leu Asn Gly Gly Leu Phe Cys Asn Gin 

30 35 40 

gaa cat ttt tta ggg gtc aaa gtg eta ata att aac tea acc agg tc 
Glu His Phe Leu Gly Val Lys Val Leu lie lie Asn Ser Thr Arg 
45 50 55 

<210> 3398 
<211> 381 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . .379 



60 
120 
180 
233 



281 



329 



376 



<400> 3398 
a atg ggg ac 

Met Gly Th 

1 

gtg cag cag 
Val Gin Gin 



tec get 
Ser Ala 

gta tac 
Val Tyr 

50 
gat get 
Asp Ala 
65 

etc crs 
Leu Xaa 



gag 

Glu 

35 

gaa 

Glu 

ctt 
Leu 

cga 
Arg 



c aag atg gcg gac ctt gat teg cct ccg aag ctg tea ggg 4 9 

r Lys Met Ala Asp Leu Asp Ser Pro Pro Lys Leu Ser Gly 

5 10 15 

ccg tct gag ggg gtg gga ggt ggc cgc tgc tec gaa ate 97 
Pro Ser Glu Gly Val Gly Gly Gly Arg Cys Ser Glu lie 
20 25 30 

etc att cgc tec ctg aca gag ctg cag gag ctg gag get 145 
Leu lie Arg Ser Leu Thr Glu Leu Gin Glu Leu Glu Ala 

40 45 
egg etc tgc ggc gag gag aaa gtg gtg gag aga gag ctg 193 
Arg Leu Cys Gly Glu Glu Lys Val Val Glu Arg Glu Leu 

55 60 
ttg gaa cag caa aac acc att gaa agt aag atg gtc act 241 
Leu Glu Gin Gin Asn Thr lie Glu Ser Lys Met Val Thr 

70 75 80 

atg ggt cct aat ctg cag ctg akh gag gga gat gca aag 2 89 

Met Gly Pro Asn Leu Gin Leu Xaa Glu Gly Asp Ala Lys 
85 90 95 



2109 




cag ctg get gga atg ate ace ttt ace tgc aac ctg get gag aat gtg 337 
Gin Leu Ala Gly Met lie Thr Phe Thr Cys Asn Leu Ala Glu Asn Val 

100 105 110 

tec age aaa gtt cgt cag ctt gac ctg gee aag aaa cac tea ac 381 
Ser Ser Lys Val Arg Gin Leu Asp Leu Ala Lys Lys His Ser 
115 120 125 

<210> 3399 

<211> 240 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .239 



<400> 3399 

aaaatttcag aaccatttgg ggttaaattt attccatttc tcaacagtag ggattggttt 60 
aaatcacttt g atg cca cac aaa aag gaa aat tac aag gca gga eta gta 110 
Met Pro His Lys Lys Glu Asn Tyr Lys Ala Gly Leu Val 
15 10 
ggg agt ttt tea cat ttg tta tgt gat gat tat get gge age aca aag 158 
Gly Ser Phe Ser His Leu Leu Cys Asp Asp Tyr Ala Gly Ser Thr Lys 

15 20 25 

gtc aaa etc age tta act act tct agg teg gtt att tec tct gtt ata 206 
%S Val Lys Leu Ser Leu Thr Thr Ser Arg Ser Val lie Ser Ser Val lie 
a 30 35 40 45 

o aag ttg gca tta agt ttc aga ctt ggg ggt agg 9 240 

m Lys Leu Ala Leu Ser Phe Arg Leu Gly Gly Arg 

50 55 



■SSK? 



~3 3 



<210> 3400 

<211> 182 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 17 . . 181 



<400> 3400 

atataagact attaaa atg gee ata agg aac cat aca gaa ctt ttt gaa att 52 
Met Ala lie Arg Asn His Thr Glu Leu Phe Glu lie 
15 10 

aaa ate tgg agg aat gga ttt aaa age aga tct gag aaa get gaa gag 100 

Lys lie Trp Arg Asn Gly Phe Lys Ser Arg Ser Glu Lys Ala Glu Glu 
15 20 25 

aca att agt gaa ttg gaa aat ata tct gaa gaa att ttg cag aat gca 148 

Thr lie Ser Glu Leu Glu Asn lie Ser Glu Glu lie Leu Gin Asn Ala 
30 35 40 

aca gag aga gaa aat aaa atg gag cac ace teg a 182 

Thr Glu Arg Glu Asn Lys Met Glu His Thr Ser 



2110 



<210> 3401 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 254. .421 



<400> 3401 

gctccatctt agctcacact ccttaccaca ctgttctgaa agtatcttga ctgtcccttc 60 
tcctcaactg gctaacttct agagagcaga aactgactga ttggaaaggt cattaaatat 120 
tcatatcctg aacatttctt aatcttgagg atatgaatca gtaactctta aaagcaaaat 180 
gttatttatc attaaatgtt aacaatataa tcacatcttc ttgcatctct ggcaagtttc 240 
ctggtacaac aac atg aag cga caa aga cac ccc aga ttg cgc ccc cag 289 
Met Lys Arg Gin Arg His Pro Arg Leu Arg Pro Gin 
15 10 
tea gec cag tct tct ttc cct esc tec cct ggt cct tct cct gat gtg 337 
Ser Ala Gin Ser Ser Phe Pro Xaa Ser Pro Gly Pro Ser Pro Asp Val 

4? caa ctg gca act ctg get cag aga gtc aag gaa gtt ttg cvb yra tgt 3 85 

*S Gin Leu Ala Thr Leu Ala Gin Arg Val Lys Glu Val Leu Xaa Xaa Cys 
=|J 30 35 40 

9 CC att 999 cat cca gag aga cct ggc caa gac tt 423 

3 Ala lie Gly Cys His Pro Glu Arg Pro Gly Gin Asp 

45 50 55 



in 



Hi 



<210> 3402 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .287 



<400> 3402 

taaagattaa aaacatacag taagatagaa ggaataaatt caatgattga tagcagagca 60 
gg atg act ata ctt aac aaa gat gta ttg tat ctt gat aat gga cac 107 
Met Thr lie Leu Asn Lys Asp Val Leu Tyr Leu Asp Asn Gly His 
15 10 15 

cct gaa tac act gac ttg att get aca cac tgt ata tgt gta aaa aaa 155 
Pro Glu Tyr Thr Asp Leu lie Ala Thr His Cys lie Cys Val Lys Lys 

20 25 30 

ttc tea tgt acc aca tac act ttc aca aaa age act ggc ttt cca ctt 203 
Phe Ser Cys Thr Thr Tyr Thr Phe Thr Lys Ser Thr Gly Phe Pro Leu 

35 40 45 

ccc ttt ccc agg act gat att tac atg aac tac aag gtg ggg ccc agt 251 
Pro Phe Pro Arg Thr Asp lie Tyr Met Asn Tyr Lys Val Gly Pro Ser 
50 55 60 



2111 





gcc ttt etc tgg agt ttg aag aca cac cgc cac ata 
Ala Phe Leu Trp Ser Leu Lys Thr His Arg His lie 
65 70 75 



287 



<210> 3403 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 187 . . 357 



<400> 3403 

tggaattctc aacaaggcat cgatcgaaaa ttggcaaatc aaattagtga tttaagacag 
tctgttattt ggcttggaga tcaggtagtg agtctcgagc ateacatgea aatgeagtae 
aattggaaca cttgagattt ctgcatcacc ccgtattcct ataacgagac tgatcattca 
tgggaa atg gtc aaa aga cat ctt ctg ggt agg gaa gat aat tta tea 

Met Val Lys Arg His Leu Leu Gly Arg Glu Asp Asn Leu Ser 

15 10 
ctg gac ata act aaa tta aag aga caa att ttt gaa gcc tct caa get 
Leu Asp lie Thr Lys Leu Lys Arg Gin He Phe Glu Ala Ser Gin Ala 
15 20 25 30 

cac tta tec att gtg cct gga get gag gcg tta gat cag gtg gca gaa 
His Leu Ser He Val Pro Gly Ala Glu Ala Leu Asp Gin Val Ala Glu 

35 40 45 

aat ctt tct gga tta aac ccc agg act tgg att a 
Asn Leu Ser Gly Leu Asn Pro Arg Thr Trp He 
50 55 



60 
120 
180 
228 



276 



324 



358 



<210> 3404 
<211> 295 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .294 



<400> 3404 

agtcaatttt tcattatcag tataaaggaa gtcaaccgat 
aaactaagca aatctagtgg cagccatgtg gtatatacat 
taa atg aaa aac att tct cct tta ttt gag gca 
Met Lys Asn He Ser Pro Leu Phe Glu Ala 
15 10 
tat gaa caa ata ggc aat gca aat cag agg ggt 
Tyr Glu Gin lie Gly Asn Ala Asn Gin Arg Gly 



20 



25 



gca tta ttc tgt gga aat cca caa aat gca tgg 

Ala Leu Phe Cys Gly Asn Pro Gin Asn Ala Trp 

35 40 

tta aat agt cat aga agg aat cct gca gga a 



tttcactcac tcatttttac 
tgctacttgt gagggatgga 
ttt gtc aag cag aga 
Phe Val Lys Gin Arg 
15 

tgt agt agg gaa tgt 
Cys Ser Arg Glu Cys 
30 

gca tac aaa cca aat 
Ala Tyr Lys Pro Asn 
45 



60 
120 
168 



216 



264 



295 



2112 




Leu Asn Ser His Arg Arg Asn Pro Ala Gly 
50 55 

<210> 3405 

<211> 251 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .251 



<400> 3405 

actccacccc tcccccgttt ctgaggtttg aaaagaaaga agtagaggtc aagagagcct 60 
cccctcccca ccattcccag aaaaggagga mggggctg atg gam tyc tct ggg raa 116 

Met Xaa Xaa Ser Gly Xaa 
1 5 

ccc cct csc etc cct gmg cmc cgt cat caa gaa gaa aat teg aag aaa 164 
Pro Pro Xaa Leu Pro Xaa Xaa Arg His Gin Glu Glu Asn Ser Lys Lys 

10 15 20 

agg ttt age agg gac aga gaa gcg acc tgt ccc gga aac ccc tta aag 212 
Arg Phe Ser Arg Asp Arg Glu Ala Thr Cys Pro Gly Asn Pro Leu Lys 
25 30 35 

^ cck gcg ggt aac atg ttt get ccc tec tec ccc act ccg 251 
yB Pro Ala Gly Asn Met Phe Ala Pro Ser Ser Pro Thr Pro 
40 45 50 

Q <210> 3406 

<211> 255 
Hi <212> DNA 

"J <213> Homo sapiens 

M <220> 

M <221> CDS 

<222> 69 . .254 



<400> 3406 

acattaagtt aggacttact gtattattat gcaaatacct gaaataatat ttctgtagct 60 
taatttct atg ctt agg gag tat acc aca gca aaa ttt aat age ttg cca 110 

Met Leu Arg Glu Tyr Thr Thr Ala Lys Phe Asn Ser Leu Pro 

15 10 
tec atg aag ate ata aaa aat tgc ttt tct aat tct ata att cac cag 158 
Ser Met Lys lie lie Lys Asn Cys Phe Ser Asn Ser lie lie His Gin 
15 20 25 30 

aac tgt tea ttt ttc ttt tta gga acc tat gga ttt ttg ttt cca agt 206 
Asn Cys Ser Phe Phe Phe Leu Gly Thr Tyr Gly Phe Leu Phe Pro Ser 

35 40 45 

tta cag aat ttg atg etc gaa aac tgc ata agt tat aca aga tgg etc a 255 
Leu Gin Asn Leu Met Leu Glu Asn Cys lie Ser Tyr Thr Arg Trp Leu 
50 55 60 

<210> 3407 



2113 





248 



289 



<211> 289 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .287 



<400> 3407 

catcacaaaa attaggtgac catggttatg ataattcttt gcctagt atg cat cca 56 

Met His Pro 
1 

ttt eta get gee cac gga cct gca ttt cac aaa ggc tac aag cat age 104 
Phe Leu Ala Ala His Gly Pro Ala Phe His Lys Gly Tyr Lys His Ser 

5 10 15 

aca att aac att gtg gat att tat cca atg atg tgc cac ate ctg gga 152 
Thr He Asn He Val Asp He Tyr Pro Met Met Cys His He Leu Gly 
20 25 30 35 

fi tta aaa cca cat ccc aat aat ggg ace ttt ggt cat act aag tgc ttg 200 

Leu Lys Pro His Pro Asn Asn Gly Thr Phe Gly His Thr Lys Cys Leu 
!*; 40 45 50 

T\ tta gtt gac cag tgg tgc att aat etc cca gaa gec ate gcg att gtt 
^ Leu Val Asp Gin Trp Cys He Asn Leu Pro Glu Ala He Ala He Val 
*S 55 60 65 

Cp ate ggt tea etc ttg gtg tta ace atg eta aca tgc cgc eg 
•J% He Gly Ser Leu Leu Val Leu Thr Met Leu Thr Cys Arg 
* 70 75 80 

f\l <210> 3408 

% <211> 390 

% <212> DNA 

j <213> Homo sapiens 

l=sJ 

O <220> 

<221> CDS 
<222> 164 . .388 



<400> 3408 

cacagtcagg gaagggeget gagaggegag cgtgasccag cgacaggaga gtgagctcac 60 
cacgcgcasc catgaccagc aagggtcccg aggaaggagc acccatcggt gacgctcttc 120 
cgccagtacc tgcgtatccg cactgtccag cccaagcctg act atg gtg gca cct 175 

Met Val Ala Pro 

1 

ggc tat gtg gtg ace gtg ttg ace tgg cyw ggc acc aac cct aca etc 223 

Gly Tyr Val Val Thr Val Leu Thr Trp Xaa Gly Thr Asn Pro Thr Leu 

5 10 15 20 

tec tec ate ttg etc aac tec cac acg gat gtg gtg cct gtc ttc aag 271 

Ser Ser He Leu Leu Asn Ser His Thr Asp Val Val Pro Val Phe Lys 

25 30 35 

gaa cat tgg agt cac gac ccc ttt gag gee ttc aag gat tct gag ggc 319 
Glu His Trp Ser His Asp Pro Phe Glu Ala Phe Lys Asp Ser Glu Gly 
40 45 50 



2114 





390 



tac ate tat gee agg ggt gec cag gac atg aag tgc gtc age ate cag 367 
Tyr He Tyr Ala Arg Gly Ala Gin Asp Met Lys Cys Val Ser He Gin 

55 60 65 

tac ctg gaa get gtg agg agg ct 
Tyr Leu Glu Ala Val Arg Arg 
70 75 

<210> 3409 
<211> 361 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59. .361 



<400> 3409 

O aagaaaaaga agctgttgcg tgcagcagag aaagcagegg gagcgtgtgg agctgaag 5 8 

bfi atg gat ctg cct ggg gtt tec att gca gac gag ggg gag act ggc atg 106 
in Met Asp Leu Pro Gly Val Ser He Ala Asp Glu Gly Glu Thr Gly Met 

hi 1 5 10 15 

5,1 ttc tec ttg tgc ace ate egg ggt cac cag tta tta gag gaa gta aca 154 

if Phe Ser Leu Cys Thr He Arg Gly His Gin Leu Leu Glu Glu Val Thr 

^ 20 25 30 

! ^ caa ggg gat atg agt gca gca gac aca ttt ctg tec gat ctg cca agg 2 02 

Gin Gly Asp Met Ser Ala Ala Asp Thr Phe Leu Ser Asp Leu Pro Arg 
a 35 40 45 

O gat gat ate tat gtg tea gat gtt gag gac gac ggt gat gac aca tct 250 
Hi Asp Asp He Tyr Val Ser Asp Val Glu Asp Asp Gly Asp Asp Thr Ser 
fjj 50 55 60 

= p ctg gat agt gac ctg gat cca gag gag ctg gca gga gtc agg gga cat 298 
2l Leu Asp Ser Asp Leu Asp Pro Glu Glu Leu Ala Gly Val Arg Gly His 

65 70 75 80 

^ cag ggt eta agg gac caa aag cgt atg cga ctt act gaa gtg caa gat 346 
Gin Gly Leu Arg Asp Gin Lys Arg Met Arg Leu Thr Glu Val Gin Asp 

85 90 95 

gat aaa gag gat ggg 3 61 

Asp Lys Glu Asp Gly 
100 

<210> 3410 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 104 . .400 



<400> 3410 

aacaaaggag ggaagggtta gagtgaggta ctcacccaga gaagagctgt cccggcctgg 60 
gggtcccatt cgtcccttct ctttcttgcc aaagagaegg cct atg gat gac ttg 115 



2115 





























Met 
1 


Asp 


Asp 


Leu 




atg 


etc 


t tc 


etc 


4- 4- t~* 

ttg 


999 


get 


4- i-n 

z eg 


tgc 


aga 


gaa 


tct 


999 


gtg 


ccc 


tea 




Met 


Leu 


Phe 


Phe 


Leu 


Gly Ala 


Leu 


Lys 


Arg 


nil! 
\j J. LI 


Ser Gly Val 


Pro 


Ser 




5 










lu 










15 










20 




ctg 


gga 


aag 


cag 


gag 


aga 


atg 


aga 


gca 


4-af 
UdC 


get 


get 


gag 


atg 


C f c 


cct 




Leu 


Gly 


Lys 


Gin 


/-•ill 

CjIU 

ZD 


Arg 


Met 


Arg 


A_La 


Tyr 
j \j 


Ala 


Ala 


Glu 


Met 


Prn 

j ~j 


Pro 




etc 


etc 


cca 


agt 


cct 


tgt 


cca 


ccc 


cct 


+- r*f- 


CaL 


ctt 


ccc 


aag 


cca 






Leu 


Leu 


Pro 


Ser 

4 U 


Pro 


Cys 


Pro 


Pro 


Pro 
45 


C Qy- 




Leu 


Pro 


Lys 
50 


Prn 


Ala 




tct 


ccc 


tgt 


ccc 


tat 


ccc 


ttg 


nnc 


ctg 


ctg 


acc 


ttc 


ccc 


gtg 


999 


gtc 




Ser 


Pro 


Cys 
55 


Pro 


Tyr 


Pro 


Leu 


Xaa 

D u 


Leu 


Leu 


Thr 


Phe 


Pro 
65 


Val 


Gly 


Val 




ccc 


cat 


ctt 


cca 


999 


acc 


cgc 


ctg 


cag 


tgc 


caa 


ggc 


ctg 


ggt 


cat 


tct 




Pro 


His 


Leu 


Pro 


kj ±y 


Thr 


Arg 


Leu 


Gin 


Cys 


Gin 


Gly Leu Gly 


His 


Ser 






70 










75 










80 












etc 


ara 


egg 


gca 


gag 


egg 


gga 


gtg 


ggt 


ggt 


999 


gtg 


tct 


cct 


999 


at 




Leu 


Xaa 


Arg 


Ala 


Glu 


Arg Gly 


Val 


Gly Gly Gly 


Val 


Ser 


Pro 


Gly 






85 










90 










95 














<210> 3411 




























u 


<211> 284 






























<212> DNA 






























<213> Homo 


sapiens 

























163 



211 



259 



307 



355 



402 



102 



150 



<220> 
<221> CDS 
<222> 37. .282 



<400> 3411 

aatggaacag agtccttaaa ttctgtcata acaagt atg aaa aca ggt gag ctt 54 

Met Lys Thr Gly Glu Leu 
1 5 
gag aaa gaa aca gec cct ttg agg aaa gat gca gat agt tea ata tea 
Glu Lys Glu Thr Ala Pro Leu Arg Lys Asp Ala Asp Ser Ser lie Ser 

10 15 20 

gtc tta gag ate cat agt caa aaa gca caa ata gag gaa ccc gat cct 
Val Leu Glu lie His Ser Gin Lys Ala Gin He Glu Glu Pro Asp Pro 

25 30 35 

cca gaa atg gaa act tct ctt gat tct tct gag atg gca aaa gat etc 198 
Pro Glu Met Glu Thr Ser Leu Asp Ser Ser Glu Met Ala Lys Asp Leu 

40 45 50 

tct tea aaa act get tta tct tec acc gag teg tgt acc atg aaa ggt 246 
Ser Ser Lys Thr Ala Leu Ser Ser Thr Glu Ser Cys Thr Met Lys Gly 
55 60 65 70 

gaa gag aag tct ccc aaa act aag aag gat aag cgt cc 
Glu Glu Lys Ser Pro Lys Thr Lys Lys Asp Lys Arg 
75 80 

<210> 3412 
<211> 438 
<212> DNA 



284 



2116 




<213> Homo sapiens 

<220> 
<221> CDS 
<222> 87 . .437 



m 



yj 



ru 



<400> 3412 

tataactcag ttttctgttg tctttagcta ctgatgcaaa tgtgaagaat gaaagtcttt 
catctgtgca gcagcttggc attaaa atg act gtc agg tat ggc aaa ttc etc 

Met Thr Val Arg Tyr Gly Lys Phe Leu 

1 5 
agt etc tta aaa gat ggt gca gaa aat gat ctt acc tgg gtt tta aag 
Ser Leu Leu Lys Asp Gly Ala Glu Asn Asp Leu Thr Trp Val Leu Lys 
10 15 20 25 

cat tgt gag aga ttc ctg aaa cag cag caa act tec ata aaa tct tct 
His Cys Glu Arg Phe Leu Lys Gin Gin Gin Thr Ser lie Lys Ser Ser 

30 35 40 

ctt etc tgc ctg caa ggg aat tat get ggc cat gac tgg ttt gta tct 
Leu Leu Cys Leu Gin Gly Asn Tyr Ala Gly His Asp Trp Phe Val Ser 

45 50 55 

tct ctg ttc atg ata atg ttg gga gac aaa gaa aaa aca ttc caa ttt 
Ser Leu Phe Met He Met Leu Gly Asp Lys Glu Lys Thr Phe Gin Phe 

60 65 70 

ctt cat caa ttc tec agg ctt ctg act tct get ttt ctt tgg ttg cca 
Leu His Gin Phe Ser Arg Leu Leu Thr Ser Ala Phe Leu Trp Leu Pro 

75 80 85 

agg eta cat att tct gta aga ctt caa tct gtt ttt aaa gga ggg ttt 
Arg Leu His He Ser Val Arg Leu Gin Ser Val Phe Lys Gly Gly Phe 
90 95 100 105 

gam att tta aga aca tta tac tta cat tea meg gga c 
Xaa He Leu Arg Thr Leu Tyr Leu His Ser Xaa Gly 
110 115 



60 
113 



161 



209 



257 



305 



353 



401 



438 



<210> 3413 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 199. .354 



<400> 3413 

agtctaactc tggctgggaa agecttgetg ttagaggctc 
gaggctcagg cgttgctgtt tcttgtcttc caagtcaagt 
gcctctctcc gagctttcac cctggtgaga ctgtccagat 
agaagcactg ttgtaaaa atg act gaa gag ccc att 

Met Thr Glu Glu Pro He 
1 5 
gee cca aag get cac atg gca gcg acg atg gag 
Ala Pro Lys Ala His Met Ala Ala Thr Met Glu 
15 20 



tttcccagaa gttggacgaa 
ggttactctg gtaatggatt 
ctagtctgta aamncagctt 
aag gag ate ctg gga 
Lys Glu He Leu Gly 
10 

aag age ccc aag agt 
Lys Ser Pro Lys Ser 
25 



60 
120 
180 
231 



279 



2117 




gaa gtt gtg ate acc aca gtc cct ctg gtc agt gag att cag ttg atg 327 
Glu Val Val lie Thr Thr Val Pro Leu Val Ser Glu He Gin Leu Met 

30 35 40 

get get aca ggg ggt acg age tct cct 354 
Ala Ala Thr Gly Gly Thr Ser Ser Pro 
45 50 

<210> 3414 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133 . .417 



<400> 3414 

ttctatggtt gtctttggga tgtttttgtg cctcacccct atctctcctt ccgtccttgg 60 
ctccttttct tctctcagga gattgggagt ctgaacttgg aagccaatgt gacagcagat 120 
agagecttgg cc atg gaa aag gga ctg gec tct ctg aag agt gag atg agg 171 
Met Glu Lys Gly Leu Ala Ser Leu Lys Ser Glu Met Arg 
15 10 
gaa gtg gaa gga gag ctg gaa agg aag gag ctg gag ttt gac acg aat 219 
^ Glu Val Glu Gly Glu Leu Glu Arg Lys Glu Leu Glu Phe Asp Thr Asn 
*0 15 20 25 

^3 atg gat gca gta cag atg gtg att aca gaa gec cag aag gtt gat acc 267 

a Met Asp Ala Val Gin Met Val He Thr Glu Ala Gin Lys Val Asp Thr 

Q 30 35 40 45 

HI aga gec aag aac get ggg gtt aca ate caa gac aca etc aac aca tta 315 

rH Arg Ala Lys Asn Ala Gly Val Thr He Gin Asp Thr Leu Asn Thr Leu 

s p 50 55 60 

% gac ggc etc ctg cat ctg atg gga gen sat vga gga gag gca ccn aca 363 

y Asp Gly Leu Leu His Leu Met Gly Ala Xaa Xaa Gly Glu Ala Pro Thr 

O 65 70 75 

gac cct gca ctt gat ggr cca get ggs acc acc cag ate aat aaa ctg 411 

Asp Pro Ala Leu Asp Gly Pro Ala Gly Thr Thr Gin He Asn Lys Leu 
80 85 90 

get tat tt 

Ala Tyr 
95 



419 



<210> 3415 

<211> 222 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 4 . .222 



<400> 3415 

cag atg ctg ttt ttt tgt ttt ttt aaa ttt tta tat ttt ttt gag aca 



48 



2118 




His 



Met Leu Phe Phe Cys Phe Phe Lys Phe Leu Tyr Phe Phe Glu Thr 
15 10 15 

gag tct get ctg ttg ccc agg ctg gag tgc agt ggc gcg ate ttg get 96 
Glu Ser Ala Leu Leu Pro Arg Leu Glu Cys Ser Gly Ala lie Leu Ala 

20 25 30 

cac tgc age etc cat etc ccg ggw tea age gat tct cct gee teg gee 144 
His Cys Ser Leu His Leu Pro Gly Ser Ser Asp Ser Pro Ala Ser Ala 

35 40 45 

ace cga ata get ggg att act ggt gtg tgc cac cat acc cag eta aat 
Thr Arg He Ala Gly He Thr Gly Val Cys His His Thr Gin Leu Asn 

50 55 60 

ttt ttt tgt att ttt agt aga sac gga gtt 
Phe Phe Cys He Phe Ser Arg Xaa Gly Val 
65 70 

<210> 3416 
<211> 353 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . .352 



192 



222 



<400> 3416 

■43 atgtaccagc tgcgtcctct gggccacgct ccacttgccc gcttccaccc ggaaagcccc 60 
a ccaggctgag tgegge atg ate tec ate acc gaa tgg cag aag att ggt gtg 112 

O Met He Ser He Thr Glu Trp Gin Lys He Gly Val 

1 5 10 

ggg ate acc ggt ttc ggc ate ttc ttc ate etc ttt gga aca etc ctg 160 
Gly He Thr Gly Phe Gly He Phe Phe He Leu Phe Gly Thr Leu Leu 

15 20 25 

tac ttt gat tec gtg etc ctg gec ttt gga aac ctg ctg ttc ctg acg 208 
Tyr Phe Asp Ser Val Leu Leu Ala Phe Gly Asn Leu Leu Phe Leu Thr 

30 35 40 

ggc ctg tec etc ate att ggc ctg agg aag acc ttt tgg ttc ttc ttc 256 
Gly Leu Ser Leu He He Gly Leu Arg Lys Thr Phe Trp Phe Phe Phe 
45 50 55 60 

caa egg cac aaa etc aag gga acc age ttc etc ctg ggg ggt gtg gtt 
Gin Arg His Lys Leu Lys Gly Thr Ser Phe Leu Leu Gly Gly Val Val 

65 70 75 

ate gtg etc eta cgc tgg ccc etc etc ggc atg ttc ctg gaa eta egg a 353 
He Val Leu Leu Arg Trp Pro Leu Leu Gly Met Phe Leu Glu Leu Arg 
80 85 90 

<210> 3417 
<211> 319 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 22 . .318 



304 



2119 



<400> 3417 

gtgccgctcg tgtcagtcaa c atg gag gca gag gaa teg gag aag gec gca 51 

Met Glu Ala Glu Glu Ser Glu Lys Ala Ala 
15 10 
acg gag caa gag ccg ctg gaa ggg aca gaa cag aca eta gat gcg gag 99 
Thr Glu Gin Glu Pro Leu Glu Gly Thr Glu Gin Thr Leu Asp Ala Glu 

15 20 25 

gag gag cag gag gaa tec gaa gaa gcg gec tgt ggc age aag aag egg 147 
Glu Glu Gin Glu Glu Ser Glu Glu Ala Ala Cys Gly Ser Lys Lys Arg 

30 35 40 

gta gtg cca ggt att gtg tac ctg ggc cat ate ccg ccg cgc ttc egg 195 
Val Val Pro Gly He Val Tyr Leu Gly His He Pro Pro Arg Phe Arg 

45 50 55 

ccc ctg cac gtc cgc aac ctt etc age gec tat ggc gag gtc gga cgc 243 
Pro Leu His Val Arg Asn Leu Leu Ser Ala Tyr Gly Glu Val Gly Arg 
60 65 70 

Q gtc ttc ttt cag get gag gac egg ttc gtg aga cgc aag aag aag gca 2 91 

fcp Val Phe Phe Gin Ala Glu Asp Arg Phe Val Arg Arg Lys Lys Lys Ala 
jjjj 75 80 85 90 

!-£ gca gca get gec gga ggg aaa aag egg t 319 
Ala Ala Ala Ala Gly Gly Lys Lys Arg 
95 



^ <210> 3418 

^ <211> 344 

s <212> DNA 

Q <213> Homo sapiens 

j: j 5 

jffj <220> 

<221> CDS 

J* <222> 156. .344 



<400> 3418 

agattcccca tagaegctgg agaaagactg aattcttact cttaaagaaa aatatcaaaa 60 
gaggaggatg atgttcaagc tatcaccgat tggcctgctc ttcatgtttg ttaacattcc 120 
ggggacaaac ttcaacatca acaacctcaa attct atg gca gta tec aat cct 173 

Met Ala Val Ser Asn Pro 
1 5 

gcg tea age ctg aat ccc ggg acc aga cct aat ccc agg aag age ace 221 
Ala Ser Ser Leu Asn Pro Gly Thr Arg Pro Asn Pro Arg Lys Ser Thr 

10 15 20 

aat ccc aga atg aac ccc aat cct ggg ata age cca gat etc aaa atg 269 
Asn Pro Arg Met Asn Pro Asn Pro Gly He Ser Pro Asp Leu Lys Met 

25 30 35 

acc teg agt ccc aag atg act cca aat tec aag aca agt ctg aat aga 317 
Thr Ser Ser Pro Lys Met Thr Pro Asn Ser Lys Thr Ser Leu Asn Arg 

40 45 50 

gca gtg acc cca aag age cac aac gat 344 
Ala Val Thr Pro Lys Ser His Asn Asp 
55 60 



2120 





<210> 3419 
<211> 279 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 10. .279 



<400> 3419 

ttacagaaa atg ttt gtg ttg tgg gca ttt gaa gat ggt tgg ttg ate gtc 51 
Met Phe Val Leu Trp Ala Phe Glu Asp Gly Trp Leu lie Val 
15 10 
eta aac ttt gca aat ttt cac att ttt att ttt att ttc gtg aga cag 99 
Leu Asn Phe Ala Asn Phe His He Phe He Phe He Phe Val Arg Gin 
15 20 25 30 

agt ctt get gtg ttg ccc agg ctg gag tgc agt ggt gtg ate teg gtt 147 
Ser Leu Ala Val Leu Pro Arg Leu Glu Cys Ser Gly Val He Ser Val 

35 40 45 

cac tgc aac etc etc etc ctg ggt tea agt gag ttt cag ctt gaa gca 195 
His Cys Asn Leu Leu Leu Leu Gly Ser Ser Glu Phe Gin Leu Glu Ala 

50 55 60 

gee tea gee tec aga gta get agt att aca ggc atg age cac cat acc 243 
Ala Ser Ala Ser Arg Val Ala Ser He Thr Gly Met Ser His His Thr 

65 70 75 

cga eta att ttt gta ttt tta gta gag aca ggg cct 279 
Arg Leu He Phe Val Phe Leu Val Glu Thr Gly Pro 
80 85 90 

<210> 3420 
<211> 306 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 44 . .304 



<400> 3420 

aaaacttcag cgtcacagct gaggactggc ttcgtggtcc ctg atg gga gag cat 55 

Met Gly Glu His 
1 

gaa cag gtg aag ccc ttg gag acc age tct tec aaa gts aaa gee aag 
Glu Gin Val Lys Pro Leu Glu Thr Ser Ser Ser Lys Val Lys Ala Lys 
5 10 15 20 

acc att gtg atg att ccc gac tec cag aag etc ctg cga tgt gaa ctt 151 
Thr He Val Met He Pro Asp Ser Gin Lys Leu Leu Arg Cys Glu Leu 

25 30 35 

gag tea etc aag age cag tta cag gee cag acc aag get ttc gag ttc 199 
Glu Ser Leu Lys Ser Gin Leu Gin Ala Gin Thr Lys Ala Phe Glu Phe 

40 45 50 

ctg aac cac tea gtg acc atg ttg gag aag gag age tgc ttg cag caa 247 



103 



2121 




Leu Asn His Ser Val Thr Met Leu Glu Lys Glu Ser Cys Leu Gin Gin 

55 60 65 

ate aag att cag cag ctt gaa gag gtg ctg age ccc aga ggc cgc cag 295 
lie Lys lie Gin Gin Leu Glu Glu Val Leu Ser Pro Arg Gly Arg Gin 

70 75 80 

gga gag aag ga 3 06 

Gly Glu Lys 
85 

<210> 3421 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .334 



vf| <400> 3421 

5ff atctggccca gaaagtgaac accttggggg ccactaaggc agccctgcta ggggagaege 60 
tccaacctgt cttctctctg tctcctggca gctctcttgg cctcctagtt tctacctaat 120 
c atg tec ctg gtg gag gcc ate age etc tgg aat gaa ggg gtg ctg gca 169 
Met Ser Leu Val Glu Ala lie Ser Leu Trp Asn Glu Gly Val Leu Ala 
15 10 15 

gcg gac aag aag gac tgg aag gga gcc ctg gat gcc ttc agt gcc gtc 217 
Ala Asp Lys Lys Asp Trp Lys Gly Ala Leu Asp Ala Phe Ser Ala Val 

20 25 30 

cag gac ccc cac tec egg att tgc ttc aac att ggc tgc atg tac act 265 
Gin Asp Pro His Ser Arg lie Cys Phe Asn lie Gly Cys Met Tyr Thr 

35 40 45 

ate ctg aag aac atg act gma gca gag aag gcc ttt acc aga age att 313 
lie Leu Lys Asn Met Thr Xaa Ala Glu Lys Ala Phe Thr Arg Ser lie 

50 55 60 

aac cgm gac aag cac ttg gca gt 336 
Asn Arg Asp Lys His Leu Ala 
65 70 

<210> 3422 
<211> 358 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 185. .358 



<400> 3422 

gcggcgggcg ccaggtctcg eggctgagae cagggaggag gcgtgggcac gggacgcctg 60 

aggggttcag ctcagacgag gtcgtggggc caagagagga gtttggtgac agtcccaagt 120 

ttgggctgcg gagaatcget gtttctccac gcccactcac aacctgcact ggaagtgtct 180 

gagg atg aag gtg ttc gtc tgc tgc gcc tec aca teg cac tec ggg gag 22 9 
Met Lys Val Phe Val Cys Cys Ala Ser Thr Ser His Ser Gly Glu 



2122 



15 10 15 

aag ccg gtc ccc act etc ccc cag ttc acc atg ggc ccc aat gtg aag 277 
Lys Pro Val Pro Thr Leu Pro Gin Phe Thr Met Gly Pro Asn Val Lys 

20 25 30 

ate aac gtg ctg gaa gac ttt gag gga gag aac cct cag gtg ccc aag 325 
lie Asn Val Leu Glu Asp Phe Glu Gly Glu Asn Pro Gin Val Pro Lys 

35 40 45 

ctt gag aag age ate age ggg gac cag ccc cga 358 
Leu Glu Lys Ser lie Ser Gly Asp Gin Pro Arg 
50 55 

<210> 3423 

<211> 238 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .236 



<400> 3423 

catagaagac atttaattga aattaagtca aaggtagatt ataaaagctc ttgaatttga 60 
attttagtca gggatcctac tga atg ttt ttg tgc aag gaa gtg aaa tgg tea 113 
^ Met Phe Leu Cys Lys Glu Val Lys Trp Ser 

1 5 10 

^ aat tta tgg get gtg aag att aat ctg ctg act ata gca tat act ate 161 
s Asn Leu Trp Ala Val Lys He Asn Leu Leu Thr He Ala Tyr Thr He 

15 20 25 

aag eta gat tgg ggg ate tac tat tat ata agt atg aaa tat aag ctg 209 
Lys Leu Asp Trp Gly He Tyr Tyr Tyr He Ser Met Lys Tyr Lys Leu 

30 35 40 

aac agg age agg gtg aga aac agt get tc 238 
Asn Arg Ser Arg Val Arg Asn Ser Ala 
45 50 

<210> 3424 
<211> 335 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . .334 



<400> 3424 

a atg tta ata aga get aat gga acc cat cac aag ata tta cca atg ttc 49 
Met Leu He Arg Ala Asn Gly Thr His His Lys He Leu Pro Met Phe 
15 10 15 

cct ctt tac aga gag ccc aca aag cca ggc ctt gag cca agt gta tgc 97 

Pro Leu Tyr Arg Glu Pro Thr Lys Pro Gly Leu Glu Pro Ser Val Cys 
20 25 30 

cag gca cct etc tct gca ttt tea get cca tct cac aga gga gta act 145 



2123 




m 

sap: 

w 



■J TT 



Gin Ala Pro Leu Ser Ala Phe Ser Ala Pro Ser His Arg Gly Val Thr 

35 40 45 

caa gtt cac aca get agg cat gtc cca get tta cca ttc atg gca cca 193 
Gin Val His Thr Ala Arg His Val Pro Ala Leu Pro Phe Met Ala Pro 

50 55 60 

aac cct cag get ccc caa tct ttt cct gag aca get gag act ccc tea 241 
Asn Pro Gin Ala Pro Gin Ser Phe Pro Glu Thr Ala Glu Thr Pro Ser 
65 70 75 80 

tgt gtt ccc tec ccg gtg egg ccc tgt cat get cct get caa aca ccc 289 
Cys Val Pro Ser Pro Val Arg Pro Cys His Ala Pro Ala Gin Thr Pro 

85 90 95 

tec gtg get ccc acg tac tea tea aac eta gac tgg gaa egg acc a 335 
Ser Val Ala Pro Thr Tyr Ser Ser Asn Leu Asp Trp Glu Arg Thr 
100 105 110 

<210> 3425 
<211> 324 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .322 



<400> 3425 

ttttgtcctg aacttattgt ttttatgatt tgtccatgtt gecctagatg cccttatacc 60 
tatacatcac tgtgaattgt gctctgtgta ttttacccat ctccacgtat tttacccatc 120 
tgctccctgg ctg atg ggt ttg gag atg gcg tct aac acc ctg cct cca 169 
Met Gly Leu Glu Met Ala Ser Asn Thr Leu Pro Pro 

caa ata atg ctg etc cag ata tct tec tgg atg gtc tea cca gat gat 217 
Gin lie Met Leu Leu Gin lie Ser Ser Trp Met Val Ser Pro Asp Asp 

15 20 25 

ttc tac cca gga gca gaa ttg ctg gec aca ggg cat act ttg agt act 265 
Phe Tyr Pro Gly Ala Glu Leu Leu Ala Thr Gly His Thr Leu Ser Thr 

30 35 40 

aca aga ctg gtt tec tea atg act gac ate etc cat tct ctt cca cct 313 
Thr Arg Leu Val Ser Ser Met Thr Asp lie Leu His Ser Leu Pro Pro 
45 50 55 60 

act ccc ate cn 324 
Thr Pro lie 

<210> 3426 
<211> 303 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .303 



<400> 3426 



2124 



agtggcaccg caattccggc tgctgcgggg aagtttagtt 
ccgaaagaca cttggattgc gacattcgga cccagtgaca 



aaa tec ttc 
Lys Ser Phe 
5 

etc cac cca 
Leu His Pro 
20 

aca agt etc 
Thr Ser Leu 

tct ctt ttc 
Ser Leu Phe 



aag gag egg 
Lys Glu Arg 

gcg cca agg 
Ala Pro Arg 
25 

caa aat ttc 
Gin Asn Phe 
40 

act tec ttt 
Thr Ser Phe 
55 



att gca 
He Ala 
10 

agt ccc 
Ser Pro 

ctt tgg 
Leu Trp 

eta tgg 
Leu Trp 



agt tgc ttc 
Ser Cys Phe 

tec agg cca 
Ser Arg Pro 
30 

gac tea agt 
Asp Ser Ser 
45 

ttc aaa cca 
Phe Lys Pro 
60 



ggcccaggga cgccgtgtca 
aegtttte atg tat ctt 

Met Tyr Leu 

1 

ttc teg agg caa cct 
Phe Ser Arg Gin Pro 
15 

ccg ate agt gag caa 
Pro He Ser Glu Gin 
35 

tta ccc acc gcg aat 
Leu Pro Thr Ala Asn 
50 

aca gca cac 
Thr Ala His 
65 



60 
117 



165 



213 



261 



303 



= 35 



<210> 3427 

<211> 296 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 124 . .294 



ry 



<400> 3427 

tggtttctag aagtgcctct cattagtgga ctttaaagca 
tctgaggaat atagctctta ggcttccagc ctctaccatg 
ctg atg tat gtt ggt gga tec atg tat gtg tec 
Met Tyr Val Gly Gly Ser Met Tyr Val Ser 
15 10 
tgg act ctg aga act ggg aaa gat cag age aag 
Trp Thr Leu Arg Thr Gly Lys Asp Gin Ser Lys 

20 25 
teg gga aac cag aat atg ttt ggg gtg gta gga 
Ser Gly Asn Gin Asn Met Phe Gly Val Val Gly 

35 40 
ctg age ccc etc act cac ttc ctt ccc cct gt 
Leu Ser Pro Leu Thr His Phe Leu Pro Pro 
50 55 



aatcctggct ggcaggaaat 
caggagagaa cacagaagga 
age aca gcg gee tgc 
Ser Thr Ala Ala Cys 
15 

cct tgc etc tta tct 
Pro Cys Leu Leu Ser 
30 

gee aca cag act ctt 
Ala Thr Gin Thr Leu 
45 



60 
120 
168 



216 



264 



296 



<210> 3428 

<211> 344 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 87 . .344 



<400> 3428 



2125 




^5 



209 



305 



gctcttttgt tctcttttcc ttagcctctt cggtgatctt tggtctgaag ggctatgtgg 60 
ctgagcggaa gggtgagagg gaggag atg cag gat gcc cac gtc ate ctg aac 113 

Met Gin Asp Ala His Val He Leu Asn 

1 5 

gac ate ace gag gag tgt agg ccc cca teg tec etc att act egg gtt 161 
Asp He Thr Glu Glu Cys Arg Pro Pro Ser Ser Leu He Thr Arg Val 
10 15 20 25 

tea tat ttt get gtk ttt gat gga cat gga gga att cga gcc tea aaa 
Ser Tyr Phe Ala Val Phe Asp Gly His Gly Gly He Arg Ala Ser Lys 

30 35 40 

ttt get gca cag aat ttg cat caa aac tta ate aga aaa ttk set aaa 257 
Phe Ala Ala Gin Asn Leu His Gin Asn Leu He Arg Lys Xaa Xaa Lys 

45 50 55 

ggg gat gta ate agt gta gag raa acc gtg aag aga tgc ctt ttg gac 
Gly Asp Val He Ser Val Glu Xaa Thr Val Lys Arg Cys Leu Leu Asp 

60 65 70 

act ttc aag cat act gat gaa gag tec tta aac aag ctg 344 
Thr Phe Lys His Thr Asp Glu Glu Ser Leu Asn Lys Leu 
75 80 85 

<210> 3429 
<211> 341 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45. .341 



fy <400> 3429 

"p gcatcgagcc ttccgcatcg ctgatccagt ggttctgggm ggtg atg gag tec ttc 56 

!E Met Glu Ser Phe 

» 1 

y tec aac aca gag cgc tct ctt ttc ctt cgc ttc gtc tgg ggc egg acg 

Ser Asn Thr Glu Arg Ser Leu Phe Leu Arg Phe Val Trp Gly Arg Thr 

5 10 15 20 

agg ctg ccc agg acc ate gcc gac ttc egg ggc cga gac ttc gtc ate 152 

Arg Leu Pro Arg Thr He Ala Asp Phe Arg Gly Arg Asp Phe Val He 

25 30 35 

cag gtg ttg gat aaa tac aac cct cca gac cac ttc etc cct gag tec 200 

Gin Val Leu Asp Lys Tyr Asn Pro Pro Asp His Phe Leu Pro Glu Ser 

40 45 50 

tac acc tgt ttc ttc ttg ctg aag ctg ccc agg tat tec tgc aag cag 248 

Tyr Thr Cys Phe Phe Leu Leu Lys Leu Pro Arg Tyr Ser Cys Lys Gin 

55 60 65 

gtg ctg gag gag aag etc aag tac gcc ate cac ttc tgc aag tec ata 2 96 

Val Leu Glu Glu Lys Leu Lys Tyr Ala He His Phe Cys Lys Ser He 

70 75 80 

gac aca gat gac tac get cgc ate gca ctt aca gga gag cag cct 341 

Asp Thr Asp Asp Tyr Ala Arg He Ala Leu Thr Gly Glu Gin Pro 

85 90 95 



104 



<210> 3430 



2126 




<211> 200 
<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 8. .199 



<400> 3430 

ctgcttg atg aaa tgt ate tec ttg tac ctg gaa gat gaa gee caa aca 49 
Met Lys Cys lie Ser Leu Tyr Leu Glu Asp Glu Ala Gin Thr 
15 10 
ccc aca cct ctg tct ccc cca ggg etc ggg atg tct cca gca gec egg 97 
Pro Thr Pro Leu Ser Pro Pro Gly Leu Gly Met Ser Pro Ala Ala Arg 
15 20 25 30 

cca cgc age ttc cca ggt ggg etc ggg gag gtg gga gca ggg acc ate 145 
Pro Arg Ser Phe Pro Gly Gly Leu Gly Glu Val Gly Ala Gly Thr He 

35 40 45 

tct gtc ccc tec acc etc act cca tec acc teg gag acc acc eta tec 193 
Ser Val Pro Ser Thr Leu Thr Pro Ser Thr Ser Glu Thr Thr Leu Ser 
hh 50 55 60 

|y cct act a 200 
~ Pro Thr 

^ <210> 3431 

<211> 230 
s <212> DNA 

as 

%J <213> Homo sapiens 

<220> 
lg <221> CDS 

i <222> 78. .230 



<400> 3431 

gttatgtact gtccattgtg tcagggctat gggctgattt tatcaaaact catcttggga 60 
ctgaaaaatt gtttgga atg cca gaa ata aga aag ttg ttc tec aga get 110 

Met Pro Glu He Arg Lys Leu Phe Ser Arg Ala 
15 10 
gga aac cca tct ttc gtt tgt agt gtc act gtt gtg get cca age tea 158 
Gly Asn Pro Ser Phe Val Cys Ser Val Thr Val Val Ala Pro Ser Ser 

15 20 25 

gtg ata gga aag gac ggt ggt tac aca cca gee ttc aga acc caa ggc 2 06 

Val He Gly Lys Asp Gly Gly Tyr Thr Pro Ala Phe Arg Thr Gin Gly 

30 35 40 

ccc cag tat tgt tgt cag ctg cct 230 
Pro Gin Tyr Cys Cys Gin Leu Pro 
45 50 

<210> 3432 
<211> 411 
<212> DNA 

<213> Homo sapiens 



2127 



<220> 
<221> CDS 
<222> 50 . .409 



=3 : 



nj 



202 



250 



<400> 3432 

taagcctgtg gttgatggaa attcacaaag tgaggcatta tcactggaa atg aga aag 58 

Met Arg Lys 
1 

gat ccg age ggg get ggc etc tgg ctt cac agt ggc ggc cca gtg ctt 106 

Asp Pro Ser Gly Ala Gly Leu Trp Leu His Ser Gly Gly Pro Val Leu 

5 10 15 

cca tat gtg aga gaa tea gta aga aga aat cca gee tea gca gee act 154 

Pro Tyr Val Arg Glu Ser Val Arg Arg Asn Pro Ala Ser Ala Ala Thr 

20 25 30 35 

ccg age aca gee gtg ggt ttg ttc cct get cca aca gag tgt ttt get 

Pro Ser Thr Ala Val Gly Leu Phe Pro Ala Pro Thr Glu Cys Phe Ala 

40 45 50 

egg gtg tec tgc agt ggt gtt gaa get ctg ggg egg cga gac tgg ctg 

Arg Val Ser Cys Ser Gly Val Glu Ala Leu Gly Arg Arg Asp Trp Leu 

55 60 65 

1.5 99 a 99 a 999 ccc a 99 9 CC cac fc 9 r ms 9 9 CV aca gag gmc agt gcc cca 298 

Gly Gly Gly Pro Arg Ala His Xaa Xaa Ala Thr Glu Xaa Ser Ala Pro 
^ 70 75 80 

w aa 9 9 a 9 a 9 c ctc 999 t 9 t cac 9 ac t ^ c cac 9 CC atc aaa aag tgc cgg 
tfl Lys Glu Ser Leu Gly Cys His Asp Cys His Ala He Lys Lys Cys Arg 
s- 85 90 95 

aaa tgg gaa gtt ttc agg atg ace cac caa gtg ctt ttc cca agg gtc 
Lys Trp Glu Val Phe Arg Met Thr His Gin Val Leu Phe Pro Arg Val 
100 105 110 115 

tgg get ctg agt tgg aa 411 
Trp Ala Leu Ser Trp 
120 

<210> 3433 
<211> 242 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .242 



346 



3 94 



<400> 3433 

ctcccaacga cgcagcccgg ttctgcagcc ggtgaagaaa cgcggctggs scaagggcaa 
gaagcggaag aagattctgc cgr atg ggs ccc aag gca ccg gtc acg ggc tac 

Met Gly Pro Lys Ala Pro Val Thr Gly Tyr 
15 10 
gtg cgc ttc ctg aac gag egg cgc grg cag atc cgc acg cgc cac ccg 
Val Arg Phe Leu Asn Glu Arg Arg Xaa Gin He Arg Thr Arg His Pro 

15 20 25 

gat ctg ccc ttt ccc gag atc acc aag atg ctg ggc gee gag tgg age 



2128 



Asp Leu Pro Phe Pro Glu lie Thr Lys Met Leu Gly Ala Glu Trp Ser 

30 35 40 

aag ctg cag cca acg gaa aag cag egg tac caa 
Lys Leu Gin Pro Thr Glu Lys Gin Arg Tyr Gin 
45 50 



242 



z 



<210> 3434 
<211> 292 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116 . .292 



<400> 3434 

atcttctctt tatcaaacct ttattaatgt aattttttct 
aagtggtcga ccabgtcctc ctgggccatc tggtccccga 



tattagggaa gtcaaggaga 
dgtcagcctg gtgtc atg 
Met 
1 



ggc 


ttc 


ccc 


ggt 


cct 


aaa 


gga rat 


gat 


gtg 


agt 


tec 


ttc 


atk 


rat 


ttc 


Gly 


Phe 


Pro 


Gly 


Pro 


Lys 


Gly Xaa 


Asp 


Val 


Ser 


Ser 


Phe 


Xaa 


Xaa 


Phe 






5 








10 










15 






tts 


rat 


aaa 


tat 


ttg 


act 


gga agg 


ctt 


tta 


ttt 


tec 


ata 


tgg 


agt 


aaa 


Xaa 


Xaa 


Lys 


Tyr 


Leu 


Thr 


Gly Arg 


Leu 


Leu 


Phe 


Ser 


He 


Trp 


Ser 


Lys 






20 








25 










30 








gaa 


atg 


gtc 


aaa 


act 


cag 


tct cct 


ctt 


caa 


age 


atg 


gag 


gag 


tat 


atg 


Glu 


Met 


Val 


Lys 


Thr 


Gin 


Ser Pro 


Leu 


Gin 


Ser 


Met 


Glu 


Glu 


Tyr 


Met 




35 










40 








45 










arr 


ate 


aaa 


ttg 


cat 


gta 


gga agg 


gag 


etc 














Xaa 


He 


Lys 


Leu 


His 


Val 


Gly Arg 


Glu 


Leu 














50 










55 





















<210> 3435 

<211> 338 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . . 336 



60 
118 



166 



214 



262 



292 



<400> 3435 

caaatatcaa tgatgtttat gaatctagtg tgaaagtktt 
atg aac rra tat gca agt cca ttc aac tgw caa 
Met Asn Xaa Tyr Ala Ser Pro Phe Asn Xaa Gin 
15 10 
ttg age agr ttc gag tgt gtr cat aga gat gga 
Leu Ser Arg Phe Glu Cys Val His Arg Asp Gly 

20 25 
tct tat cag gag cag gag eta cag gat ttt ctt 
Ser Tyr Gin Glu Gin Glu Leu Gin Asp Phe Leu 



aatcacatca caaggct 
ttg ard tat ttg gale 
Leu Xaa Tyr Leu Xaa 
15 

aga gta att aca ctg 
Arg Val He Thr Leu 
30 

ctg tct cag atg tea 
Leu Ser Gin Met Ser 



57 
105 



153 



201 



2129 



lil 



35 40 45 

cag cac cag gta cat gca gtt cag caa etc gec aag gtt atg ggc tgg 249 
Gin His Gin Val His Ala Val Gin Gin Leu Ala Lys Val Met Gly Trp 

50 55 60 

caa gta ctg age ttc agt aat cat gtg gga ctt gga cct ata gag age 297 
Gin Val Leu Ser Phe Ser Asn His Val Gly Leu Gly Pro He Glu Ser 
65 70 75 80 

abt ggt aat gca tct gec ate acg gtg gey ccc caa gtg gt 338 
Xaa Gly Asn Ala Ser Ala He Thr Val Ala Pro Gin Val 
85 90 

<210> 3436 

<211> 302 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37 . .300 



^ <400> 3436 

f* ctggttttgg tatcaaaata atactgtcct cataga atg agt ttg gca gta ttc 54 
W Met Ser Leu Ala Val Phe 

m 1 5 

ctt cct tct gtt ttt tgg aat agt ttg agt agg att tgg gta tta gtt 102 

Leu Pro Ser Val Phe Trp Asn Ser Leu Ser Arg He Trp Val Leu Val 

10 15 20 

etc ttt aaa tgt ttg gta gaa ttt age agt aaa gec atg ggg tec tgg 150 

Leu Phe Lys Cys Leu Val Glu Phe Ser Ser Lys Ala Met Gly Ser Trp 

25 30 35 

act ttt teg tta ctg ggt gta tta gtc tgt ttt cac act get gat aaa 198 

Thr Phe Ser Leu Leu Gly Val Leu Val Cys Phe His Thr Ala Asp Lys 

40 45 50 

gac ata ccc cag act gag act ggg caa ttt aca aaa gaa aga ggt tta 246 

Asp He Pro Gin Thr Glu Thr Gly Gin Phe Thr Lys Glu Arg Gly Leu 

55 60 65 70 

att gga ctt aac agt tec aca tgg ctg ggg aaa etc aca ata atg gtg 294 

He Gly Leu Asn Ser Ser Thr Trp Leu Gly Lys Leu Thr He Met Val 

75 80 85 

gaa ggc aa 3 02 
Glu Gly 

<210> 3437 
<211> 403 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 223 . .402 



<400> 3437 



2130 



282 



330 



gcagtcttcc aggctttgcg gctgccaaag gaataattga gacgtctgag ttgagcaggt 60 
ggaatgtcag aagactgaga acattgttcc ttcttcatac tgctgctctg ttgccagaga 120 
atcccaattt acactcaaag cttctttgat taagtgctag gagataaatt tgcattttct 180 
caaggaaaag gctaaaagtg gtagcaggtg gcatttaccg tc atg gag age agg 234 

Met Glu Ser Arg 

1 

gat cat aac aac ccc cag gag gga ccc acg tec tec age ggt aga agg 
Asp His Asn Asn Pro Gin Glu Gly Pro Thr Ser Ser Ser Gly Arg Arg 
5 10 15 20 . 

get gca gtg gaa gac aat cmg ttg ctg att aaa get gtt caa aac gaa 
Ala Ala Val Glu Asp Asn Xaa Leu Leu He Lys Ala Val Gin Asn Glu 

25 30 35 

gat gtt gac ctg gtc cag caa ttg ctg gaa ggt gga gec aat gtt aat 378 
Asp Val Asp Leu Val Gin Gin Leu Leu Glu Gly Gly Ala Asn Val Asn 

40 45 50 

ttc cag gaa gag aag ggg get ggg a 403 
Phe Gin Glu Glu Lys Gly Ala Gly 
55 60 

,5 <210> 3438 

|p <211> 243 

j[V <212> DNA 

: - <213> Homo sapiens 

yj 

<220> 
€t <221> CDS 

<222> 68. .241 



60 
109 



<400> 3438 

gcggactgtc ctttcgtggc tcactccctt tcctctgctg ccgctcggtc acgcttgctc 
tttcacc atg cct gga tea ctt cct ttg aat gca gaa get tgc tgg cca 

Met Pro Gly Ser Leu Pro Leu Asn Ala Glu Ala Cys Trp Pro 

15 10 
aaa gat gtg gga att gtt gee ctt gag ate tat ttt cct tct caa tat 157 
Lys Asp Val Gly He Val Ala Leu Glu He Tyr Phe Pro Ser Gin Tyr 
15 20 25 30 

gtt gat caa gca gag ttg gaa aaa tat gat ggt gta gat get gga aag 205 
Val Asp Gin Ala Glu Leu Glu Lys Tyr Asp Gly Val Asp Ala Gly Lys 

35 40 45 

tat acc att ggc ttg ggc cag gec aag atg ggc ttc tg 243 
Tyr Thr He Gly Leu Gly Gin Ala Lys Met Gly Phe 
50 55 

<210> 3439 

<211> 223 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 8. .223 



2131 




tta ttc tec cga get 
Leu Phe Ser Arg Ala 
65 

<210> 3441 

<211> 267 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 29. .265 



<400> 3439 

ttttgag atg gag tct cgc tct gtc acc cag get gga gtg cag tgg tgc 4 9 

Met Glu Ser Arg Ser Val Thr Gin Ala Gly Val Gin Trp Cys 
15 10 
ate tec get tac tgc aag etc cgc etc ccg ggt tea cgc cat tct cct 97 
He Ser Ala Tyr Cys Lys Leu Arg Leu Pro Gly Ser Arg His Ser Pro 
15 20 25 30 

gee tea gee tec cac gta get ggg act aca ggc gee cgc cac cat gee 145 
Ala Ser Ala Ser His Val Ala Gly Thr Thr Gly Ala Arg His His Ala 

35 40 45 

egg eta att ttt tgt act ttt ttt agt ata gac ggg gtt tea cca tgt 193 
Arg Leu He Phe Cys Thr Phe Phe Ser He Asp Gly Val Ser Pro Cys 

50 55 60 

tdg cca gga tgg tct cga tct cct gac etc 
Xaa Pro Gly Trp Ser Arg Ser Pro Asp Leu 
65 70 

<210> 3440 
<211> 270 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . .270 



223 



s- <400> 3440 

O aaaaaaattc ctgtctcctc ttcttgaaag cagctcactg ctagctgagc aaggttcgaa 60 
sU ggaaggacct cagaa atg ttc tgc cag cgc aaa gac act ggc caa aag aag 111 
sqs Met Phe Cys Gin Arg Lys Asp Thr Gly Gin Lys Lys 

1 5 10 

% acc eta gac aag aaa gat gga aga cga atg tct ttt cag aaa cct aaa 159 
'2 Thr Leu Asp Lys Lys Asp Gly Arg Arg Met Ser Phe Gin Lys Pro Lys 
M 15 20 25 

ggg act att gag tat act gtt gaa tea agg gat tct ttg aat age ata 207 
Gly Thr He Glu Tyr Thr Val Glu Ser Arg Asp Ser Leu Asn Ser He 

30 35 40 

gec ctg aag ttt gat aca aca cct aac gaa ctt gtt caa tta aat aag 255 
Ala Leu Lys Phe Asp Thr Thr Pro Asn Glu Leu Val Gin Leu Asn Lys 
45 50 55 60 



270 



2132 





<400> 3441 

aggctcccct ttcggcctct cgttcttt atg cga ctt gaa tct ccc gac gaa 52 

Met Arg Leu Glu Ser Pro Asp Glu 
1 5 

aat ttt gcg gta gtt cag gaa cat gcc att cat cac ate gat ggc ccg 100 
Asn Phe Ala Val Val Gin Glu His Ala He His His He Asp Gly Pro 

10 15 20 

etc cgc aga ttc ctg ctt ttg gaa gtg cac gaa ccc gta gcc ctt ggg 148 
Leu Arg Arg Phe Leu Leu Leu Glu Val His Glu Pro Val Ala Leu Gly 
25 30 35 40 

ccc ctt ttc gtc aca ggc cac ttt gca gga gag gat gtt gcc gaa cgc 196 
Pro Leu Phe Val Thr Gly His Phe Ala Gly Glu Asp Val Ala Glu Arg 

45 50 55 

cga gaa gat gtt gta cag cgc ctt gtt gtc gat ggt ctt gcc cag gtt 244 
Arg Glu Asp Val Val Gin Arg Leu Val Val Asp Gly Leu Ala Gin Val 

60 65 70 

ctt gat gaa gac gtt gcc cac cc 267 

Q Leu Asp Glu Asp Val Ala His 

%Q 75 



bJ 



<210> 3442 

<211> 235 

<212> DNA 

<213> Homo sapiens 

^ <220> 

a <221> CDS 

O <222> 72 . .233 

ru 

<400> 3442 

2~ agtcatatta ctgtatgtat ttttctgect ttttcctaca ttctgtattt gtttccattt 60 
% acatataaga t atg ctt ate ttt ctt tct ttc ttt ctt ttt gat atg gag 110 
^ Met Leu He Phe Leu Ser Phe Phe Leu Phe Asp Met Glu 

15 10 
tct cgc tct ctt gcc cag get gga ctg cag tgg cac aat etc ggc tea 158 
Ser Arg Ser Leu Ala Gin Ala Gly Leu Gin Trp His Asn Leu Gly Ser 

15 20 25 

ctg caa cct ttg cct cct gga ttc aag cga ttc tec tgc etc age etc 
Leu Gin Pro Leu Pro Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser Leu 
30 35 40 45 

cca agt age tgg gac tac agg cgc gca cc 235 
Pro Ser Ser Trp Asp Tyr Arg Arg Ala 
50 

<210> 3443 

<211> 166 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 4 . . 165 



206 



2133 





48 



<400> 3443 

aga atg tat ctt aaa tgc tta gtg cct gac aca cag gga acg etc tgt 
Met Tyr Leu Lys Cys Leu Val Pro Asp Thr Gin Gly Thr Leu Cys 
15 10 15 

aaa tgg tec gat tct tat teg agt ggg agt tct gtg gat tec ggg aag 96 
Lys Trp Ser Asp Ser Tyr Ser Ser Gly Ser Ser Val Asp Ser Gly Lys 

20 25 30 

cca agt aag gtg ate atg ggg ggt ggc egg aaa tac atg tac ccc aag 144 
Pro Ser Lys Val He Met Gly Gly Gly Arg Lys Tyr Met Tyr Pro Lys 

35 40 45 

aat aaa act gat gtg gag tac g 166 
Asn Lys Thr Asp Val Glu Tyr 
50 

<210> 3444 

<211> 188 
O <212> DNA 

lip <213> Homo sapiens 

m 

jyL <220> 

<221> CDS 
<222> 2 . .187 



^ <400> 3444 

a' c atg ctg ata tta ggc aag atg att cgc tgg gag gac tat gtg ctt aga 49 
Met Leu He Leu Gly Lys Met He Arg Trp Glu Asp Tyr Val Leu Arg 
15 10 15 

ffj ctg tgg cgc aaa tac teg aat aaa eta caa att tta aat agt ata ttt 97 
j* Leu Trp Arg Lys Tyr Ser Asn Lys Leu Gin He Leu Asn Ser He Phe 
% 20 25 30 

j: cca ggg ata ggt tgt cct gtt cct cga att cca get gag gee aat cct 145 
^ Pro Gly He Gly Cys Pro Val Pro Arg He Pro Ala Glu Ala Asn Pro 
35 40 45 

tta gca gat cat gtc tct get act cga ate ttg tgt gga get c 188 
Leu Ala Asp His Val Ser Ala Thr Arg He Leu Cys Gly Ala 
50 55 60 

<210> 3445 

<211> 218 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .216 



<400> 3445 

agtctcttcc tggcctcccc acagtgctgg cctctgcctc catctcagtc acac atg 57 

Met 
1 



2134 




201 



218 



tct age etc cag gcg ctg tgc tct ggc ctg ccc ctg egg ccc etc cca 105 
Ser Ser Leu Gin Ala Leu Cys Ser Gly Leu Pro Leu Arg Pro Leu Pro 

5 10 15 

gag aac egg gga cgc cag get ggg gtg ccc cat gee cct gtc agg ace 153 
Glu Asn Arg Gly Arg Gin Ala Gly Val Pro His Ala Pro Val Arg Thr 

20 25 30 

ccc age etc age cct gtg gag aaa cag ctg gcg ctg agg aac gec ctg 
Pro Ser Leu Ser Pro Val Glu Lys Gin Leu Ala Leu Arg Asn Ala Leu 

35 40 45 

cgc tac ttc ccc ccg ga 
Arg Tyr Phe Pro Pro 
50 

<210> 3446 
<211> 373 
<212> DNA 
<213> Homo sapiens 

O <220> 
±Q <221> CDS 
gl <222> 86. .373 

u 



60 



160 



208 



256 



304 



<400> 3446 

^ aaatgtatct gatcctgett tgaataaatg caacttgaaa gcbttggaat tttaccagat 
^ cgaatctggg ccaaatagaa agaac atg ttc ttc aag tat aca tgg aat aac 112 
'J3 Met Phe Phe Lys Tyr Thr Trp Asn Asn 

s 15 

O ttt ttg cat aca caa gtg gaa att tgt att gca ctg att ctt gca agt 
- ; Phe Leu His Thr Gin Val Glu lie Cys He Ala Leu He Leu Ala Ser 
10 15 20 25 

cct ttt gaa aac aca gaa aat gee aca att ace gat caa gac tec act 
Pro Phe Glu Asn Thr Glu Asn Ala Thr He Thr Asp Gin Asp Ser Thr 

30 35 40 

ggt gat aat ttg tta tta aaa cat ctt ttc caa aaa tgt caa tta ata 
Gly Asp Asn Leu Leu Leu Lys His Leu Phe Gin Lys Cys Gin Leu He 

45 50 55 

gaa cga ata ctt gaa gee tgg gaa atg aat gag aag aaa cag get gag 
Glu Arg He Leu Glu Ala Trp Glu Met Asn Glu Lys Lys Gin Ala Glu 

60 65 70 

gga gga aga egg cat ggt tac atg gga cac eta acg agg ata get aac 352 
Gly Gly Arg Arg His Gly Tyr Met Gly His Leu Thr Arg He Ala Asn 

75 80 85 

tgt ate gtg cac aca ctg act 373 
Cys He Val His Thr Leu Thr 
90 95 

<210> 3447 
<211> 323 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



2135 




35 40 45 50 

etc tgc tea ggc ccc ttc age tac cgc cac 
Leu Cys Ser Gly Pro Phe Ser Tyr Arg His 
55 60 

<210> 3449 
<211> 270 
<212> DNA 

<213> Homo sapiens 
<220> 



<222> 147 . . 323 



<400> 3447 

taaaatacct aggaatccaa cttacaaggg atgtgaagga cctcttcaag gagaactaca 60 
aaccactgct caaggaaata aaagaggata caaacaaatg gaagaacatt ccatgctcat 120 
gggtaggaag aatcaatatc gtgaaa atg gec ata ctg ccc aag gta att tac 173 

Met Ala lie Leu Pro Lys Val lie Tyr 

1 5 

aga ttc aat gee ate ccc ate aag eta cca atg cct ttc ttc aca gaa 221 

Arg Phe Asn Ala He Pro He Lys Leu Pro Met Pro Phe Phe Thr Glu 

10 15 20 25 

ttg gaa aaa act act tta aag ttc ata tgg aac caa aaa aga gec cgc 269 

Leu Glu Lys Thr Thr Leu Lys Phe He Trp Asn Gin Lys Arg Ala Arg 

30 35 40 

ate gee aar wca ate eta age caa aag gac aaa get gga ggc ate aca 317 
He Ala Lys Xaa He Leu Ser Gin Lys Asp Lys Ala Gly Gly He Thr 
45 50 55 

Q eta cca 323 

=.fl Leu Pro 

as 

^ <210> 3448 

f/J <211> 230 

^ <212> DNA 

^ <213> Homo sapiens 

<220> 
a <221> CDS 

Q <222> 51 . .230 

i y 

ni 

"p <400> 3448 

% tttggggcac tttcccaata ctaaaggact ctccaaaagt ccccattttg atg cct 56 

Met Pro 

^ 1 

gtg cct att cca get gcg gcg gat gca gga gat get aca caa aat aca 104 
Val Pro He Pro Ala Ala Ala Asp Ala Gly Asp Ala Thr Gin Asn Thr 

5 10 15 

aaa aca gat gaa gga gaa eta tta act ggc ttt cag ccc tgg ata ttt 152 
Lys Thr Asp Glu Gly Glu Leu Leu Thr Gly Phe Gin Pro Trp lie Phe 

20 25 30 

aaa tct cct cct ctt ctt cct gtc cat gec ggc ccc tec cag cac cag 200 
Lys Ser Pro Pro Leu Leu Pro Val His Ala Gly Pro Ser Gin His Gin 



230 



2136 





<210> 3451 

<211> 188 

<212> DNA 

<213> Homo sapiens 

<220> 



270 



<221> CDS 
<222> 95 . .268 



<400> 3449 

atttgagtgg ctaaagarat ctgaagtctt gtactacact gtagagaaga aggggaatat 60 
aagttcccag cttaaacact ataacccttg gage atg ara tgt cac cag caa cag 115 

Met Xaa Cys His Gin Gin Gin 
1 5 

tta cag aga atg aag gag aat gca aag cat egg aac cag tac aaa ttt 163 
Leu Gin Arg Met Lys Glu Asn Ala Lys His Arg Asn Gin Tyr Lys Phe 

10 15 20 

ate tta ctg gaa aac ctg act tec cgc tac gag gtg cct tgt gtc ctt 211 
lie Leu Leu Glu Asn Leu Thr Ser Arg Tyr Glu Val Pro Cys Val Leu 

25 30 35 

gac etc aag atg ggc aca cga caa cat ggt gat gat get tea gag gag 259 
Asp Leu Lys Met Gly Thr Arg Gin His Gly Asp Asp Ala Ser Glu Glu 
40 45 50 55 

=F% aag gca gec ct 

.** Lys Ala Ala 

r? <210> 3450 

<211> 214 
% 5 <212> DNA 

^ <213> Homo sapiens 

«. 

Jj <220> 

s <221> CDS 

fl <222> 33 . . 212 



<400> 3450 

aggaatgeag ataccctgaa gggaacacaa ca atg gtc caa ggg ggt ttc cca 53 

Met Val Gin Gly Gly Phe Pro 
1 5 
gaa aaa ate aga caa aga tat gca gat ctg cct gga gaa ctg cac att 
Glu Lys lie Arg Gin Arg Tyr Ala Asp Leu Pro Gly Glu Leu His He 

10 15 20 

att gaa ctt gaa aaa gat aag aat gga ctt gga etc age ctt get ggt 
He Glu Leu Glu Lys Asp Lys Asn Gly Leu Gly Leu Ser Leu Ala Gly 

25 30 35 

aat aaa gac cga tea cgc atg age ata ttt gtg gtg gga att aac ccg 197 
Asn Lys Asp Arg Ser Arg Met Ser He Phe Val Val Gly He Asn Pro 
40 45 50 55 

gaa gga cct act gec gc 214 
Glu Gly Pro Thr Ala 
60 



101 



149 



2137 




103 



<221> CDS 
<222> 35 . . 187 



<400> 3451 

cccaagtttt accattctct atttgtgccc taca atg get cca ccc ttt gaa ata 55 

Met Ala Pro Pro Phe Glu lie 
1 5 
acg cct ggt eta aat gtt act ttt tct agt ggg cct tec ttg att ate 
Thr Pro Gly Leu Asn Val Thr Phe Ser Ser Gly Pro Ser Leu He He 

10 15 20 

cat ccc act gtg att cct ttt cct gee cat age etc tec gac aag cct 151 
His Pro Thr Val He Pro Phe Pro Ala His Ser Leu Ser Asp Lys Pro 

25 30 35 

tgc att etc att cat atg ace ttg ttt gec aat gee t 
Cys He Leu He His Met Thr Leu Phe Ala Asn Ala 
40 45 50 

P <210> 3452 
%p <211> 420 
yi <212> DNA 

<213> Homo sapiens 

yj 

,rl <220> 
% <221> CDS 

<222> 7 . .420 



188 



48 



144 



192 



U <400> 3452 

rj taagtg atg aag ctg aaa tta tac eta tgt ata tta ggt ccc tgg ggc 
fjj Met Lys Leu Lys Leu Tyr Leu Cys He Leu Gly Pro Trp Gly 

£ 1 5 10 

J£ tgc aak rkc aaa gta cca eta att ggg ttt ctt aaa aga ata aan hta 96 

Sf Cys Xaa Xaa Lys Val Pro Leu He Gly Phe Leu Lys Arg He Xaa Xaa 
^ 15 20 25 30 

tat nwt etc aca gtt ctg aaa cct agd agt ctg ara tea ann tea gca 

Tyr Xaa Leu Thr Val Leu Lys Pro Xaa Ser Leu Xaa Ser Xaa Ser Ala 

35 40 45 

ggg ttg gtt cct tct gag gac tct aaa aaa gaa tct gtt tea tgc etc 

Gly Leu Val Pro Ser Glu Asp Ser Lys Lys Glu Ser Val Ser Cys Leu 

50 55 60 

tct cct agg ttc tgg tgg tgg ctg gga age ctg akt gtt act tgg ctt 240 

Ser Pro Arg Phe Trp Trp Trp Leu Gly Ser Leu Xaa Val Thr Trp Leu 

65 70 75 

ata cat gca tea etc cag tct ctg tct cct ttt tct cat gee att ttc 288 

He His Ala Ser Leu Gin Ser Leu Ser Pro Phe Ser His Ala He Phe 

80 85 90 

tea tgt gtc tct gtg ttt tec ttt get tat aag gat acc agt cat att 

Ser Cys Val Ser Val Phe Ser Phe Ala Tyr Lys Asp Thr Ser His He 
95 100 105 HO 

gaa tta ggg cct get eta ata acc tea tct caa tta cct ctg caa gga 384 

Glu Leu Gly Pro Ala Leu He Thr Ser Ser Gin Leu Pro Leu Gin Gly 

115 120 125 

acc aat ttc caa ata atg tea cac tea cat gta gca 



336 



420 



2138 



Thr Asn Phe Gin He Met Ser His Ser His Val Ala 
130 135 

<210> 3453 

<211> 341 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121. .339 



<400> 3453 

agcggaccaa gatggcggcg ccctgtgagg gacaagcgtt tgccgtaggg gttgaaaaga 60 
attggggtgc agtagttcgs tccccasrag ggacccccca garaatccgg cagctgakag 120 
atg ang ggg att gcc ccg gaa gag gga ggc gtg gac gcg aag gac acg 168 
Met Xaa Gly He Ala Pro Glu Glu Gly Gly Val Asp Ala Lys Asp Thr 
15 10 15 

cct 216 
Pro 

aca 264 
Thr 

etc 312 



<210> 3454 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 136. .387 



341 





tct 


gcc 


aca 


tec 


cag 


tea 


gtt 


aat 


gga 


tea 


mcc 


caa 


gcg 


gaa 


caa 




Ser 


Ala 


Thr 


Ser 


Gin 


Ser 


Val 


Asn 


Gly 


Ser 


Xaa 


Gin 


Ala 


Glu 


Gin 










20 










25 










30 




£ ! H 


tea 


ttg 


gaa 


tct 


aca 


age 


aaa 


gaa 


gcc 


ttc 


ttt 


age 


aga 


gtg 


gav 


-A? 


Ser 


Leu 


Glu 


Ser 


Thr 


Ser 


Lys 


Glu 


Ala 


Phe 


Phe 


Ser 


Arg 


Val 


Xaa 








35 










40 










45 






as. 


ttt 


tct 


tct 


ttg 


aaa 


tgg 


gca 


ggt 


aag 


ccc 


ttt 


gag 


ctg 


tct 


cca 




Phe 


Ser 


Ser 


Leu 


Lys 


Trp 


Ala 


Gly 


Lys 


Pro 


Phe 


Glu 


Leu 


Ser 


Pro 






50 










55 










60 








Z I 


gtc 


tgt 


gca 


aaa 


tat 


ggc 


tgg 


gtc 


aca 


gt 












?2 ; 


Val 


Cys 


Ala 


Lys 


Tyr 


Gly 


Trp 


Val 


Thr 














pi 


65 










70 





















<400> 3454 

aaaaacakca ggtaatgatc acaacagtct ccttcacttt catagkaatt tgatgaaatc 60 
gtccaagtgc ttcctaaact gaagattaag tttcctaatt ctctgcacct taaattcaag 120 
gaaacaaatc ttgta atg ctg cag caa ttt aac gca eta gcc caa etc cgt 171 
Met Leu Gin Gin Phe Asn Ala Leu Ala Gin Leu Arg 
15 10 
cgt att gac cag ttg aca att gat cct caa gga aat cca gtt gtc aat 219 
Arg He Asp Gin Leu Thr He Asp Pro Gin Gly Asn Pro Val Val Asn 

15 20 25 

ttt aca etc tgg aaa tac tat gta ctg ttt agg eta age cat ttc agt 267 
Phe Thr Leu Trp Lys Tyr Tyr Val Leu Phe Arg Leu Ser His Phe Ser 
30 35 40 



2139 




u 



iU 



389 



atg cag aaa ata aat gga aca gag gtg aca cag aat gat atg ata atg 315 

Met Gin Lys lie Asn Gly Thr Glu Val Thr Gin Asn Asp Met He Met 

45 50 55 60 

get gaa agg etc ttt gga ate eta gca cat gta gca tct tct gag tta 363 

Ala Glu Arg Leu Phe Gly He Leu Ala His Val Ala Ser Ser Glu Leu 

65 70 75 

ccc cag tat cgt ctg att tec att ct 
Pro Gin Tyr Arg Leu He Ser He 
80 

<210> 3455 
<211> 415 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 256. .414 



339 



387 



415 



Iff <400> 3455 

i tatcctctgt gcaatgattc caactccagg gatcagtgtc tgaagtgaag ctacagattg 60 
tctggtggat aaataatcca agaaggaacg ggggatgtta tgactttttg agagaaggct 120 
aacatgtcat ccttgacaga taaactttaa aaaattataa taatggaaat gaagaaagaa 180 
"% aacaacagaa gatgagaata gcaaaagagc tagacatttc cgacagggtc tcaagagcac 240 
^ gctcaagtca ttcac atg ttt cca tea aat aca gac aca gat cag gga aga 291 
W Met Phe Pro Ser Asn Thr Asp Thr Asp Gin Gly Arg 

L 15 10 

Q tta aac cct act aat ttc teg teg gat gec tea caa caa ggt gec ttc 
ftj Leu Asn Pro Thr Asn Phe Ser Ser Asp Ala Ser Gin Gin Gly Ala Phe 
15 20 25 

caa gaa eta atg gec aaa ata tec ace cac aac aca aat aag ctt aga 
Gin Glu Leu Met Ala Lys He Ser Thr His Asn Thr Asn Lys Leu Arg 

30 35 40 

aaa tct ctt ctt aca ate ctg vca caa t 
Lys Ser Leu Leu Thr He Leu Xaa Gin 
45 50 

<210> 3456 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 237 . .389 



<400> 3456 

ccttcccgtc caggacctac agagacaacc gaaggagagc ccaaggcggc ttctttgctg 60 

tcgccgcccc cactgaagca agagctcccc ggctccactg aaacaccagc tcatttaagc 120 

tttccccaac gcccggccct cegggacgat acctaacaac gaccggcgcc cgcatctgga 180 

ataggctggc gagatactta gtatccgagg getegggact tggcgccatc gaggtc atg 239 

Met 



2140 



1 

ggg acc cag gat cca ggg aac atg gga acc ggc gtc cca gcc teg gag 287 
Gly Thr Gin Asp Pro Gly Asn Met Gly Thr Gly Val Pro Ala Ser Glu 

5 10 15 

cag ata age tgt gcc aaa gag gat cca caa gtt tat tgc cct gaa gag 335 
Gin He Ser Cys Ala Lys Glu Asp Pro Gin Val Tyr Cys Pro Glu Glu 

20 25 30 

act ggc ggc acc aag gat gtg cag gtt aca gac tgt aag agt ccc gaa 383 
Thr Gly Gly Thr Lys Asp Val Gin Val Thr Asp Cys Lys Ser Pro Glu 

35 40 45 

gac age eg 391 
Asp Ser 
50 

<210> 3457 

<211> 359 

<212> DNA 

<213> Homo sapiens 

-J <220> 

<221> CDS 
<222> 62 . .358 



5 Lc 



|f <400> 3457 

=3 aagacctaaa actatarraa ccctagaaga aaacctaggc aataccattc aggacatagg 60 
D c atg ggc aaa gac ttc att act aaa aca cca aaa gca atg gta aca aaa 109 

Met Gly Lys Asp Phe He Thr Lys Thr Pro Lys Ala Met Val Thr Lys 
3 15 10 15 

acc aaa att gac aaa tgg gaw eta aaa tgg aam cwa aag age ttc tgc 157 
Thr Lys He Asp Lys Trp Xaa Leu Lys Trp Xaa Xaa Lys Ser Phe Cys 

20 25 30 

aca gca aga gaa act ate ate aga gtg aac aga caa cct aca gaa tgg 205 
Thr Ala Arg Glu Thr He He Arg Val Asn Arg Gin Pro Thr Glu Trp 

35 40 45 

gag aaa att ttt gca ate cat cca tat gac aaa gga eta ata tec aga 253 
Glu Lys He Phe Ala He His Pro Tyr Asp Lys Gly Leu He Ser Arg 

50 55 60 

ate tac aag gaa ctt aaa caa att tac aag aaa aaa caa ccc tat cga 301 
He Tyr Lys Glu Leu Lys Gin He Tyr Lys Lys Lys Gin Pro Tyr Arg 
65 70 75 80 

aaa gag ggc aaa gga tat gaa cag aca ttt etc aaa aga aga cat twa 34 9 

Lys Glu Gly Lys Gly Tyr Glu Gin Thr Phe Leu Lys Arg Arg His Xaa 
85 90 95 

tgc aac caa c 
Cys Asn Gin 

<210> 3458 
<211> 377 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



359 



2141 




<222> 130. .375 



<400> 3458 

tagaaacttt atattgggaa taaaggtttc cccttgttat aattaacacc aactagtgat 60 
gtctcctcct ccctcccccc tgtgcttccc ctgtctgaac aactactcga tttaagaagg 120 
ggacttagg atg agg aag gat gtg gtt tec ttc cca ctt ggc aag cac tec 171 

Met Arg Lys Asp Val Val Ser Phe Pro Leu Gly Lys His Ser 

15 10 
gtg tea gaa tgg aag act tgt gtc tgg gee tgg cac ggt tec gtc agg 219 
Val Ser Glu Trp Lys Thr Cys Val Trp Ala Trp His Gly Ser Val Arg 
15 20 25 30 

ccc tct tac cag ccc agt cgt gtc tgt gac cag age acg tgg gag gtg 267 
Pro Ser Tyr Gin Pro Ser Arg Val Cys Asp Gin Ser Thr Trp Glu Val 

35 40 45 

cac ate cgt gta gaa aaa cct ccc act ggc tgc cag etc tgg att ttt 315 
His lie Arg Val Glu Lys Pro Pro Thr Gly Cys Gin Leu Trp lie Phe 

50 55 60 

gaa ata att cct aat gaa tgc agt ctt gee cag gee aaa cct ctt aca 363 
Glu lie lie Pro Asn Glu Cys Ser Leu Ala Gin Ala Lys Pro Leu Thr 

65 70 75 

gga atg atg acc ac 377 
Gly Met Met Thr 
80 

<210> 3459 
<211> 188 
<212> DNA 

<213> Homo sapiens 



ffl <220> 



<221> CDS 
<222> 27 . .188 



<400> 3459 

agecagaggk wegagctage ccgacg atg gec cag ggg aca ttg ate cgt gtg 53 

Met Ala Gin Gly Thr Leu lie Arg Val 
1 5 

acc cca gag cag ccc acc cat gec gtg tgt gtg ctg ggc acc ttg act 101 

Thr Pro Glu Gin Pro Thr His Ala Val Cys Val Leu Gly Thr Leu Thr 

10 15 20 25 

cag ctt gac ate tgc age tct gee cct gag gac tgm acg tec ttc aag 149 

Gin Leu Asp lie Cys Ser Ser Ala Pro Glu Asp Xaa Thr Ser Phe Lys 

30 35 40 

cat caa cgc etc ccc agg ggt ggt cgt gga tat tgc cca 188 
His Gin Arg Leu Pro Arg Gly Gly Arg Gly Tyr Cys Pro 
45 50 

<210> 3460 
<211> 221 
<212> DNA 

<213> Homo sapiens 



2142 




<220> 
<221> CDS 
<222> 65 . . 220 



<400> 3460 

gcggttctag gggagcgtgc gggcgccggg gtccggcggc gagaggccac cttctggcct 60 
tgcg atg aat cct egg ttt ccc ctt etc aga tgg ggt tnt cgt gag ggt 109 
Met Asn Pro Arg Phe Pro Leu Leu Arg Trp Gly Xaa Arg Glu Gly 
15 10 15 

aca acg teg gca tta gac att cca ggt gac gee cgt acg egg tgg gcg 157 
Thr Thr Ser Ala Leu Asp He Pro Gly Asp Ala Arg Thr Arg Trp Ala 

20 25 30 

gtt egg gee gga get ctg gaa cgc tgg ccc tgg agg cgt cga ccc etc 205 
Val Arg Ala Gly Ala Leu Glu Arg Trp Pro Trp Arg Arg Arg Pro Leu 

35 40 45 

gtt act gat gca ggg c 221 
Val Thr Asp Ala Gly 
50 

<210> 3461 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .299 



<400> 3461 

atttgttttg attttaacaa ccaaaaatag aaataaaatt agaactgegt tttaagttct 60 
aatttgeatt tattaatttg tccaaaagca agaactcttg gaaatccttg aaaatataag 120 
ctgga atg ttt tac tta gee atg caa gtc att tat gta tac ate cag cca 170 
Met Phe Tyr Leu Ala Met Gin Val He Tyr Val Tyr He Gin Pro 
15 10 15 

get gga aat ctg aga agt aaa gag gta gga ctg gaa bka agg aga aag 218 
Ala Gly Asn Leu Arg Ser Lys Glu Val Gly Leu Glu Xaa Arg Arg Lys 

20 25 30 

ctt gag tct tta agg eta gag ccc age tgt get gey kec ate ttc tea 266 
Leu Glu Ser Leu Arg Leu Glu Pro Ser Cys Ala Ala Xaa He Phe Ser 

35 40 45 

gga atg gca gtg cgt att ttc tgg ctg aaa agt a 3 00 

Gly Met Ala Val Arg He Phe Trp Leu Lys Ser 
50 55 



<210> 3462 

<211> 412 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .411 



2143 



<400> 3462 



60 



.ru 



<210> 3463 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 153 . .338 



cccaatttgt ctgatgaaaa cagcgtggat gaagtggaga ttagtgtgag ccttgccaaa 
gatgagcctg acacaaatct cgtggcctta atg aag gaa gaa ggg gtg aaa ctt 114 

Met Lys Glu Glu Gly Val Lys Leu 

1 5 

eta aga gaa gca atg gga att tac ate age ace etc aaa aca gag ttc 162 
Leu Arg Glu Ala Met Gly He Tyr He Ser Thr Leu Lys Thr Glu Phe 

10 15 20 

ace cag ggc atg ate tta cct aca atg aat gga gag tea gta gac cca 210 
Thr Gin Gly Met He Leu Pro Thr Met Asn Gly Glu Ser Val Asp Pro 
25 30 35 40 

gtg ggg cag cca gca ctg aaa act gwg gag cgc aag get aag cct get 258 
Val Gly Gin Pro Ala Leu Lys Thr Xaa Glu Arg Lys Ala Lys Pro Ala 

45 50 55 

cct tea aaa acc cag gee aga cct gtt gga gtc aaa ate ccc act tgt 306 
Pro Ser Lys Thr Gin Ala Arg Pro Val Gly Val Lys He Pro Thr Cys 
Q 60 65 70 

xfi aag ate act ctt aag gaa acc ttc ctg acg tea cca gag gag etc tat 354 
m Lys He Thr Leu Lys Glu Thr Phe Leu Thr Ser Pro Glu Glu Leu Tyr 

n aga gtg ttt acc acc caa gga get ggt gca ggg ctt tas cca tgc tec 402 

Arg Val Phe Thr Thr Gin Gly Ala Gly Ala Gly Leu Xaa Pro Cys Ser 
* 90 95 100 

as 

^ tgc aac att a 

*P Cys Asn He 

a 105 



412 



<400> 3463 

cagttctctt ttgetgeaac cacccatctc aaactracta tcaatcattt atttagctca 60 
taattcttca gatcagectg gaagtctttt ggtcttgggt gaetttgetg gttgatgatg 120 
ggctgggctg ggtcccaggg gcctctattc ac atg acc tct cat ccc cca gca 173 

Met Thr Ser His Pro Pro Ala 

1 5 

get atg ctg cac ttt ate aca ggg tgg cag ggt ttc aaa gag cag cga 221 
Ala Met Leu His Phe He Thr Gly Trp Gin Gly Phe Lys Glu Gin Arg 

10 15 20 

tgg ggg caa gee cca atg cac gag cat ctt tea age ctt tgc ttg tat 269 
Trp Gly Gin Ala Pro Met His Glu His Leu Ser Ser Leu Cys Leu Tyr 

25 30 35 

cac ctt tgc tea ctt ccc atg gac caa age aag tea cac age gga stt 317 
His Leu Cys Ser Leu Pro Met Asp Gin Ser Lys Ser His Ser Gly Xaa 
40 45 50 55 



2144 




caa gtc aat gag aag gca cgc a 339 
Gin Val Asn Glu Lys Ala Arg 
60 

<210> 3464 

<211> 302 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .300 



<400> 3464 

aaaagctgtg tgaggaggag gaggaagtga gaggaggagg ccccgggcac c atg gcc 57 

Met Ala 
1 

cag gcc ctg ggg gag gac ctg gtg cag cct ccc gag ctg cag gmt gac 105 
h Gin Ala Leu Gly Glu Asp Leu Val Gin Pro Pro Glu Leu Gin Xaa Asp 
5 10 15 

tec age tec ttg ggg tec gac tea gag etc age ggg cct ggc cca tat 153 
Ser Ser Ser Leu Gly Ser Asp Ser Glu Leu Ser Gly Pro Gly Pro Tyr 

20 25 30 

cgc cag gcc gac cgc tat gga ttc att ggg ggc age tea gca gag cca 201 
Arg Gin Ala Asp Arg Tyr Gly Phe lie Gly Gly Ser Ser Ala Glu Pro 
35 40 45 50 

ggg ccg ggc cac cca cct gca gac etc ate cgc caa egg gag atg aag 249 
Gly Pro Gly His Pro Pro Ala Asp Leu He Arg Gin Arg Glu Met Lys 

55 60 65 

tgg gtg gag atg acc teg cac tgg gag aaa acc atg tec egg egg tac 2 97 

Trp Val Glu Met Thr Ser His Trp Glu Lys Thr Met Ser Arg Arg Tyr 

70 75 80 

aag aa 3 02 

Lys 

<210> 3465 
<211> 352 
<212> DNA 
<213> Homo sapiens 

<:220> 
<221> CDS 
<222> 8. .352 



<400> 3465 

atctggm atg cct gat etc tec ctt tct ttc atg aac cct agg ctt ctg 49 
Met Pro Asp Leu Ser Leu Ser Phe Met Asn Pro Arg Leu Leu 
15 10 
gat gat gtc age ttt cac ccc tgc ate egg ttc aag cgt tgg gaa tct 97 
Asp Asp Val Ser Phe His Pro Cys He Arg Phe Lys Arg Trp Glu Ser 
15 20 25 30 

gaa aga gtt ttg tea ttt att cct cca gat gga aat ttc cga etc ata 145 



2145 




U1U 




Val 


Leu. 


Ser 


Phe 


He 


Pro 


Pro 


Asp Gly Asn 


Phe 


Arg 


Leu 


He 










35 










40 








45 






tar 


y L- 


gt c 


age 


tea 


caa 


aat 


eta 




a ta 


cca 


gtg 


tat 


gtg 


Cot* 


iyr 


riJL y 


V Ct -L 


Cor 


Ser 


Gin 


Asn 


Leu. 


V Ct X fila. 


He 


Pro 


Val 


Tyr 


Val 








D u 










55 








60 






33.3. 


C3t 


agt 


ate 


age 


ttt 


sag 


Qaq 


aac 


agt tct 


tQC 


ggc 


aga 


ttt 


gat 


Lys 


His 


Ser 


He 


Ser 


Phe 


Lys 


Glu 


Asn 


Got* C o "k* 




Gly Arg 


Phe 


Asp 






b b 


















75 








sta 


aca 


att 


gga 


cca 


aag 


cag 


aat 


atg 


ggg aaa 


act 


att 


gaa 


ggm 


att 


He 


Thr 


He 


Gly 


Pro 


Lys 


Gin 


Asn 


Met 


Gly Lys 


Thr 


He 


Glu 


Gly 


He 




80 










85 








90 










aca 


gtg 


aca 


gtt 


cac 


atg 


cca 


aaa 


gtt 


gtg ctg 


aac 


ctg 


mac 


ctg 


aca 


Thr 


Val 


Thr 


Val 


His 


Met 


Pro 


Lys 


Val 


Val Leu 


Asn 


Leu 


Xaa 


Leu 


Thr 


95 










100 








105 










110 


ccc 


aca 


caa 


age 


age 






















Pro 


Thr 


Gin 


Ser 


Ser 























193 



241 



289 



337 



352 



115 



HI 



<210> 3466 
<211> 407 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 193 . .405 



ni 



<400> 3466 

cattgtttag tcctgaaact aaaacctatt ttataaatag tagggttaat tcctcgaaac 
aatttcttta ttaataaatg tcctgtgggt ttagaaatat caggtaaata tttgaataca 
gaatgatgat tgcaattact gttacaagcg tgaaacacaa acttcagatc aaatctagag 
ttgettcatt ta atg cat get age aac age ctt aac ttt gga ttc agt tat 
Met His Ala Ser Asn Ser Leu Asn Phe Gly Phe Ser Tyr 









1 








5 










10 






ttg 


aaa 


cac 


ttt 


tec 


ggc 


ate 


ttt 


ccc 


ttt 


eta 


atg 


ttg tgg 


ggt 


gga 


Leu 


Lys 
15 


His 


Phe 


Ser 


Gly 


He 
20 


Phe 


Pro 


Phe 


Leu 


Met 
25 


Leu Trp 


Gly 


Gly 


aac 


egg 


atg 


gc3 


aat 


cac 


tgt 


gag 


ccg 


gat 


acc 


tea 


gca cag 


tec 


acc 


Asn 


Arg 


Met 


Ala 


Asn 


His 


Cys 


Glu 


Pro 


Asp 


Thr 


Ser 


Ala Gin 


Ser 


Thr 


30 








35 










40 








45 


ttg 


tgt 


gtg 


act 


tea 


caa 


atg 


ggg 


gac 


ttc 


aca 


aat 


ggg gta 


act 


gaa 


Leu 


Cys 


Val 


Thr 


Ser 
50 


Gin 


Met 


Gly 


Asp 


Phe 
55 


Thr 


Asn 


Gly Val 


Thr 
60 


Glu 


tgt 


tat 


tac 


ttt 


caa 


att 


ttg 


aca 


egg 


3gc 


gt 










Cys 


Tyr 


Tyr 


Phe 
65 


Gin 


He 


Leu 


Thr 


Arg 
70 


Ser 













60 
120 
180 
231 



279 



327 



375 



407 



<210> 3467 
<211> 321 
<212> DNA 

<213> Homo sapiens 



<220> 



2146 




in 



tap 
. ft 



<221> CDS 
<222> 61. -321 



<400> 3467 

agtatcacta tattccagct gtggaaactg tatcactgtc ataatgcact tgaacttcct 60 
atg aaa gga ttt ctt age gga cat get gag aat tta ctt cga ggt gtg 108 
Met Lys Gly Phe Leu Ser Gly His Ala Glu Asn Leu Leu Arg Gly Val 
15 10 15 

tac gaa aca tgt act acg atg acg atg age ctt ctg aag tgg gtt egg 156 
Tyr Glu Thr Cys Thr Thr Met Thr Met Ser Leu Leu Lys Trp Val Arg 

20 25 30 

cag act cct wca cct age cgt cca tec gat tec gat gta tct ctg gag 204 
Gin Thr Pro Xaa Pro Ser Arg Pro Ser Asp Ser Asp Val Ser Leu Glu 

35 40 45 

gag gac egg gag gca gtg cgc aga gaa gcg gas gnc agg ccc agg cac 2 52 

Glu Asp Arg Glu Ala Val Arg Arg Glu Ala Xaa Xaa Arg Pro Arg His 

50 55 60 

agt tgg aaa aag crn aga caa age ccg ttg cat ttg egg ttc gga caa 3 00 

Ser Trp Lys Lys Xaa Arg Gin Ser Pro Leu His Leu Arg Phe Gly Gin 
65 70 75 80 

atg tea get aca gtg egg ccc 321 
Met Ser Ala Thr Val Arg Pro 
85 



<210> 3468 

m <211> 338 

s <212> DNA 

g <213> Homo sapiens 



60 
110 



<220> 
<221> CDS 
<222> 66 . .338 



<400> 3468 

aagaggagag agacacattc ageagecaaa ggactcggtg gaaagagcag aacaccatag 
acaat atg teg etc ttg gga ccc aag gtg ctg ctg ttt ctt get gca ttc 
Met Ser Leu Leu Gly Pro Lys Val Leu Leu Phe Leu Ala Ala Phe 
15 10 15 

ate ate ace tct gac tgg ata ccc ctg ggg gtc aat agt caa cga gga 158 
He He Thr Ser Asp Trp He Pro Leu Gly Val Asn Ser Gin Arg Gly 

20 25 30 

gac gat gtg act caa gcg act cca gaa aca ttc aca gaa gat cct aat 
Asp Asp Val Thr Gin Ala Thr Pro Glu Thr Phe Thr Glu Asp Pro Asn 

35 40 45 

ctg gtg aat gat ccc get aca gat gaa aca gtt ttg get gtt ttg get 
Leu Val Asn Asp Pro Ala Thr Asp Glu Thr Val Leu Ala Val Leu Ala 

50 55 60 

gat att gca cct tec aca gat gac ttg gag tgc tgg gat gag aaa ttt 
Asp He Ala Pro Ser Thr Asp Asp Leu Glu Cys Trp Asp Glu Lys Phe 

65 70 75 

acc tgc aca agg etc tac tct gtg cat egg ccg gta 338 
Thr Cys Thr Arg Leu Tyr Ser Val His Arg Pro Val 



206 



254 



302 



2147 




80 85 90 

<210> 3469 

<211> 314 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 131. .313 



<400> 3469 

tttgaagaag ataaataagg tgacattttt aagggtcaaa gaaaatgtca aaaactagaa 60 
tgatgtcttt acatagggtt taaaaacttt ccaaattaac agggaaaata attctttacc 120 
ttgaaaataa atg ttt get agt gaa age aaa tac aat ctt ttt act aaa 169 
Met Phe Ala Ser Glu Ser Lys Tyr Asn Leu Phe Thr Lys 
15 10 
tgt ttt att aaa ttt ttt tta ctt gta gac aca ggg tec tac tgt att 217 
Cys Phe He Lys Phe Phe Leu Leu Val Asp Thr Gly Ser Tyr Cys He 

15 20 25 

acc cag get ggt ctt gaa tgc ctg gee tea age aat cct cct acc tea 265 
Thr Gin Ala Gly Leu Glu Cys Leu Ala Ser Ser Asn Pro Pro Thr Ser 
30 35 40 45 

gtc ttc caa agt get ggg act aca gac atg age cat cac act ggg tct c 314 
Val Phe Gin Ser Ala Gly Thr Thr Asp Met Ser His His Thr Gly Ser 
50 55 60 



Q <210> 3470 

pi <211> 339 

=35 <212> DNA 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .339 



<400> 3470 

aaaaactctt ttctttatcc tctttccaga aaa atg ggc caa ttc aca get gca 54 

Met Gly Gin Phe Thr Ala Ala 
1 5 
atg gtt ggg aga att tec tgt ctg gga gtc tgg raa act gee aag agt 
Met Val Gly Arg He Ser Cys Leu Gly Val Trp Xaa Thr Ala Lys Ser 

10 15 20 

gga aag ctg cag cca gec age gag gec tct gtt gtc act ggc cca aac 
Gly Lys Leu Gin Pro Ala Ser Glu Ala Ser Val Val Thr Gly Pro Asn 

25 30 35 

aac aac aaa aac aac cgc aac aac aac aac aac aac aaa aca tgc cac 
Asn Asn Lys Asn Asn Arg Asn Asn Asn Asn Asn Asn Lys Thr Cys His 
40 45 50 55 

gtg tgc act ggc ata tac aaa cac gec cac aga acc aaa cca age gga 
Val Cys Thr Gly He Tyr Lys His Ala His Arg Thr Lys Pro Ser Gly 
60 65 70 



102 



150 



198 



246 



2148 





caa ggc ttc aag gag age ttc tgg gcg get cat ccc cgc ggc gag gca 2 94 

Gin Gly Phe Lys Glu Ser Phe Trp Ala Ala His Pro Arg Gly Glu Ala 

75 80 85 

tat ccc ttg gca tgg tgc cac tgc age cca get ccc age ccc ccc 339 
Tyr Pro Leu Ala Trp Cys His Cys Ser Pro Ala Pro Ser Pro Pro 
90 95 100 

<210> 3471 

<211> 196 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . . 195 



<400> 3471 

agacaggatc tcactctgtc atccattctg gagtgtggtg gc atg ttt atg get 54 

Met Phe Met Ala 
1 

tac ttc age ttc aac etc cct ggg etc aag cat ttc tea tac etc aga 102 
Tyr Phe Ser Phe Asn Leu Pro Gly Leu Lys His Phe Ser Tyr Leu Arg 
UI 5 10 15 20 

J3 tec cca agt age tgg gac tac agg cac aca cca tea cac ccg get aat 150 
Ser Pro Ser Ser Trp Asp Tyr Arg His Thr Pro Ser His Pro Ala Asn 

25 30 35 

ttt tgt ata ttt tgt aga gtc aga gtt tea cca ttt tec cca ggc t 196 
Phe Cys He Phe Cys Arg Val Arg Val Ser Pro Phe Ser Pro Gly 
40 45 50 

<210> 3472 
<211> 394 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 160 . .393 



<400> 3472 

gattaatgee tgtcagacag acaaggaege agaggcacag gggccctgtc gtcacagcta 60 
gctcattccc gcagctcccc cagctccccg gctggccccc gggtctgggt gctggtggaa 120 
ctgagccaag accattgccc ccgcctaggt tgggaggct atg tgt gac tgg aag 174 

Met Cys Asp Trp Lys 
1 5 

gac gtc ctg teg ggt ggc gag aag cag aga ate ggc atg gee cgc atg 222 
Asp Val Leu Ser Gly Gly Glu Lys Gin Arg He Gly Met Ala Arg Met 

10 15 20 

ttc tac cac agg ccc aag tac gee etc ctg gat gaa tgc acc age gee 270 
Phe Tyr His Arg Pro Lys Tyr Ala Leu Leu Asp Glu Cys Thr Ser Ala 

25 30 35 

gtg age ate gac gtg gaa ggc aag ate ttc cag ghg gee aan wgn cgc 318 



2149 




"s3 I 



Val 


Ser 


He 
40 


Asp 


Val 


Glu 


Gly 


Lys 
45 


He 


Phe 


Gin 


Xaa 


Ala 
50 


Xaa 


Xaa 


Arg 




ggg 


cat 


tgc 


ctg 


etc 


tec 


ate 


acc 


cam 


egg 


sec 


tsc 


ctg 


tgg 


aaa 


tac 


366 


Gly 


His 


Cys 


Leu 


Leu 


Ser 


He 


Thr 


Xaa 


Arg 


Xaa 


Xaa 


Leu 


Trp 


Lys 


Tyr 




55 










60 










65 












aca 


cac 


act 


tgc 


tac 


agt 


teg 


atg 


ggg 


a 














394 


Thr 


His 


Thr 


Cys 


Tyr 


Ser 


Ser 


Met 


Gly 


















70 










75 

























<210> 3473 

<211> 300 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128. .298 



<400> 3473 

aaccctgtct ctactaaaaa tacaaaaaaa attagctggg cgtggtggcg ggcacctgta 60 
gtcccagcta ctegggagge tgaggcagga gratggcttc aacccaggag gcggakcttg 120 
ft cagtgag atg aga teg cgc cac tgc act cca gtc tgg gcg aca gag caa 169 

Met Arg Ser Arg His Cys Thr Pro Val Trp Ala Thr Glu Gin 
*S 1 5 10 

*Q gac tct gtc tea aaa aaa gaa ata gac gta cac tct ggg aca wga cag 217 
-j] Asp Ser Val Ser Lys Lys Glu He Asp Val His Ser Gly Thr Xaa Gin 
s 15 20 25 30 

n aaa aag tat cct cac act tgc tgg gta ata gta act gtg eta ttc eta 
m Lys Lys Tyr Pro His Thr Cys Trp Val He Val Thr Val Leu Phe Leu 
Li 35 40 45 

S J? tea aga aac cct aag gtt tct agg ctt gtt ctg ga 
J; Ser Arg Asn Pro Lys Val Ser Arg Leu Val Leu 
O 50 55 

I_J 

<210> 3474 
<211> 212 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 12 . .212 



265 



300 



<400> 3474 

ttctcaatca a atg ttg eta ttg aat gaa aac etc aaa gca gaa att caa 
Met Leu Leu Leu Asn Glu Asn Leu Lys Ala Glu He Gin 
15 10 
aag aat gaa get caa ggc age tgt ate ttg ttt ctg ttt tgc ttt gag 
Lys Asn Glu Ala Gin Gly Ser Cys He Leu Phe Leu Phe Cys Phe Glu 

15 20 25 

agt cag aat atg cga tea aaa tct ate ttc ccc ttc ctt ate ctt cat 
Ser Gin Asn Met Arg Ser Lys Ser He Phe Pro Phe Leu He Leu His 



50 



98 



146 



2150 



30 35 40 45 

ttt ttt ccc cag cag ata aga aaa aaa ata gtg gtg ctt ctt tta gga 194 

Phe Phe Pro Gin Gin He Arg Lys Lys He Val Val Leu Leu Leu Gly 

50 55 60 

ctt aat tct cag aag gca 212 
Leu Asn Ser Gin Lys Ala 
65 

<210> 3475 
<211> 351 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 46 . .351 



g <400> 3475 

...fs caattaaacc acacagaaaa tgatgtgact catcttcaaa aggaa atg age aat tgt 57 
"fl Met Ser Asn Cys 

1 

n 9° a ggt 9 aa aac gct ggc atg ggt agg ttc act aag gtg ggt gag 105 

^ Arg Ala Gly Glu Asn Ala Gly Met Gly Arg Phe Thr Lys Val Gly Glu 

*Q 5 10 15 20 

^ caa gaa agg aca gtg gac acc ctg ccg tec ccc cag cac ccc gtg gct 153 

«1 Gin Glu Arg Thr Val Asp Thr Leu Pro Ser Pro Gin His Pro Val Ala 

s 25 30 35 

r% cat tgc tgc agt cag ctg gag gag agg tgg cag agg ttg cag age cag 201 

m His Cys Cys Ser Gin Leu Glu Glu Arg Trp Gin Arg Leu Gin Ser Gin 

[J! 40 45 50 

^ gtc ate teg gag ctg gat gct tgt aag gaa tgc acg cag ggg gtc cag 249 

J Val He Ser Glu Leu Asp Ala Cys Lys Glu Cys Thr Gin Gly Val Gin 
U 55 60 65 

O agg gag gtc tec atg gtg gag ggc agg gtg tct mrt atg gag aaa act 297 

Arg Glu Val Ser Met Val Glu Gly Arg Val Ser Xaa Met Glu Lys Thr 

70 75 80 

tgc age aag ctg gac tct ate tea gga aat ctt cag agg ate aag gaa 345 

Cys Ser Lys Leu Asp Ser He Ser Gly Asn Leu Gin Arg He Lys Glu 
85 90 95 100 
ggg etc 351 
Gly Leu 

<210> 3476 

<211> 260 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .258 



<400> 3476 



2151 



ttatggaaga tactctctat actttgctgc ccctgtacct 
ttg atg cct ttc ttc etc atg att ccc ate att 
Met Pro Phe Phe Leu Met lie Pro lie lie 
15 10 
ttt ktt aat tkt ttt tat tat act tta agt tct 
Phe Xaa Asn Xaa Phe Tyr Tyr Thr Leu Ser Ser 

20 25 
aac atg cag gtt tgt tac ata tgt gta cat gtg 
Asn Met Gin Val Cys Tyr lie Cys Val His Val 

35 40 
gca ccc att aac ttg tea ttt aca tta ggt ata 
Ala Pro He Asn Leu Ser Phe Thr Leu Gly He 

50 55 
cca tec cc 
Pro Ser 
65 



ttgetcatag t 
gtc cyw aam 
Val Xaa Xaa 

agg gta cat 
Arg Val His 

cca tgt tgg 
Pro Cys Trp 
45 

tct cct aat 
Ser Pro Asn 
60 



attcttatc 
aat ttt 
Asn Phe 
15 

gtg cac 
Val His 
30 

tgt get 
Cys Ala 

get ate 
Ala He 



60 
108 



156 



204 



252 



260 



<210> 3477 

<211> 184 

<212> DNA 

<213> Homo sapiens 



*3 



<220> 
<221> CDS 
<222> 18 . . 182 



<400> 3477 

tagctgggat tgeagge atg tgc cac cac gee egg eta att ttt gta ttt 

Met Cys His His Ala Arg Leu He Phe Val Phe 
15 10 
tta gta gag atg gga ttt etc cat gtt ggt cag act tgt etc gga etc 
Leu Val Glu Met Gly Phe Leu His Val Gly Gin Thr Cys Leu Gly Leu 

15 20 25 

cca ace tct ggt gat ctg ccc gec teg get tec caa agt get ggg att 
Pro Thr Ser Gly Asp Leu Pro Ala Ser Ala Ser Gin Ser Ala Gly He 

30 35 40 

acg ggc atg age cac cgt gcg tgt cct ttt ttt ttt tt 
Thr Gly Met Ser His Arg Ala Cys Pro Phe Phe Phe 
45 50 55 



50 



98 



146 



184 



<210> 3478 

<211> 277 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .277 



<400> 3478 

tttttgtttc ttggcgccat ttaggtgtaa gaacggtaat gtcctgaatg acgatccttt 
tcatttacca aacggttcta atgctgccaa cccccaatga acataaagga gc atg aag 



60 
118 



2152 




tgc etc gtt tgt ate aat aca tta tgg 
Cys Leu Val Cys lie Asn Thr Leu Trp 

5 10 
ttt aga gaa aga tac ttt cag att cat 
Phe Arg Glu Arg Tyr Phe Gin lie His 

20 25 
acg atg cac tec att gtt ttt ttg tta 
Thr Met His Ser lie Val Phe Leu Leu 
35 40 
tgt ctt gac cca gtt 
Cys Leu Asp Pro Val 
55 



Met Lys 
1 

aga ata aat aga ata cag ttc 
Arg lie Asn Arg lie Gin Phe 
15 

gtg ate ctt agg gca tta aat 
Val lie Leu Arg Ala Leu Asn 
30 

ttc tgt ttc aaa gaa aat gac 
Phe Cys Phe Lys Glu Asn Asp 
45 50 



166 



214 



262 



277 



<210> 3479 
<211> 404 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . .402 



if 3 3 

:: 

■53 = 

§ y 



<400> 3479 

tegtattgge acagttctct atgtaagcaa tttgagaggg 
agttagctgt tctctgtcct agaatttccc tgeattaate 
aatactggtc ccttaaactc c atg agg ctt tgt etc 

Met Arg Leu Cys Leu 
1 5 
ttt ggt acc ctt tec cac tta act tac ctt ttg 
Phe Gly Thr Leu Ser His Leu Thr Tyr Leu Leu 

15 20 
aaa tac ccc ttg gat ctg gat ttt tta tac ccg 
Lys Tyr Pro Leu Asp Leu Asp Phe Leu Tyr Pro 

30 35 
tat aaa agg tat att gtg act gta aat ttt tgt 
Tyr Lys Arg Tyr lie Val Thr Val Asn Phe Cys 

45 50 
age ttc tta ctt tct gat etc ata gca eta ttc 
Ser Phe Leu Leu Ser Asp Leu lie Ala Leu Phe 

60 65 
cag ttg ctt caa cac aca gta tea gta gtg cag 
Gin Leu Leu Gin His Thr Val Ser Val Val Gin 
75 80 85 



aagcaaaggg gaaaagtttg 
ttgtccttga aaatatatat 
att atg tat tgt tct 
lie Met Tyr Cys Ser 
10 

etc eta agt cct ata 
Leu Leu Ser Pro lie 
25 

att ttc tec act gtg 
lie Phe Ser Thr Val 
40 

ata tea tgt tct gag 
lie Ser Cys Ser Glu 
55 

ctg ate aga gaa etc 
Leu He Arg Glu Leu 
70 

cca ccc ac 
Pro Pro 



60 
120 
171 



219 



267 



315 



363 



404 



<210> 3480 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



2153 




<222> 116. .283 



<400> 3480 

aagaagcctg tgtgagagca gctcggcgct ccggcacagc agagagcgct gggagccgga 60 
ggggagcgca gcrnggtttt ggccagtggt cgtgcagtcc aaggggctgg atggc atg 118 

Met 
1 

syk gam ccc aag etc age tea gcg tec gga ccc aat aac agt ttt acc 166 
Xaa Xaa Pro Lys Leu Ser Ser Ala Ser Gly Pro Asn Asn Ser Phe Thr 

5 10 15 

aag gga gca get ttc tat cct ggc cac act gag gtg yat age gta atg 214 
Lys Gly Ala Ala Phe Tyr Pro Gly His Thr Glu Val Xaa Ser Val Met 

20 25 30 

tec atg ttg ttc tac act ctg ate aca get ttt ctg ate ggc ata cag 262 
Ser Met Leu Phe Tyr Thr Leu lie Thr Ala Phe Leu He Gly He Gin 

35 40 45 

gcg gaa cca cac tea gag age ga 285 
rfl Ala Glu Pro His Ser Glu Ser 
*H 50 55 

•arss? 
= H 

T! <210> 3481 
f! <211> 276 
U £ <212> DNA 

<213> Homo sapiens 

<220> 
s <221> CDS 

Q <222> 3 . .275 

S3 " 

HI; 
- 

fsi 



47 



<400> 3481 

ag atg aca cca ctg cac tec tgc ctg ggc gac aga gcg aga ccc ggt 
Met Thr Pro Leu His Ser Cys Leu Gly Asp Arg Ala Arg Pro Gly 
15 10 15 

etc aaa aat aaa ata aaa ata ttt tta aaa aat gga aat ggt eta atg 95 
Leu Lys Asn Lys He Lys He Phe Leu Lys Asn Gly Asn Gly Leu Met 

20 25 30 

ttt gca cgt tac ctg cag gta ttt tct age ttt get cat gag gtg tgg 143 
Phe Ala Arg Tyr Leu Gin Val Phe Ser Ser Phe Ala His Glu Val Trp 

35 40 45 

atg ctt gtg acg ttc ctt gtg tgt gtt tta ttc att ttt tta agt ttt 191 
Met Leu Val Thr Phe Leu Val Cys Val Leu Phe He Phe Leu Ser Phe 

50 55 60 

tea ctt teg aga cag ggt ttc tgt atg ttg ccc agg ctg gtc tea ggc 239 
Ser Leu Ser Arg Gin Gly Phe Cys Met Leu Pro Arg Leu Val Ser Gly 

65 70 75 

tec tgg cct caa gtg ate etc cca cct ggc ccc ctt t 
Ser Trp Pro Gin Val He Leu Pro Pro Gly Pro Leu 
80 85 90 

<210> 3482 
<211> 276 
<212> DNA 



276 



2154 




<213> Homo sapiens 

<220> 

<221> CDS 

<222> 118. .276 



<400> 3482 

aaccctggag aacctgcccc ggaaccaaga gccgcagcca gctcaagcct ctcgagtggg 60 
gcctttccag cccctgcaac agatccsggg atctgtagtt gggcggaggg gctcgtt 117 
atg gga aag ggg tgc gtg cgc gtt tgt get aaa aca aga aag gca aga 165 
Met Gly Lys Gly Cys Val Arg Val Cys Ala Lys Thr Arg Lys Ala Arg 
15 10 15 

ate tec gag aac aaa act ctg gtc etc gee tgg ccg ggg ace gca gaa 213 
lie Ser Glu Asn Lys Thr Leu Val Leu Ala Trp Pro Gly Thr Ala Glu 

20 25 30 

gac agt ggg egg cag cgc caa ggc ggg tea ggg gec ggt cca gee aag 261 
Asp Ser Gly Arg Gin Arg Gin Gly Gly Ser Gly Ala Gly Pro Ala Lys 

35 40 45 

ttt get ccg get get 276 
Phe Ala Pro Ala Ala 
50 

<210> 3483 

<211> 296 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . .295 



<400> 3483 

ccaagtttat ctaatagatg tgctatgaag agaacagaat gatgggactt taaaaaaatt 60 
tttacagtta tttttatttt gtagaatgag ctgaaageca gtggtggcga aatcaaaatt 120 
cataaaatgg agcaaaagga ga atg tgc ccc cag gtc ctg agg tct gca tea 172 

Met Cys Pro Gin Val Leu Arg Ser Ala Ser 
15 10 
ccc ate agg aag ggg aaa aga ttt ctg caa atg aga ata gec tgg cag 
Pro lie Arg Lys Gly Lys Arg Phe Leu Gin Met Arg He Ala Trp Gin 

15 20 25 

tec gtt cha ccc ctg ccg aag atg act ccc gtg act cag gtt aag agt 
Ser Val Xaa Pro Leu Pro Lys Met Thr Pro Val Thr Gin Val Lys Ser 

30 35 40 

gag gtt caa cag cct gtc cat ccc aag c 
Glu Val Gin Gin Pro Val His Pro Lys 
45 50 



<210> 3484 

<211> 241 

<212> DNA 

<213> Homo sapiens 



220 



268 



296 



2155 




<220> 
<221> CDS 
<222> 48 . .239 



<400> 3484 

ccacctgagg tatacatacc cccggttgaa gagtgctgtg tgtcccc atg agg ttt 56 

Met Arg Phe 
1 

tct cca gtt caa ccc etc ctt tea cct gtc cat agg tta ttg cag ccg 104 
Ser Pro Val Gin Pro Leu Leu Ser Pro Val His Arg Leu Leu Gin Pro 

5 10 15 

aag aga aat gaa tgc ate cag ggc tct gaa ann gee tec atg gtc ate 152 
Lys Arg Asn Glu Cys He Gin Gly Ser Glu Xaa Ala Ser Met Val He 
20 25 30 35 

act gaa tct cct gca gch ctt cag etc cga tac ctg cag aca ctg ace 200 
Thr Glu Ser Pro Ala Ala Leu Gin Leu Arg Tyr Leu Gin Thr Leu Thr 

40 45 50 

acc att get get gag aaa aac tea vca att gtc ttc cct ct 241 



S Thr He Ala Ala Glu Lys Asn Ser Xaa He Val Phe Pro 
55 60 



yi 

f! <210> 3485 

^ <211> 310 
<212> DNA 

\0 <213> Homo sapiens 
*0 

7 <220> 

Q <221> CDS 

Si <222> 118 . . 309 

ru 

2 <400> 3485 

^ tttttttttt ggtgcaaata tatcccatgc aatatttggg acctgcttac tctaaaaaat 60 
O gatttgttgt twatctgaaa ttcaagktaa amctggmakc ctgycttttc acttget 117 
atg tat gar agt tec gtg tgg ggg tta tea gtg tgc att tgt gag ttc 165 
Met Tyr Glu Ser Ser Val Trp Gly Leu Ser Val Cys He Cys Glu Phe 
15 10 15 

sna cgt gaa gga etc tct cca agt gtc tgt agg tgc cag gat gga gat 213 
Xaa Arg Glu Gly Leu Ser Pro Ser Val Cys Arg Cys Gin Asp Gly Asp 

20 25 30 

gga cag aga aga tec tct tgg get get tta gtg gca cct aga ggc tgt 261 
Gly Gin Arg Arg Ser Ser Trp Ala Ala Leu Val Ala Pro Arg Gly Cys 

35 40 45 

ggg gtt gga cac ttc age ccc agg ggc ctg ggc age act gtc cag cac t 310 
Gly Val Gly His Phe Ser Pro Arg Gly Leu Gly Ser Thr Val Gin His 
50 55 60 

<210> 3486 

<211> 365 

<212> DNA 

<213> Homo sapiens 
<220> 



2156 




<221> CDS 
<222> 92 . . 364 



<400> 3486 

aactatgatg tacttagaag atagggagga atcaaaggga atttcaaaca gattccaggc 60 
aaatggtaaa attactcatc cataaaggta a atg tta agg aaa caa agt gag 112 

Met Leu Arg Lys Gin Ser Glu 

1 5 

att ttt tta aaa aga gac agg gtc tea ctg aag tgc aat ggc tea ate 160 
He Phe Leu Lys Arg Asp Arg Val Ser Leu Lys Cys Asn Gly Ser He 

10 15 20 

aca get cac aac ttt eta ggc tea ggt gat cct ccc tec teg gec ate 208 
Thr Ala His Asn Phe Leu Gly Ser Gly Asp Pro Pro Ser Ser Ala He 

25 30 35 

cag gta get ggg act aca ggt gtg cgc cac tat gee tgg eta att ttt 256 
Gin Val Ala Gly Thr Thr Gly Val Arg His Tyr Ala Trp Leu He Phe 
40 45 50 55 

fi tat ttt ttt ttt tea aga gag ggg gtt tcs cct tkt tgc cca ggc tgg 304 
J« Tyr Phe Phe Phe Ser Arg Glu Gly Val Ser Pro Xaa Cys Pro Gly Trp 
ri 60 65 70 

f; tct cga act ctt ggg etc aag mag tec ace kgm htt ggc etc cca aag 352 
ft Ser Arg Thr Leu Gly Leu Lys Xaa Ser Thr Xaa Xaa Gly Leu Pro Lys 
W 75 80 85 

*3 kgt tgg gag tta c 365 
-jg Xaa Trp Glu Leu 
^0 90 

Q <210> 3487 

51 <211> 415 
<212> DNA 

5 2 <213> Homo sapiens 



<220> 
G <221> CDS 

<222> 178 . .414 



<400> 3487 

caaaatcaag aaaatccaac atagatggtc aaaatattca taggtgactg agagtatcca 60 
aatgggccag gtgactgaga ataegcaaac aggecagaat aatatctgtg ttaaatttga 120 
ccctctattt tattaacata tctgtcatga cctttctctg tacctgetgt agtactc 177 
atg tat aga etc agt ctt ata gca ggc cct ggg tec tat cct gtg eta 225 
Met Tyr Arg Leu Ser Leu He Ala Gly Pro Gly Ser Tyr Pro Val Leu 
15 10 15 

aga tgg gga gtt tgg gac ate cct agt tea tta gtt caa gtg act tac 273 
Arg Trp Gly Val Trp Asp He Pro Ser Ser Leu Val Gin Val Thr Tyr 

20 25 30 

cat cag ccc aac etc act aca aat ttg gat ctg cct ttg ttc ttc agt 321 
His Gin Pro Asn Leu Thr Thr Asn Leu Asp Leu Pro Leu Phe Phe Ser 

35 40 45 

tgt agt ate teg get acc cat tct tgt gtc aag cct cca tct gta att 369 
Cys Ser He Ser Ala Thr His Ser Cys Val Lys Pro Pro Ser Val He 
50 55 60 



2157 





att ggt ate tct tct ttc ctg age ttt cct tat caa act ttg gta t 415 
lie Gly lie Ser Ser Phe Leu Ser Phe Pro Tyr Gin Thr Leu Val 
65 70 75 

<210> 3488 

<211> 238 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 7. .237 



<400> 3488 

acatgc atg gtc teg ggg aag aag ctt cct ctg gec tgg cgc agg ccg 48 
Met Val Ser Gly Lys Lys Leu Pro Leu Ala Trp Arg Arg Pro 
15 10 
ttc cat ctg cct ccc agg tct gcg tec eta acc cct tec cca gst ttg 96 
Phe His Leu Pro Pro Arg Ser Ala Ser Leu Thr Pro Ser Pro Xaa Leu 
15 20 25 30 

ght gtt tta ccc cga aac agg aag gaa cag ggg tec tgt aga aca ggg 144 
H Xaa Val Leu Pro Arg Asn Arg Lys Glu Gin Gly Ser Cys Arg Thr Gly 
yj 35 40 45 

^5 gtc ctg ggg aag gtg tec agg gca ggg tec tgg gaa ggg tgt ccc kwc 192 
=fi Val Leu Gly Lys Val Ser Arg Ala Gly Ser Trp Glu Gly Cys Pro Xaa 
50 55 60 

tgc ttc etc tec age tgt ggc tec ate tgh cca get tgc ctg cct c 238 
Cys Phe Leu Ser Ser Cys Gly Ser He Xaa Pro Ala Cys Leu Pro 
51 65 70 75 

<210> 3489 
J <211> 282 

S <212> DNA 

M <213> Homo sapiens 

<220> 
<221> CDS 
<222> 6. .281 



in 



50 



98 



<400> 3489 

ttcag atg act etc ccg aaa act tac acc ata get aat caa ttt cct ctt 
Met Thr Leu Pro Lys Thr Tyr Thr He Ala Asn Gin Phe Pro Leu 
15 10 15 

aat aag etc act gaa ctt etc cga cat gac atg gca gee get ggc ttc 
Asn Lys Leu Thr Glu Leu Leu Arg His Asp Met Ala Ala Ala Gly Phe 

20 25 30 

act gaa gca ctt acc ttt gec ctg tgc tec caa gaa gat att get gat 146 
Thr Glu Ala Leu Thr Phe Ala Leu Cys Ser Gin Glu Asp He Ala Asp 

35 40 45 

aaa eta ggt gtg gat ate tct gca aca aag gca gtc cac ata agt aat 
Lys Leu Gly Val Asp He Ser Ala Thr Lys Ala Val His He Ser Asn 
50 55 60 



194 



2158 




III 



242 



282 



cct aaa aca get gaa ttt cag gtg gca cgc act acc ctt ctt cct ggc 
Pro Lys Thr Ala Glu Phe Gin Val Ala Arg Thr Thr Leu Leu Pro Gly 

65 70 75 

etc ctg aag acv kna gca gca aat cgt aag atg ccc cct t 
Leu Leu Lys Thr Xaa Ala Ala Asn Arg Lys Met Pro Pro 
80 85 90 

<210> 3490 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .319 



<400> 3490 

r% tatttccact gttaatcatc caccttcact atactgttgt tetgtctget ttgggcaggg 60 

tgtaggagag agaccgtgtg ccgtggggct ggtggcctgc tcagggacag cc atg ggg 118 
"ft Met Gly 

f: 1 

f\ acc tgg cag etc aaa aca gat ggc age aga aca aaa gaa act ttt get 166 

Uf T hr Trp Gin Leu Lys Thr Asp Gly Ser Arg Thr Lys Glu Thr Phe Ala 
<J3 5 10 15 

ttg gaa gca cag cca aac tec cca ggg cat cgt cat aga tgg cac eta 214 

*S Leu Glu Ala Gin Pro Asn Ser Pro Gly His Arg His Arg Trp His Leu 

s 20 25 30 

gag cat ggg ctg cct cag tea ggg gga cgt gee tgt gtt gtc cag aga 262 

Glu His Gly Leu Pro Gin Ser Gly Gly Arg Ala Cys Val Val Gin Arg 
35 40 45 50 

gec cag cca ggg acg aaa aag gag atg agg ccc ctt tec tec atg tec 310 

Ala Gin Pro Gly Thr Lys Lys Glu Met Arg Pro Leu Ser Ser Met Ser 

55 60 65 

cca tgc cca c 320 

Pro Cys Pro 

<210> 3491 

<211> 377 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 179. .376 



<400> 3491 

aaatgagtta gcgagttcag cgasagtcag gccaccacct gectttctgt ttggctgtca 60 

ctgtgggcaa caccatcctc caagcagctg agcatgggct gagtgacgtg gggagagagg 12 0 

ccgttctctg ggctccgtgg ggctggagcc agctcagcat gtggtgcctg tggcaaaa 178 

atg ctg cag tgg acc ctg cgt gtc ctg ggc atg ggt gga ate aga gac 226 
Met Leu Gin Trp Thr Leu Arg Val Leu Gly Met Gly Gly lie Arg Asp 
15 10 15 



2159 




m 

w 

*0 



ttg ctg tec aag tea gaa tct cag ctt ttc tec ttt etc etc tac cct 274 
Leu Leu Ser Lys Ser Glu Ser Gin Leu Phe Ser Phe Leu Leu Tyr Pro 

20 25 30 

cct etc agg tac ctg tgt gac aag gtc gtc cct ggg aac agg gtt acc 322 
Pro Leu Arg Tyr Leu Cys Asp Lys Val Val Pro Gly Asn Arg Val Thr 

35 40 45 

ate atg ggc ate tac tec ate aag aag ttt ggc ctg acc abc age agg 370 
He Met Gly He Tyr Ser He Lys Lys Phe Gly Leu Thr Xaa Ser Arg 

50 55 60 

ggc ctg c 377 
Gly Leu 
65 

<210> 3492 

<211> 429 

<212> DNA 

<213> Homo sapiens 

3 <220> 

fj <221> CDS 

<222> 117. .428 



60 



<400> 3492 

ttaccgaatt aacaaaccta ataaagattt gtacttcttt gcatatacaa aaagtagatt 
taattctcca aaatactaca gtgatctctg agaagaacaa attagaatca gattat atg 119 

Met 
1 

gee gca tct tea caa etc cgt ctt aca gag caa cat ttc att gaa ttg 167 
Ala Ala Ser Ser Gin Leu Arg Leu Thr Glu Gin His Phe He Glu Leu 

5 10 15 

gat gaa aat aga cag aga tta ttg cag aaa tgc aag gaa ctt atg aaa 215 
Asp Glu Asn Arg Gin Arg Leu Leu Gin Lys Cys Lys Glu Leu Met Lys 

20 25 30 

aga get agg caa gta tgt aac ctg ggt gca gag cag act ctt cct caa 263 
Arg Ala Arg Gin Val Cys Asn Leu Gly Ala Glu Gin Thr Leu Pro Gin 

35 40 45 

gaa tac cak aca gtt ttc caa gac ctt cca aac aca ttg gat gaa att 311 
Glu Tyr Xaa Thr Val Phe Gin Asp Leu Pro Asn Thr Leu Asp Glu He 
50 55 60 65 

gat get tta tta act gaa gaa aga tea aga get tec tgc ttc acg gga 359 
Asp Ala Leu Leu Thr Glu Glu Arg Ser Arg Ala Ser Cys Phe Thr Gly 

70 75 80 

ctg aat cct aca att gtt cag gaa tat aca aaa aga gaa gaa gaa ata 
Leu Asn Pro Thr He Val Gin Glu Tyr Thr Lys Arg Glu Glu Glu He 

85 90 95 

gaa cag tta act gag gaa cat t 
Glu Gin Leu Thr Glu Glu His 
100 

<210> 3493 

<211> 372 

<212> DNA 

<213> Homo sapiens 



407 



429 



2160 




= 5 
-IE 

"Sri 



55 5 



49 



<220> 
<221> CDS 
<222> 5. .370 



<400> 3493 

taat atg ctt ate agt gac cgc ttg ggc tac cac aga gat gtg cca gac 
Met Leu He Ser Asp Arg Leu Gly Tyr His Arg Asp Val Pro Asp 

15 10 15 

aca agg aat gca gca tgt aaa gaa aag ttc tac cca cct gac ctg cca 97 

Thr Arg Asn Ala Ala Cys Lys Glu Lys Phe Tyr Pro Pro Asp Leu Pro 

20 25 30 

get get agt gtt gtt ate tgt ttc tat aat gaa gcg ttt tct gec ttg 145 

Ala Ala Ser Val Val He Cys Phe Tyr Asn Glu Ala Phe Ser Ala Leu 

35 40 45 

ctt egg aca gtg cac agt gtc ata gac cgc acg cca gca cac ctg ctt 193 

Leu Arg Thr Val His Ser Val He Asp Arg Thr Pro Ala His Leu Leu 

50 55 60 

J cat gag ate ate ctt gtg gat gat gat agt gac ttt gat gat ttg aaa 241 

His Glu He He Leu Val Asp Asp Asp Ser Asp Phe Asp Asp Leu Lys 

65 70 75 

gga gaa eta gat gaa tat gtc caa aaa tac etc cct gga aaa att aaa 289 

W Qly Glu Leu Asp Glu Tyr Val Gin Lys Tyr Leu Pro Gly Lys He Lys 

80 85 90 95 

gtc ata aga aat aca aag cgt gag ggg ttg att cga ggg aga atg att 337 
yl Val He Arg Asn Thr Lys Arg Glu Gly Leu He Arg Gly Arg Met He 

3 ' 100 105 HO 

Q ggc gcg gee cac gcg aca gga gaa gtc ctt gtg tt 372 

m Gly Ala Ala His Ala Thr Gly Glu Val Leu Val 
115 120 



<210> 3494 
<211> 304 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56. . 304 



<400> 3494 

acttttcctg caggatgggg acgtgcagcg ccacctctac ctccaggacg tgatc atg 58 

Met 
1 

cag gtg gee gac gtg cct gag aag ccc agg gtg ccc gcg ttt gec tgc 106 
Gin Val Ala Asp Val Pro Glu Lys Pro Arg Val Pro Ala Phe Ala Cys 

5 10 15 

cag gtg gec ggc tgc tgc cag gtg ttc gat gee ctg gac gac tac gag 154 
Gin Val Ala Gly Cys Cys Gin Val Phe Asp Ala Leu Asp Asp Tyr Glu 

20 25 30 

cac cac tac cac acg ctg cac gga aat gtt tgc tec ttt tgc aag egg 202 
His His Tyr His Thr Leu His Gly Asn Val Cys Ser Phe Cys Lys Arg 



2161 




35 40 45 

gcc ttc cct tec gga cac ctg ctg gac gec cac ate ctg gag tgg cac 250 
Ala Phe Pro Ser Gly His Leu Leu Asp Ala His lie Leu Glu Trp His 
50 55 60 65 

gat teg etc ttc cag ate ctg tct gak agg cak gac atg tat mar tgc 2 98 

Asp Ser Leu Phe Gin lie Leu Ser Xaa Arg Xaa Asp Met Tyr Xaa Cys 

70 75 80 

ttg gta 304 
Leu Val 

<210> 3495 

<211> 264 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 67. .264 



<400> 3495 

gaegcagteg gnegeggegg ccctagcgac geggnttact agggagegge gagesgagae 60 
ggctac atg gac gcc act ate gcc ccg cac cgt ate ccc ccc gag atg 108 

Met Asp Ala Thr lie Ala Pro His Arg He Pro Pro Glu Met 

15 10 
ccc cag tac ggg gag gag aac cac ate ttc gag ttg atg cag gta tta 156 
Pro Gin Tyr Gly Glu Glu Asn His He Phe Glu Leu Met Gin Val Leu 
15 20 25 30 

acc ace tgg gtg tct gcc ctg cac cca cag awe atg ctg gag caa stc 204 
Thr Thr Trp Val Ser Ala Leu His Pro Gin Xaa Met Leu Glu Gin Xaa 

35 40 45 

ctg ate cac cag ycc gam gat ccs ate ccc ttc atg ate cag cac ttg 252 
Leu He His Gin Xaa Xaa Asp Pro He Pro Phe Met He Gin His Leu 

50 55 60 

cat aga gac tec 264 
His Arg Asp Ser 
65 

<210> 3496 

<211> 320 

<212> DNA 

<:213> Homo sapiens 

<220> 
<221> CDS 
<222> 124. .318 



<400> 3496 

amaagctccc agcctccaga ggctctcaat gaagagtcac cttcatggtc gtctycagga 60 

acaggaegga tgamgaaggg gtggggttaa gactcagggg cacctgaggg tctgagcccc 12 0 

ctt atg agt acc caa gam gga ctg tct atg cat gca cac cca caa gcc 168 

Met Ser Thr Gin Xaa Gly Leu Ser Met His Ala His Pro Gin Ala 
15 10 15 
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- Tr 



tat 


aca 


cca 


ttt 


ata 


tac 


eta 


cac 


gca 


cqc 


aag 


aga 


cgc 


gga 


gag 


ata 


216 


Tvr 


Thr 


Pro 


Phe 


He 


Tyr 


Leu 


His 


Ala 


Arg 


Lys 


Arg Arg Gly Glu 


He 










20 










25 










30 






99 c 


t 


etc* 3 
y \*cx 


y o. 




cga 


ttc 


aat 


gat 


cga 


tat 


get 


cat 


aar 


agt 


get 


264 


Gly 


Asp 


Ala 


Asp 


Ser 


Arg 


Phe 


Asn Asp 


Arg 


Tyr 


Ala 


His 


Lys 


Ser 


Ala 










35 










40 










45 








caa 


tta 


tmt 


ttt 


ctg 


tat 


ttt 


gta 


tgc 


tgt 


att 


ttc 


caa 


gac 


gta 


tat 


312 


Gin 


Leu 


Xaa 
50 


Phe 


Leu 


Tyr 


Phe 


Val 
55 


Cys 




He 


Phe 


Gin 
60 


Asp 


Val 


Tyr 




tat 


ktn 


ny 




























320 


Tyr 


Xaa 
65 

































<210> 3497 

<211> 185 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 7 . . 183 



^ <400> 3497 



48 



96 



cacata atg agt atg act cct gaa cag ctt cag get tgg egg tgg gaa 
*D Met Ser Met Thr Pro Glu Gin Leu Gin Ala Trp Arg Trp Glu 

03 1 5 10 

* aga gaa att gat gag aga aat cgc cca ctt tct gat gag gaa tta gat 

#** Arg Glu He Asp Glu Arg Asn Arg Pro Leu Ser Asp Glu Glu Leu Asp 
J 15 20 25 30 

Ifz get atg ttc cca gaa gga tat aag gta ctt cct cct cca get ggt tat 144 
Ala Met Phe Pro Glu Gly Tyr Lys Val Leu Pro Pro Pro Ala Gly Tyr 

35 40 45 

gtt cct att cga act cca get cga aag ctg aca get act cc 185 
Val Pro He Arg Thr Pro Ala Arg Lys Leu Thr Ala Thr 
50 55 

<210> 3498 
<211> 293 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . .293 



<400> 3498 

agtcaagttg ccggtggaat tggeccagg atg aca get gga gaa tgg rrk yea 53 

Met Thr Ala Gly Glu Trp Xaa Xaa 
1 5 

gtt tta tec aag tat gaa gat cag att act att ttc act gac tac eta 101 
Val Leu Ser Lys Tyr Glu Asp Gin He Thr He Phe Thr Asp Tyr Leu 
10 15 20 



2163 



gaa gaa tat cca gat aca gat gag ctg gta tgg ate tta ggg aag cag 149 

Glu Glu Tyr Pro Asp Thr Asp Glu Leu Val Trp lie Leu Gly Lys Gin 

25 30 35 40 

cat etc ctt aaa aca gaa aaa tct aag ctg ttg tct gat ata agt get 197 

His Leu Leu Lys Thr Glu Lys Ser Lys Leu Leu Ser Asp lie Ser Ala 

45 50 55 

cgt eta tgg ttt aca tac aga agg aaa ttt tea cca att ggt gga acg 245 

Arg Leu Trp Phe Thr Tyr Arg Arg Lys Phe Ser Pro lie Gly Gly Thr 

60 65 70 

ggc cct tea tea gat get ggt tgg gga tgt atg eta cgc tgt gaa cag 293 

Gly Pro Ser Ser Asp Ala Gly Trp Gly Cys Met Leu Arg Cys Glu Gin 
75 80 85 

<210> 3499 

<211> 286 

<212> DNA 

<213> Homo sapiens 

Q <220> 

sjj <221> CDS 

<222> 85. .285 

y t 

% E <400> 3499 

cggcgccacg gctggagcag caagggagtc agggecaggg ccagagagcc ggagagagga 60 
*S gcccccgacc gagageccag tgac atg teg gac cct gag atg gga tgg gtg 111 
yj Met Ser Asp Pro Glu Met Gly Trp Val 

a 15 

ri cct gag ccc cca ace atg acg ctg ggg gee tct egg gtg gag ctg egg 159 
m Pro Glu Pro Pro Thr Met Thr Leu Gly Ala Ser Arg Val Glu Leu Arg 
10 15 20 25 

gtg tec tgc cat ggc etc ctg gac egg gac aca etc acc aaa ccc cac 207 
2l Val Ser Cys His Gly Leu Leu Asp Arg Asp Thr Leu Thr Lys Pro His 
W 30 35 40 

M ccc tgc gtg ctg etc aag etc tac tct gat gag cag tgg gtg gag gta 255 
Pro Cys Val Leu Leu Lys Leu Tyr Ser Asp Glu Gin Trp Val Glu Val 

45 50 55 

gag cgc aca gag gtg ctt cgc tec tgt tec a 286 
Glu Arg Thr Glu Val Leu Arg Ser Cys Ser 
60 65 

<210> 3500 
<211> 257 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 71 . .256 



ru 



<400> 3500 

gettcaeggt gatcgagaca gatcccttga tgttggaagg ccacagcctg gtgtggagga 60 
ggtcacccga atg gga cct age ctg eta cag gat gca cgc etc tgg acc 109 



2164 




teg gtg 
Ser Val 
15 

tgc ccg 
Cys Pro 
30 

tgt tec 
Cys Ser 

aca c 
Thr 



Met Gly Pro Ser Leu Leu Gin Asp Ala Arg Leu Trp Thr 
15 10 
tec cca gca cct ggg aag tgg cca eta get gaa cag gtg tec 
Ser Pro Ala Pro Gly Lys Trp Pro Leu Ala Glu Gin Val Ser 

20 25 
gga cgc tct tec cca gtg ccc gee tgc ggg act cca get cct 
Gly Arg Ser Ser Pro Val Pro Ala Cys Gly Thr Pro Ala Pro 

35 40 45 

ggc tec tgc tgc act age tec tgg cga ctg agg ctt etc ccg 
Gly Ser Cys Cys Thr Ser Ser Trp Arg Leu Arg Leu Leu Pro 
50 55 60 



157 



205 



253 



257 



<210> 3501 

<211> 354 

<212> DNA 

<213> Homo sapiens 



nj 



<220> 
<221> CDS 
<222> 198. .353 



<400> 3501 

ttgaggacag ccctgtgatt tctgcccttg attgcccttc cctcaataat gctactgcct 
tcagtctcct ggcagatgat agtcaaacat caacctctat etttgecagt cccacctctc 
cacctgtcct aggggagtct gtcctgcaag ataacagctt tgacctgaat aatggtagtg 
aegctgaaca ggaagaa atg gaa act caa tct tea gac ttc cca cca tec 

Met Glu Thr Gin Ser Ser Asp Phe Pro Pro Ser 
15 10 
ctg acc cag cca get cct gat cag tea tec act att cag eta cat cca 
Leu Thr Gin Pro Ala Pro Asp Gin Ser Ser Thr lie Gin Leu His Pro 

15 20 25 

gca acc tea cca gca gtc teg cca aca acc tec cca gca gtc tec eta 
Ala Thr Ser Pro Ala Val Ser Pro Thr Thr Ser Pro Ala Val Ser Leu 

30 35 40 

gtg gtt tct cca gca gee tec cca get g 
Val Val Ser Pro Ala Ala Ser Pro Ala 
45 50 



60 
120 
180 
230 



278 



326 



354 



<210> 3502 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100. .432 



<400> 3502 

attcacagcg gcagacgagc gecaggaaag ggttatttga tctgatccct caagttcegg 60 
aggcagcagt atcaagataa agaggmagtt gtcttatgg atg aat act gtt ggg 114 



2165 




Met Asn Thr Val Gly 
1 5 

ccc tac cat aat cgt caa gaa aca tat aag tac ttt tea ctt cca ttc 162 

Pro Tyr His Asn Arg Gin Glu Thr Tyr Lys Tyr Phe Ser Leu Pro Phe 

10 15 20 

tgt gtg ggg tea aaa aaa agt ate agt cat tac cat gaa act ctg gga 210 

Cys Val Gly Ser Lys Lys Ser lie Ser His Tyr His Glu Thr Leu Gly 

25 30 35 

gaa gca ctt caa ggg gtt gaa ttg gaa ttt agt ggt ctg gat att aaa 258 

Glu Ala Leu Gin Gly Val Glu Leu Glu Phe Ser Gly Leu Asp lie Lys 

40 45 50 

ttt aaa gat gat gtg atg cca gee act tac tgt gaa att gat tta gat 306 

Phe Lys Asp Asp Val Met Pro Ala Thr Tyr Cys Glu lie Asp Leu Asp 

55 60 65 

aaa gaa aag aga gat gca ttt gta tat gee ata aaa aat cat tac tgg 354 

Lys Glu Lys Arg Asp Ala Phe Val Tyr Ala lie Lys Asn His Tyr Trp 
70 75 80 85 

tac cag atg tac ata gat gat tta cca ata tgg ggt att gtt ggt gag 402 

r% Tyr Gin Met Tyr lie Asp Asp Leu Pro lie Trp Gly lie Val Gly Glu 
JfJ 90 95 100 

if* get gat gaa aat gga gaa gat tac tat ctt t 433 

£7 Ala Asp Glu Asn Gly Glu Asp Tyr Tyr Leu 

ft 105 110 



= 7F 



<210> 3503 

<211> 394 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100 . .393 



<400> 3503 

cttttccggc ccgcagcgcg cctgggctcc cgcgtgttta aaagtgcgct tgtggctgct 60 
gctgtcttaa ctcctgtgct tggcggacag acaggegag atg gcg gcg gag gtg 114 

Met Ala Ala Glu Val 
1 5 

ttg ccg att gcg agg tgg cag tat tgt ggg gcg ccc gac ggg age cag 162 
Leu Pro lie Ala Arg Trp Gin Tyr Cys Gly Ala Pro Asp Gly Ser Gin 

10 15 20 

aga get gta ctg gtc cag ttc tec aac ggg aag eta cag agt cca ggc 210 
Arg Ala Val Leu Val Gin Phe Ser Asn Gly Lys Leu Gin Ser Pro Gly 

25 30 35 

aac atg cgc ttt ace ttg tat gag aac aaa gat tec ace aac ccc agg 258 
Asn Met Arg Phe Thr Leu Tyr Glu Asn Lys Asp Ser Thr Asn Pro Arg 

40 45 50 

aag agg aat caa egg ate ctg gca get gaa aca gat agg etc tec tat 306 
Lys Arg Asn Gin Arg lie Leu Ala Ala Glu Thr Asp Arg Leu Ser Tyr 

55 60 65 

gtg gga aac aat ttt ggg act gga gee etc aaa tgc aac act ttg tgc 354 
Val Gly Asn Asn Phe Gly Thr Gly Ala Leu Lys Cys Asn Thr Leu Cys 
70 75 80 85 



2166 





agg cac ttt gtg gga att ttg aac aag acc tct ggc ctt a 
Arg His Phe Val Gly lie Leu Asn Lys Thr Ser Gly Leu 
90 95 



394 



<210> 3504 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 164 . .358 



<400> 3504 

ttggtaataa tcactaaaaa tggaattttg ttcattaagt 
aatgaaaata catatgggta aaggtgataa cacctatttt 
gttgcagtga tgtaatatgc aaatgtgagg cagaaatggt 



gttaaaagct tgtcattgaa 
ccccctttga aaggtgatag 
gat atg gtg ttt ctt 
Met Val Phe Leu 



r 5 ^ 
























1 










cat 


tac 


etc cca 


gaa 


caa 


ctg 


tgt 


ctg 


age 


atg 


ctg 


ggc 


age 


tgg 


aga 


Vn 


His 


Tyr 


Leu Pro 


Glu 


Gin 


Leu 


Cys 


Leu 


Ser 


Met 


Leu Gly 


Ser 


Trp 


Arg 




5 






10 










15 










20 




ggt 


cac 


cct gga 


cag 


tta 


acc 


acg 


etc 


ttt 


att 


tec 


aaa 


tec 


atg 


ate 




Gly 


His 


Pro Gly Gin 


Leu 


Thr 


Thr 


Leu 


Phe 


He 


Ser 


Lys 


Ser 


Met 


He 








25 










30 










35 






aaa 


tgg 


cag gwg 


gca 


aaa 


tec 


ate 


cgt 


tgt 


cag 


tgc 


agg 


aag 


gac 


cca 




Lys 


Trp 


Gin Xaa 


Ala 


Lys 


Ser 


He 


Arg 


Cys 


Gin 


Cys 


Arg 


Lys 


Asp 


Pro 








40 










45 










50 






=M 


etc 


aat 


ggg gtt 


cct 


etc 


tgc 


att 


tgg 


gcg 


tct 


teg 


gta 










Leu 


Asn 


Gly Val 


Pro 


Leu 


Cys 


He 


Trp 


Ala 


Ser 


Ser 


Val 








-3 3 
3= 






55 








60 










65 









<210> 3505 

<211> 299 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .297 



60 
120 
175 



223 



271 



319 



358 



<400> 3505 

gaaaggtgtt ttggtcttct ccttagtcca ggaaaagatg 



cac tta tta gat ttg gaa tct atg ggc aaa agt 
His Leu Leu Asp Leu Glu Ser Met Gly Lys Ser 

5 10 
tat gtt att acg ggg age tgg aat cca aaa tec 
Tyr Val He Thr Gly Ser Trp Asn Pro Lys Ser 

20 25 30 

gta aat gaa gaa act cct aaa gat aaa gtc ctg ttt atg acc aca get 



tacgaaatag tgac atg 
Met 
1 

tea gat gga aag teg 
Ser Asp Gly Lys Ser 
15 

cca cat ttt caa gtt 
Pro His Phe Gin Val 



57 



105 



153 



201 



2167 





249 



297 



299 



Val Asn Glu Glu Thr Pro Lys Asp Lys Val Leu Phe Met Thr Thr Ala 

35 40 45 

gta gat ttg gta ata aca gaa gta cag gag cct gtt cga ttt etc ctg 
Val Asp Leu Val lie Thr Glu Val Gin Glu Pro Val Arg Phe Leu Leu 
50 55 60 65 

gag aca aaa gtc cgc gtt tgc tea cct aat gaa aga tta ttc tgg ccc 
Glu Thr Lys Val Arg Val Cys Ser Pro Asn Glu Arg Leu Phe Trp Pro 
70 75 80 

gc 

<210> 3506 
<211> 361 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . . 361 



<400> 3506 

ccccgcagtg gtgacagtga cttgcagccg actctttgea gtgaatagat ggcacaacac 
H agtaggcetc agaggagctc caggatactc cttggatcaa gcccaccatc ttcccattga 120 
yj a atg gat cca tta ata gec aat aat tea ggt gta aac aaa egg cag ate 169 
bfi Met Asp Pro Leu lie Ala Asn Asn Ser Gly Val Asn Lys Arg Gin lie 

jS 1 5 10 15 

JK aca gac etc gtt gac cag agt ata caa ate aat gca cat tgt ttt gtg 217 

Thr Asp Leu Val Asp Gin Ser lie Gin lie Asn Ala His Cys Phe Val 
L 20 25 30 



60 



265 



gta aca gca gat aat cgc tat att ctt ate tgt gga ttc tgg gat aag 

^ Val Thr Ala Asp Asn Arg Tyr He Leu He Cys Gly Phe Trp Asp Lys 

U 35 40 45 

5 age ttc aga gtt tat tct aca gaa aca ggg aaa ttg act cag att gta 313 

3 Ser Phe Arg Val Tyr Ser Thr Glu Thr Gly Lys Leu Thr Gin He Val 
O 50 55 60 

ttt ggc cat tgg gat gtg gtc act tgc ttg gee agg tec gag tea tac 361 

Phe Gly His Trp Asp Val Val Thr Cys Leu Ala Arg Ser Glu Ser Tyr 
65 70 75 80 

<210> 3507 
<211> 309 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 118 . . 309 



<400> 3507 

agacacacac cagcccaacc agaagenagt cccagccccc agccctcccc tggcctacct 60 
tttggggccc ttctctgaac caggctcccc tgtcctgcaa ctctgtcatt cacaggg 117 
atg ate cag get ctg get gga ttc ttt acc tac ttt gta ate ctg get 165 
Met He Gin Ala Leu Ala Gly Phe Phe Thr Tyr Phe Val He Leu Ala 



2168 




15 10 15 

gag aat ggt ttt agg cct gtt gat ctg ctg ggc ate cgc etc cac tgg 213 

Glu Asn Gly Phe Arg Pro Val Asp Leu Leu Gly lie Arg Leu His Trp 

20 25 30 

gaa gat aaa tac ttg aat gac ctg gag gac age tac gga cag cag tgg 261 
Glu Asp Lys Tyr Leu Asn Asp Leu Glu Asp Ser Tyr Gly Gin Gin Trp 

35 40 45 

acc tat gag caa cga aaa gtt gtg gag ttc aca tgc caa acg gec tea 309 
Thr Tyr Glu Gin Arg Lys Val Val Glu Phe Thr Cys Gin Thr Ala Ser 
50 55 60 

<210> 3508 

<211> 231 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . . 230 



Hi <400> 3508 

tattttgect tagcagectg ggcttcggaa ctgggcttgc cctgtagcag gtcacttgea 60 
|y cctttctgcc acag atg acg gaa aca ttt aaa gtt atg gat tgt gtc tct 110 

Met Thr Glu Thr Phe Lys Val Met Asp Cys Val Ser 
15 10 
gca tec tct tec ctt cac acc age caa tgt gtt ttt cat ttc tct tgg 158 
Ala Ser Ser Ser Leu His Thr Ser Gin Cys Val Phe His Phe Ser Trp 

15 20 25 

ctg get caa ttt ccc aca tgt tct ccc aag etc ttc etc tec act ccc 206 
Leu Ala Gin Phe Pro Thr Cys Ser Pro Lys Leu Phe Leu Ser Thr Pro 

30 35 40 

ca 9 99 c ttc cca cca caa acc gca c 231 
Gin Gly Phe Pro Pro Gin Thr Ala 
45 50 

<210> 3509 
<211> 311 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .309 



<400> 3509 

aactteggga gttgagecac gagctgttgt gcatccagag gtggaattgg ggcccggcat 60 
tccctcctcg tcccgggctg gcccttgccy cccascckgc aactcctggt tgag atg 117 

Met 
1 

ggc tea gee aag age gtc cca gtc aca cca gcg egg cct ccg ccg cac 165 
Gly Ser Ala Lys Ser Val Pro Val Thr Pro Ala Arg Pro Pro Pro His 
5 10 15 



' r tizr 
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aac aag 
Asn Lys 

ate ctg 
lie Leu 

35 
cca gca 
Pro Ala 
50 
cc 



cat ctg get 
His Leu Ala 
20 

cgc act ccc 
Arg Thr Pro 

ggg gag caa 
Gly Glu Gin 



cga gtg 
Arg Val 

ate cag 
He Gin 

40 
ctg gag 
Leu Glu 
55 



gcg gac 
Ala Asp 
25 

gtg gag 
Val Glu 

ggt ctt 
Gly Leu 



ccc cgt 
Pro Arg 

age tct 
Ser Ser 

aaa cat 
Lys His 
60 



tea cct 
Ser Pro 
30 

cca cag 
Pro Gin 
45 

gee cag 
Ala Gin 



agt get ggc 
Ser Ala Gly 

cca ggc eta 
Pro Gly Leu 

gac tea gat 
Asp Ser Asp 
65 



213 



261 



309 



311 



-ft 



ny 



<210> 3510 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 180. .383 



<400> 3510 

caatacctgt tacttatata cttttctttg tctaaaaaag 
actgattaac ttagggagat tctgattaac agaatttcta 
aagagaaaat tatattttgt accaatttat ataaagttca 
atg tec ctg ggg eta gag atg aaa tat cgt ttt 
Met Ser Leu Gly Leu Glu Met Lys Tyr Arg Phe 
15 10 
egg tct gca gtt cac ccc atg aac tea tac agg 
Arg Ser Ala Val His Pro Met Asn Ser Tyr Arg 

20 25 
gag ctt tgt tta tgg agg gtg aga tat att tec 
Glu Leu Cys Leu Trp Arg Val Arg Tyr He Ser 

35 40 
ttt tea cat ttt cca cat cat tac cat cat cat 
Phe Ser His Phe Pro His His Tyr His His His 

50 55 
tgt cat cat cca at 
Cys His His Pro 
65 



aaataagatc tgtctagatg 
gaaatggctt tcagcaggca 
tctagctcag cttttggag 
cct gtc cac aga cag 
Pro Val His Arg Gin 
15 

tea gaa tta aac ccc 
Ser Glu Leu Asn Pro 
30 

aag tat ttc ttt etc 
Lys Tyr Phe Phe Leu 
45 

tgt cgt cat cat cat 
Cys Arg His His His 
60 



60 
120 
179 
227 



275 



323 



371 



385 



<210> 3511 

<211> 174 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 5 . . 172 



<400> 3511 

ttta atg cct tat aaa gag get tea cac tgc gtc tgc tec ttt ttg gee 
Met Pro Tyr Lys Glu Ala Ser His Cys Val Cys Ser Phe Leu Ala 



49 



2170 




15 10 15 

ttt aac ctt cct cca cgt aag gac aca gtg aac aag gtg cca tct tgg 97 

Phe Asn Leu Pro Pro Arg Lys Asp Thr Val Asn Lys Val Pro Ser Trp 

20 25 30 

aaa caa aca gca gcc ttc acc aga cac cag acc ttc tgg cac ctt gac 145 

Lys Gin Thr Ala Ala Phe Thr Arg His Gin Thr Phe Trp His Leu Asp 

35 40 45 

ctt gcg ctt tec age etc cag aac cgt gt 174 

Leu Ala Leu Ser Ser Leu Gin Asn Arg 
50 55 

<210> 3512 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . .366 

JSSS; 

•zts 

U! <400> 3512 

y, gatggcgccc tgggcgctcc tcagccctgg ggtcctggtg cggaccgggc acaccgtgct 60 
Li gacctgggga ateaegctgg tgctcttcct gcacgatacc gagctgegge a atg gga 117 
r « Met Gly 

1 

gga gca ggg gga get get cct gcc cct caw mtt cct get cct ggt get 165 
^ Gly Ala Gly Gly Ala Ala Pro Ala Pro Xaa Xaa Pro Ala Pro Gly Ala 

Q ggg etc cct get get eta cct cgc tgt gtc act cat gga ccc tgg ctg 213 
fy Gly Leu Pro Ala Ala Leu Pro Arg Cys Val Thr His Gly Pro Trp Leu 
fy 20 25 30 

J: aat gtg cag ccc cag cct cag gag gag etc aaa gag gag cag aca gcc 261 

Asn Val Gin Pro Gin Pro Gin Glu Glu Leu Lys Glu Glu Gin Thr Ala 
S 35 40 45 50 

atg gtt cct cca gcc ate cct ctt egg cgc tgc aga tac tgc ctg gtg 309 
Met Val Pro Pro Ala lie Pro Leu Arg Arg Cys Arg Tyr Cys Leu Val 

55 60 65 

ctg cag ccc ctg agg get egg cac tgc cgt gag tgc cgc cgt tgc gtc 357 
Leu Gin Pro Leu Arg Ala Arg His Cys Arg Glu Cys Arg Arg Cys Val 

70 75 80 

cgc cgc tac ga 368 
Arg Arg Tyr 
85 

<210> 3513 

<211> 388 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121 . .387 



2171 





<400> 3513 

cccctaaccc tgaggctgcc gcgcggcggt cactgcgccg gggtagtggg ccccagtgtt 60 

gcgctctctg gccgttcctt acactttgct tcaggctcca gtgcaggggc gtagtgggat 120 

atg gcc aac teg ggc tgc aag gac gtc acg ggt cca gat gag gag agt 168 

Met Ala Asn Ser Gly Cys Lys Asp Val Thr Gly Pro Asp Glu Glu Ser 

15 10 15 

ttt ctg tac ttt gcb tac ggc age aac ctg ctg aca gag agg ate cac 216 

Phe Leu Tyr Phe Ala Tyr Gly Ser Asn Leu Leu Thr Glu Arg lie His 

20 25 30 

etc cga aac ccc teg gcg gcg ttc ttc tgt gtg gcc cgc ctg cag gat 264 

Leu Arg Asn Pro Ser Ala Ala Phe Phe Cys Val Ala Arg Leu Gin Asp 

35 40 45 

ttt vag ctt gac ttt ggc aat tec caa ggc aaa aca agt caa act tgg 312 

Phe Xaa Leu Asp Phe Gly Asn Ser Gin Gly Lys Thr Ser Gin Thr Trp 

50 55 60 

cat gga ggg ata gcc acc att ttt caa agt cct ggc gat gaa gtg tgg 360 

His Gly Gly He Ala Thr He Phe Gin Ser Pro Gly Asp Glu Val Trp 

_ 65 70 75 80 

99 a 9 ta 9 ta fc 99 aaa at 9 aac aaa a 9 c a 388 
*5 Gly Val Val Trp Lys Met Asn Lys Ser 

Ul 85 

hi <210> 3514 
fc J5 <211> 295 
Jj <212> DNA 

<213> Homo sapiens 

L <220> 

H <221> CDS 

Pj <222> 16 . .294 

ni 

Q <400> 3514 

f% gtgaeggact gttct atg act gca aag atg gaa acg acc ttc tat gac gat 51 

Met Thr Ala Lys Met Glu Thr Thr Phe Tyr Asp Asp 
15 10 
gcc etc aac gcc teg ttc etc ccg tec gag age ggm cct tat ggc tac 99 
Ala Leu Asn Ala Ser Phe Leu Pro Ser Glu Ser Gly Pro Tyr Gly Tyr 

15 20 25 

agt aac ccc aag ate ctg aaa cag age atg acc ctg aac ctg gcc gac 147 
Ser Asn Pro Lys He Leu Lys Gin Ser Met Thr Leu Asn Leu Ala Asp 

30 35 40 

cca gtg ggg age ctg aag ccg cac etc cgc gcc aag aac teg gac etc 195 
Pro Val Gly Ser Leu Lys Pro His Leu Arg Ala Lys Asn Ser Asp Leu 
45 50 55 60 

etc acc teg ccc gac gtg ggg ctg etc aag ctg gcg teg ccc gag ctg 243 
Leu Thr Ser Pro Asp Val Gly Leu Leu Lys Leu Ala Ser Pro Glu Leu 

65 70 75 

gag cgc ctg ata ate cag tec age aac ggg cac ate acc acc acg ccg 291 
Glu Arg Leu He He Gin Ser Ser Asn Gly His He Thr Thr Thr Pro 

80 85 90 

acc c 295 
Thr 
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<210> 3515 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 47 . . 325 



<400> 3515 

agggacctta agaaaggaca agacattgct gcgagatgaa aagaag atg gag aaa 55 

Met Glu Lys 
1 

eta aag cag aaa ttg cac aca gat gat gag ttg aac tgg ctg gac cat 103 
Leu Lys Gin Lys Leu His Thr Asp Asp Glu Leu Asn Trp Leu Asp His 

5 10 15 

ggt egg aca ctg agg gag cag ggt gta gag gag cac gag acg ctg ctg 151 
Gly Arg Thr Leu Arg Glu Gin Gly Val Glu Glu His Glu Thr Leu Leu 
20 25 30 35 

ctg egg agg aag ttc ttt tac tea gac cag aat gtg gat tec egg gac 199 
Leu Arg Arg Lys Phe Phe Tyr Ser Asp Gin Asn Val Asp Ser Arg Asp 

40 45 50 

cct gta cag ctg aac etc ctg tat gtg cag gca cga gat gac ate ctg 247 
Pro Val Gin Leu Asn Leu Leu Tyr Val Gin Ala Arg Asp Asp lie Leu 

55 60 65 

aat ggc tec cac cct gtc tec ttt gac aag gec tgt gag ttt get ggc 295 
Asn Gly Ser His Pro Val Ser Phe Asp Lys Ala Cys Glu Phe Ala Gly 
70 75 80 

iy ttc caa tgc cam gmt cca gtt tgg gee ccc at 327 
fy Phe Gin Cys Xaa Xaa Pro Val Trp Ala Pro 
& 85 90 

m <210> 3516 
<211> 398 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 166. .396 



■S3S- 



5*7 



<400> 3516 

acgactctag tttccatcca gctcacaact gtcatcaaga tcccagtctc tggaggaaag 60 
ggggcagggc ggctttccac cctcaactcc tcacttaagg ggegtctgag aagaacctaa 120 
egaaaagegg ggggcagaaa gcactgggac aatgagcacc agtcc atg tgc cga ccc 177 

Met Cys Arg Pro 

1 

ggg ctg gtc ace tac tec cag gtg aaa ccc acg ctg ggc gca ccg ggg 225 

Gly Leu Val Thr Tyr Ser Gin Val Lys Pro Thr Leu Gly Ala Pro Gly 

5 10 15 20 

cga gee aca gag ctg egg ccc caa aag age age agg cgc gee ccc etc 273 
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Arg Ala Thr Glu Leu Arg Pro Gin Lys Ser Ser Arg Arg Ala Pro Leu 

25 30 35 

gcg ttg aca ttt ccc tgg tgt gaa gtg ccg gag att rgg atg caa gag 321 
Ala Leu Thr Phe Pro Trp Cys Glu Val Pro Glu He Xaa Met Gin Glu 

40 45 50 

egg gat tac ggt ccc gaa get cag ctg cac ttg gaa gca etc gga gtc 369 
Arg Asp Tyr Gly Pro Glu Ala Gin Leu His Leu Glu Ala Leu Gly Val 

55 60 65 

ccc aaa ccc tgg gcg act tec cca teg gc 398 
Pro Lys Pro Trp Ala Thr Ser Pro Ser 
70 75 

<210> 3517 
<211> 224 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 10. .222 



H <400> 3517 

yj gtagatgag atg age ace caa gat gtc ttt tec tat ttt aaa gaa tat cct 51 
3^3 Met Ser Thr Gin Asp Val Phe Ser Tyr Phe Lys Glu Tyr Pro 

S 1 5 10 

J^, cca get cac ate gaa tgg ttg gat gat acc tec tgt aat gta gtt tgg 99 

^ Pro Ala His He Glu Trp Leu Asp Asp Thr Ser Cys Asn Val Val Trp 

15 20 25 30 

^ ctg gat gaa atg aca gee aca cga gca ctt ate aat atg age tec ctg 147 

fil Leu Asp Glu Met Thr Ala Thr Arg Ala Leu He Asn Met Ser Ser Leu 

fU 35 40 45 

=£ cct gca cag gat aag ate aga age agg gat gee agt gag gac aag tea 195 

Q Pro Ala Gin Asp Lys He Arg Ser Arg Asp Ala Ser Glu Asp Lys Ser 

:H 50 55 60 

get gag aaa agg aaa aaa gac aag cag gc 224 

Ala Glu Lys Arg Lys Lys Asp Lys Gin 
65 70 

<210> 3518 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .360 



<400> 3518 

aaatctccta cc atg gag gaa gaa ggc ggc ggc cgc age tgt ggg acc act 51 
Met Glu Glu Glu Gly Gly Gly Arg Ser Cys Gly Thr Thr 
15 10 

a 99 9 a 9 ct 9 ca 9 aa 9 ct 9 aa 9 ca 9 ca 9 9 C 9 at 9 9 a 9 tac tac c 99 9 a 9 99 



2174 




Arg Glu Leu Gin Lys Leu Lys Gin Gin Ala Met Glu Tyr Tyr Arg Glu 

15 20 25 

aac gac gtt ccg cgc arg ctg gaa aga gck get caa etc cac ctt eta 
Asn Asp val Pro Arg Xaa Leu Glu Arg Ala Ala Gin Leu Has Leu Leu 
30 35 40 45 

cct cca gee tgc cga cgt eta egg gca cct ggg agg aag gat act att 
Pro Pro Ala Cys Arg Arg Leu Arg Ala Pro Gly Arg Lys Asp Thr He 

50 55 60 

aca gag aaa cct att gcg cct gca gag cct gtt gag cct gta etc agt 
Thr Glu Lys Pro He Ala Pro Ala Glu Pro Val Glu Pro Val Leu Ser 

65 70 75 

ggc agt atg gec ata ggg gec gtg tea eta get gtt gee awa gee tgt 
Gly Ser Met Ala lie Gly Ala Val Ser Leu Ala Val Ala Xaa Ala Cys 

80 85 90 

gee atg ctg ctt aat aaa nvt ctg tac tta aat ate get etc ctg aag 
Ala Met Leu Leu Asn Lys Xaa Leu Tyr Leu Asn He Ala Leu Leu Lys 

95 100 105 

cac aat cag gaa cag cca aca 
His Asn Gin Glu Gin Pro Thr 
Q 110 H5 

HI <210> 3519 

<211> 249 

jyj <212> DNA 

w ffi <213> Homo sapiens 

~% <220> 

^ <221> CDS 

s <222> 23 . .247 



<400> 3519 

aagcaacggt cctccagtaa ag atg gec ate aag gca gca aat eta atg act 

Met Ala He Lys Ala Ala Asn Leu Met Thr 
1 5 10 

ccg ggg aag aag cag aaa aag agt tta ttt ttg tgt aaa ggt cac cca 
Pro Gly Lys Lys Gin Lys Lys Ser Leu Phe Leu Cys Lys Gly His Pro 

15 20 25 

cgc aga agt ctt cct gtg cag ggt get ttg gta gec ate aga aga gga 
Ara Arq Ser Leu Pro Val Gin Gly Ala Leu Val Ala He Arg Arg Gly 

30 35 40 

acc aag ggc aac ate ttt tct tec cag gcg ttc ttc tct ggg tgc ttt 
Thr Lys Gly Asn He Phe Ser Ser Gin Ala Phe Phe Ser Gly Cys Phe 

45 50 55 

att etc ttc ttt ttc ttt att teg ccc cca ccc cca tec cct gec ttt 
He Leu Phe Phe Phe Phe He Ser Pro Pro Pro Pro Ser Pro Ala Phe 

60 65 70 

ttt tt 
Phe 
75 

<210> 3520 
<211> 328 
<212> DNA 



147 



195 



243 



291 



339 



360 



52 



100 



148 



196 



244 



249 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> 32 . .328 



<400> 3520 

cattctagcg ggaaatatta ttcacagttt a atg aag tct gat eta gtg gaa 52 

Met Lys Ser Asp Leu Val Glu 
1 5 

tat ttc act ttg gaa atg ctt cac ttg gga aac aat cgt att gaa gty 100 
Tyr Phe Thr Leu Glu Met Leu His Leu Gly Asn Asn Arg lie Glu Val 

10 15 20 

ctt gaa gaa gga teg ttt atg aac eta acg aga tta caa aaa etc tat 148 
Leu Glu Glu Gly Ser Phe Met Asn Leu Thr Arg Leu Gin Lys Leu Tyr 

25 30 35 

eta aat ggt aac cac ctg ace aaa tta agt aaa ggc ate gtc ctt ggt 196 
Leu Asn Gly Asn His Leu Thr Lys Leu Ser Lys Gly lie Val Leu Gly 
40 45 50 55 

etc cat aat ctt gaa tac tta tat ctt gaa tac aat gee att awk gaa 244 
U! Leu His Asn Leu Glu Tyr Leu Tyr Leu Glu Tyr Asn Ala lie Xaa Glu 
Ll 60 65 70 

yj ata ctg cca gga acc ttt aat cca atg cct aaa ctt aaa gtc ctg tat 292 
JiSi He Leu Pro Gly Thr Phe Asn Pro Met Pro Lys Leu Lys Val Leu Tyr 
% 75 80 85 

tta aat aac aac etc etc caa gtt tta cca cca eta 328 
^ Leu Asn Asn Asn Leu Leu Gin Val Leu Pro Pro Leu 
s 90 95 



if; 









=} - 

IU 


<210> 


3521 


S3 : 

I XT 


<211> 


245 




<212> 


DNA 




<213> 
<220> 


Homo 




<221> 


CDS 




<222> 


34 . . 



<400> 3521 

tcagataaaa ctggaacact gacgaagaat gaa atg act gtt act cac ata ttt 54 

Met Thr Val Thr His He Phe 
1 5 

act tea gat ggt ctg cat get gag gtt act gga gtt ggc tat aat caa 102 
Thr Ser Asp Gly Leu His Ala Glu Val Thr Gly Val Gly Tyr Asn Gin 

10 15 20 

ttt ggg gaa gtg att gtt gat ggt gat gtt gtt cat gga ttc tat aac 150 
Phe Gly Glu Val He Val Asp Gly Asp Val Val His Gly Phe Tyr Asn 

25 30 35 

cca get gtt age aga att gtt gag gcg ggc tgt gtg tgc aat gat get 198 
Pro Ala Val Ser Arg He Val Glu Ala Gly Cys Val Cys Asn Asp Ala 
40 45 50 55 

gta att aga aac aat act eta atg ggg aag cca aca gaa ggg gee tt 245 



2176 



Val lie Arg Asn Asn Thr Leu Met Gly Lys Pro Thr Glu Gly Ala 
60 65 70 

<210> 3522 

<211> 307 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . . 305 



<400> 3522 

gtgtggyggc cgcagcgctd agggagccgg tgccatctgt gggggctttg ggccakgggt 60 
ctccggacag c atg age ktg ggc ttc ate ggc get ggc cag ctg get ttt 110 
Met Ser Xaa Gly Phe lie Gly Ala Gly Gin Leu Ala Phe 
15 10 
^ gee ctg gec aag ggc ttc aca kca gca ggc gtc ttg get gee cac aag 158 
W Ala Leu Ala Lys Gly Phe Thr Xaa Ala Gly Val Leu Ala Ala His Lys 

15 20 25 

y= ata atg get age tec cca gac atg gac ctg gee aca gtt tct get etc 206 
h& lie Met Ala Ser Ser Pro Asp Met Asp Leu Ala Thr Val Ser Ala Leu 
yj 30 35 40 45 

*0 a 99 wrd at 9 999 9 fc 9 aar ^9 aca ccc cac aac aa 9 9 a 9 ac 9 9tg cag 2 54 

j* Arg Xaa Met Gly Val Lys Xaa Thr Pro His Asn Lys Glu Thr Val Gin 
,7* 50 55 60 

^ cac agt gat gtg etc ttc ctg gst gtg aag cca cac ate ate ccc tkc 302 
His Ser Asp Val Leu Phe Leu Xaa Val Lys Pro His lie lie Pro Xaa 

65 70 75 

ate ct 307 
He 

<210> 3523 
<211> 203 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 5 . .202 



<400> 3523 

cgac atg cac cgc aaa ttc gtg gtg cat ctg ttc gec gag gag tgg ggc 49 
Met His Arg Lys Phe Val Val His Leu Phe Ala Glu Glu Trp Gly 
15 10 15 

cag tac gtg gac ttg ccc aag ggc ttc gcg gtg age gag cgc tgc aag 97 
Gin Tyr Val Asp Leu Pro Lys Gly Phe Ala Val Ser Glu Arg Cys Lys 

20 25 30 

9 fc 9 C 9 C c tc gtg ccg ctg cag ate cag etc act acc ctg gga aat ctt 145 
Val Arg Leu Val Pro Leu Gin He Gin Leu Thr Thr Leu Gly Asn Leu 

35 40 45 

aca cct tea age act gtg ttt ttc tgc tgt gat atg cag gaa agg ttc 193 



2177 




Thr Pro Ser Ser Thr Val Phe Phe Cys Cys Asp Met Gin Glu Arg Phe 

50 55 60 

aga cca gac c 203 
Arg Pro Asp 
65 

<210> 3524 

<211> 361 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .359 



<400> 3524 

acttttagag tttacttcaa ccacgtggag cttcc atg gcg gcc tct cag gtc 53 

Met Ala Ala Ser Gin Val 
1 5 

ctg ggg gag aag att aac ate ctg teg gga gag act gtc aaa get ggg 101 
Leu Gly Glu Lys He Asn He Leu Ser Gly Glu Thr Val Lys Ala Gly 

10 15 20 

gac agg gac ccg ctg ggg aac gac tgt ccc gag caa gat agg etc ccc 149 
Asp Arg Asp Pro Leu Gly Asn Asp Cys Pro Glu Gin Asp Arg Leu Pro 
25 30 35 

^ cag cgc tec tgg agg cag aag tgt gcc tec tac gtt ttg gcc ctg agg 197 
^ Gin Arg Ser Trp Arg Gin Lys Cys Ala Ser Tyr Val Leu Ala Leu Arg 
^_ 40 45 50 

Q ccc tgg age ttc agt gcc tea etc aca ccg gtg gcc ctg ggc agt gcc 245 

rU Pro Trp Ser Phe Ser Ala Ser Leu Thr Pro Val Ala Leu Gly Ser Ala 

fy 55 60 65 70 

jz ctt gcc tac aga tec cac ggt gtc ctg gat ccc agg etc ttg gtg ggt 2 93 

F% Leu Ala Tyr Arg Ser His Gly Val Leu Asp Pro Arg Leu Leu Val Gly 

% 75 80 85 

^ tgt gcc gtg get gtc ctg get gtg cac gtg gcc ggt aat ttg gtc aac 341 

Cys Ala Val Ala Val Leu Ala Val His Val Ala Gly Asn Leu Val Asn 
90 95 100 

act tac tat gac ttt tch aa 361 

Thr Tyr Tyr Asp Phe Ser 
105 

<210> 3525 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76. .384 



<400> 3525 

gtaattagga ggaaggtegg ctgggaatac ggatatagee teegggtgag gagttgtgac 60 



2178 





■zts 

Ui 



tggtgtttag gtgtc atg gag aaa etc cag ctg ggc cca gag att ctg cag 111 
Met Glu Lys Leu Gin Leu Gly Pro Glu lie Leu Gin 
15 10 
egg gaa aat cca agg ctt att tat gec agg ctg agt gga ttt ggc cag 159 
Arg Glu Asn Pro Arg Leu He Tyr Ala Arg Leu Ser Gly Phe Gly Gin 

15 20 25 

tea gga age ttc tgc egg tta get ggc cac gat ate aac tat ttg get 207 
Ser Gly Ser Phe Cys Arg Leu Ala Gly His Asp He Asn Tyr Leu Ala 

30 35 40 

ttg tea ggt gtt etc tea aaa att ggc aga agt ggt gag aat ccg tat 255 
Leu Ser Gly Val Leu Ser Lys He Gly Arg Ser Gly Glu Asn Pro Tyr 
45 50 55 60 

gee ccg ctg aat etc ctg get gac ttt get ggt ggt ggc ctt atg tgt 303 
Ala Pro Leu Asn Leu Leu Ala Asp Phe Ala Gly Gly Gly Leu Met Cys 

65 70 75 

gca ctg ggc att ata atg get ctt ttt gac cgc aca cgc act ggc aag 351 
Ala Leu Gly He He Met Ala Leu Phe Asp Arg Thr Arg Thr Gly Lys 

80 85 90 

ggt cag gtc att gat gca aat atg gtg gaa ggc at 386 
Gly Gin Val He Asp Ala Asn Met Val Glu Gly 
95 100 

<210> 3526 

<211> 451 

<212> DNA 

<213> Homo sapiens 



<220> 
^ <221> CDS 
P <222> 38 . .451 



<400> 3526 

actcccgcgc gtactcggcc gectgagega tactaaa atg tct gat gat get ggt 55 

Met Ser Asp Asp Ala Gly 
1 5 

gac acc tta gee act gga gac aaa gca gaa gtt act gag atg cct aat 103 
Asp Thr Leu Ala Thr Gly Asp Lys Ala Glu Val Thr Glu Met Pro Asn 

10 15 20 

agt gat tct tta cct gag gat gca gaa gtg cat tgt gat tea get gca 151 
Ser Asp Ser Leu Pro Glu Asp Ala Glu Val His Cys Asp Ser Ala Ala 

25 30 35 

gtt tea cat gag cca aca cca get gac ccc aga ggg gag ggg cat gaa 199 
Val Ser His Glu Pro Thr Pro Ala Asp Pro Arg Gly Glu Gly His Glu 

40 45 50 

aat gca get gtg cag ggt gca ggg get gee gee att ggg ccc cct gtg 247 
Asn Ala Ala Val Gin Gly Ala Gly Ala Ala Ala He Gly Pro Pro Val 
55 60 65 70 

cag cct cag gat gee aac gee ctg gag ccc cct etc aat gga gac gtg 2 95 

Gin Pro Gin Asp Ala Asn Ala Leu Glu Pro Pro Leu Asn Gly Asp Val 

75 80 85 

act gag gat aca ctt get gaa tgt att gat tec gtc age ctt gag gca 343 
Thr Glu Asp Thr Leu Ala Glu Cys He Asp Ser Val Ser Leu Glu Ala 

90 95 100 



2179 




gaa ccc aga tec gaa ata ccc ctg caa gaa cag aat tat ctg get gtg 
Glu Pro Arg Ser Glu He Pro Leu Gin Glu Gin Asn Tyr Leu Ala Val 

105 110 115 

gat tec cct cca agt gga gga gga tgg gca ggc tgg gga tec tgg ggc 
Asp Ser Pro Pro Ser Gly Gly Gly Trp Ala Gly Trp Gly Ser Trp Gly 

120 125 130 

aaa tct ctg etc 
Lys Ser Leu Leu 
135 



391 



439 



451 



<210> 3527 

<211> 399 

<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 237. .398 



<400> 3527 

aaaaattaga tcaatactta gaccaatata atgagctgat 
ctcctgcagc ctctgcaccc atgagectag cttagggtca 
aaacagactt aactttataa tgttagcaaa aggattaagt 
gatgggaaag aaacctaaca aagtgctaat aaaaaataga 



gtttagagag 
gtaacttgtg 
tttaaatata 
attgggtaaa 



cat 


gaa 


aga 


age 


cag 


His 


Glu 


Arg 
5 


Ser 


Gin 


ata 


aga 


aat 


gtt 


cag 


He 


Arg 


Asn 


Val 


Gin 




20 








agt 


ggt 


tgt 


agg 


agg 


Ser 


Gly 


Cys 


Arg 


Arg 


35 










agg 


tac 


agg 


aag 


a 


Arg 


Tyr 


Arg 


Lys 





aca caa aca 
Thr Gin Thr 
10 

aat aga cac 
Asn Arg His 
25 

ctg gga gag 
Leu Gly Glu 
40 



get ata 
Ala He 

ate tat 
He Tyr 

ggn gaa 
Gly Glu 



tat tgt atg 
Tyr Cys Met 
15 

ata gag aaa 
He Glu Lys 
30 

tgg gaa gtg 
Trp Glu Val 
45 



caaaacaggc 
gtttagcaaa 
tcagaatcga 
aatatt atg 
Met 
1 

att gca 
He Ala 

agg cag 
Arg Gin 

act act 
Thr Thr 



60 
120 
180 
239 



287 



335 



383 



399 



50 

<210> 3528 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .307 



<400> 3528 

tcctataatg ctgagaattt ttttgagtga taggatgtct tttattattt ataacaaccc 
cctttctgat cataataggt aacttagggt ggggccctga gatggcatca gg atg ggg 

Met Gly 



60 
118 



2180 



ctg gtc gcc aga ngg acc 
Leu Val Ala Arg Xaa Thr 
5 

cac cca gtg acc tct ggg 
His Pro Val Thr Ser Gly 
20 

tgg gtt ggt gaa cac ate 
Trp Val Gly Glu His He 
35 40 
ggg cat gga age ccc act 
Gly His Gly Ser Pro Thr 
55 



aag ama tta aga ggg tng 
Lys Xaa Leu Arg Gly Xaa 
10 

aaa ggg aca gag gcc tgg 
Lys Gly Thr Glu Ala Trp 
25 30 
aag ttg ctg gga ggg tgg 
Lys Leu Leu Gly Gly Trp 
45 

get eta ccc tec cvs cgc 
Ala Leu Pro Ser Xaa Arg 
60 



1 

gga ctt ttg tct 166 

Gly Leu Leu Ser 

15 

aga ttg agt ttt 214 
Arg Leu Ser Phe 

cat tec tgg aca 262 
His Ser Trp Thr 
50 

ccc cgc tec c 308 
Pro Arg Ser 
65 





<210> 


3529 




<211> 


199 




<212> 


DNA 




<213> 


Homo 








. & 


<220> 






<221> 
<222> 


CDS 
35 . . 



<400> 3529 

acacgtgttt cgtgtttcgg tgagtgtggc ggag atg gag age egg gat ccc gcc 55 
~% Met Glu Ser Arg Asp Pro Ala 

m is 

!L cag ccg atg teg cct gga gaa gcg acg cag agt ggc gcc egg cct gcc 103 

y Gin Pro Met Ser Pro Gly Glu Ala Thr Gin Ser Gly Ala Arg Pro Ala 
Hi io 15 20 

lU gac cgc tat ggc eta ntg aag cac awt cgc gag ttc ttg gac ttc ttc 151 

=C Asp Arg Tyr Gly Leu Xaa Lys His Xaa Arg Glu Phe Leu Asp Phe Phe 
O 25 30 35 

f» tgg gac att gcg aac ctg age agg aga cgc gac ttg egg cca egg acg 199 

^ Trp Asp He Ala Asn Leu Ser Arg Arg Arg Asp Leu Arg Pro Arg Thr 
40 45 50 55 



<210> 3530 

<211> 468 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 273 . .467 



<400> 3530 

aggatactgc ttaggtgctg gagaeggagt tgagctggtg aagaagagct cgggctcatc 60 

atgaaacaac gaaaaggeca agggtctggg ggcagccgtg ggcgcaaaaa aagaggttta 12 0 

agtgacattt ctccatctac aagectgeva acckckggtt raaggecage tacgctgttt 180 

tctaaaactt actgttaata gagtcatatg gaagattgea aagcctccca cttgtgtact 240 

tgtccgagtg agatggtggg gagaaacatc ag atg gaa cca aaa get gtg aga 2 93 



2181 





Met Glu Pro Lys Ala Val Arg 
1 5 

aca act aca cgt tac get att cgt tgt ggt cca aaa cag ttt acc tct 341 
Thr Thr Thr Arg Tyr Ala He Arg Cys Gly Pro Lys Gin Phe Thr Ser 

10 15 20 

tat eta aca gat atg get gtg ctg gtg ctg gaa gta ate acc aaa ctt 389 
Tyr Leu Thr Asp Met Ala Val Leu Val Leu Glu Val He Thr Lys Leu 

25 30 35 

gat ggt ctt cca att ggt aga gkk cag ate aat gga eta get caa ctt 437 
Asp Gly Leu Pro He Gly Arg Xaa Gin He Asn Gly Leu Ala Gin Leu 
40 45 50 55 

tct cca acc cat caa ate aat gga ttt ttt t 468 
Ser Pro Thr His Gin He Asn Gly Phe Phe 
60 65 

<210> 3531 
<211> 227 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 9. .227 



<400> 3531 

aattcaac atg gca gec atg cgc tgg cga tgg tgg cag egg ctg tta cct 50 
Met Ala Ala Met Arg Trp Arg Trp Trp Gin Arg Leu Leu Pro 
15 10 
tgg agg ttg ctg cag gec cgt ggc ttt cca caa aat tct gca ccc age 98 
Trp Arg Leu Leu Gin Ala Arg Gly Phe Pro Gin Asn Ser Ala Pro Ser 
15 20 25 30 

ctg ggc eta aga gcg agg act. tat tec cag ggc gac tgc teg tat teg 146 
Leu Gly Leu Arg Ala Arg Thr Tyr Ser Gin Gly Asp Cys Ser Tyr Ser 

35 40 45 

cgc acg gcg ctg tat gat ctg etc ggc gtc ccc tec aca gec acg cag 
Arg Thr Ala Leu Tyr Asp Leu Leu Gly Val Pro Ser Thr Ala Thr Gin 

50 55 60 

gee caa ate aag gcg get tac tac cgt cag tgc 227 
Ala Gin He Lys Ala Ala Tyr Tyr Arg Gin Cys 
65 70 



194 



<210> 3532 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 228. .413 



<400> 3532 

agctgccgcc gtccatcctg ctcaagatat tttccaattt gtcactggat gagegttgee 60 



2182 



^3 



If 



tttccgcatc attggtttgc aagtactggc gtgacctttg tttagacttc cagttttgga 120 
agcagctgga tcttagtagt cgtcagcagg tcactgatga attgttggaa aaaattgcat 180 
caagaagtca gaatataatt gaaatcaaca tttctgattg tcgcagt atg tct gat 236 

Met Ser Asp 

1 

aat ggc gta tgt gtt tta gca ttt aaa tgt cct gga ctt ctt agg tat 284 
Asn Gly Val Cys Val Leu Ala Phe Lys Cys Pro Gly Leu Leu Arg Tyr 

5 10 15 

aca gcc tac agg tgt aaa cag ctt tct gac acc tct att att gcg gtt 332 
Thr Ala Tyr Arg Cys Lys Gin Leu Ser Asp Thr Ser lie lie Ala Val 
20 25 30 35 

gcc tct cac tgt cct tta ctt cag aaa gtg cat gta ggc aac cag grc 380 
Ala Ser His Cys Pro Leu Leu Gin Lys Val His Val Gly Asn Gin Xaa 

40 45 50 

aaa etc act gat gaa ggr etc aag cag ctg ggt t 414 
Lys Leu Thr Asp Glu Gly Leu Lys Gin Leu Gly 
55 60 



<210> 3533 
-_q <211> 225 
<212> DNA 
<213> Homo sapiens 



? =J <220> 

<221> CDS 
*S <222> 63 . .224 



p <400> 3533 

fiz gggacgtggg aaaatgacta cgcgtcactc gtgatgtcgc gcatccgata ggcccttttc 60 
^ ag atg gca aaa ggc ctg agg gtg aat ctg ggc gag ctg gtt gag tec 107 
s *" Met Ala Lys Gly Leu Arg Val Asn Leu Gly Glu Leu Val Glu Ser 

^15 10 15 

y atg cgt ttg tgc ttc etc tea gtc cac ttt cgc tta cga tgg ggc gac 155 
M Met Arg Leu Cys Phe Leu Ser Val His Phe Arg Leu Arg Trp Gly Asp 

20 25 30 

tct tgt cca teg tea cct cac egg gaa act ttt cct gcc ggg cca gtt 203 
Ser Cys Pro Ser Ser Pro His Arg Glu Thr Phe Pro Ala Gly Pro Val 

35 40 45 

aat ggt ccc ctg tac cae ccc c 225 
Asn Gly Pro Leu Tyr His Pro 
50 

<210> 3534 

<211> 473 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . .471 



<400> 3534 



2183 



Thr Ala Ser Arg 
110 

^ <210> 3535 

^ <211> 385 

O <212> DNA 

lU <213> Homo sapiens 

J <220> 

f*% <221> CDS 

S <222> 74 . .385 



accgatgctg gaagggtttc tttggscctg agtgaagaga gacccagagg gaacactgag 60 
gtgcctgccc aaccactctg tcccggtttc cttcagcagg accagccatg ctggtcgttc 120 
agatkscttt cytcctttcc c atg gcc cac ttc ate etc ttt gtc ttt acg 171 

Met Ala His Phe lie Leu Phe Val Phe Thr 
15 10 
gtt tec act ata ttt cac gtt cag cag egg eta gcg aag att caa gcc 219 
Val Ser Thr He Phe His Val Gin Gin Arg Leu Ala Lys He Gin Ala 

15 20 25 

atg tgg gag tta ccg gtg cag ata cca gtg eta gcc tea aca tea aag 2 67 

Met Trp Glu Leu Pro Val Gin He Pro Val Leu Ala Ser Thr Ser Lys 

30 35 40 

gca ctg gga ccc age cag etc agg ggg atg tgg acg ate aat gcg ata 315 
Ala Leu Gly Pro Ser Gin Leu Arg Gly Met Trp Thr He Asn Ala He 

45 50 55 

ggc cgc ctg ggg aac cag gtg ggc gag tac gcc aca ctg tat gcc ctg 3 63 

Gly Arg Leu Gly Asn Gin Val Gly Glu Tyr Ala Thr Leu Tyr Ala Leu 

60 65 70 

gcc aag atg aac ggg egg ccc gcc ttc ate chn nsc cag atg cac age 411 
Ala Lys Met Asn Gly Arg Pro Ala Phe He Xaa Xaa Gin Met His Ser 
75 80 85 90 

nnn btg gcc ccc ate ttc aga ate acc ctg ccg gtg ctg cac age gcc 459 
Ul Xaa Xaa Ala Pro He Phe Arg He Thr Leu Pro Val Leu His Ser Ala 

95 100 105 

aca gcc age agg at 473 



<400> 3535 

aaatgatcat attgaacagt tcctgggtac atgtgcaaga cgtgcaggtt tgttacatag 
gtaaacgtgt get atg atg gtt tgc ttc acc tat caa ccc att gtc tct 
Met Met Val Cys Phe Thr Tyr Gin Pro He Val Ser 
15 10 



gga 


ate 


ggt 


ggt 


ttc 


ytg 


gkc 


chc 


ast 


gac 


ttc 


aag 


aat 


gaa 


gcc 


gca 


Gly 


He 


Gly 


Gly 


Phe 


Leu 


Xaa 


Xaa 


Xaa 


Asp 


Phe 


Lys 


Asn 


Glu 


Ala 


Ala 






15 










20 










25 








gac 


cct 


gcc 


gga 


ata 


caa 


ctt 


aca 


agg 


gaa 


atg 


aag 


gac 


etc 


ttc 


aag 


Asp 


Pro 


Ala 


Gly 


He 


Gin 


Leu 


Thr 


Arg 


Glu 


Met 


Lys 


Asp 


Leu 


Phe 


Lys 




30 










35 










40 










gag 


aac 


tac 


aaa 


aca 


ctg 


etc 


aag 


gaa 


ata 


aga 


gag 


gac 


aca 


age 


aaa 


Glu 


Asn 


Tyr 


Lys 


Thr 


Leu 


Leu 


Lys 


Glu 


He 


Arg 


Glu 


Asp 


Thr 


Ser 


Lys 


45 










50 










55 










60 


tgg 


aaa 


aat 


att 


cca 


tgc 


tea 


tgg 


ata 


gga 


aga 


ate 


att 


ate 


atg 


aaa 


Trp 


Lys 


Asn 


He 


Pro 


Cys 


Ser 


Trp 


He 


Gly 


Arg 


He 


He 


He 


Met 


Lys 










65 










70 










75 





2184 



atg gcc ata ctg ccc aaa gta atn kat aga ttc aat get ate cca ate 349 
Met Ala He Leu Pro Lys Val Xaa Xaa Arg Phe Asn Ala He Pro He 

80 85 90 

aag eta cca ttt act ttc ttc aca gaa ttg gra aaa 385 
Lys Leu Pro Phe Thr Phe Phe Thr Glu Leu Xaa Lys 
95 100 



<210> 3536 

<211> 316 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 93 . .314 



209 



<400> 3536 

_^ tggaaggttt cataegggaa gtgacatgtt aagatctgga tcttaaagaa cttggggttc 60 

4 ccgaagaagc teggtgecat caacaggaaa gg atg aga ctt tgg att cca gaa 113 
'*p Met Arg Leu Trp He Pro Glu 

m i 5 

gaa cac tgc ygg ggg tty ccc ccc gag tct gcc act tgc tgt aac etc 161 
yj Glu His Cys Xaa Gly Phe Pro Pro Glu Ser Ala Thr Cys Cys Asn Leu 
Jfj 10 15 20 

aga gga tec aga acg gca get ggt ymt tgc tgg act gtt cct gtc cat 
Arg Gly Ser Arg Thr Ala Ala Gly Xaa Cys Trp Thr Val Pro Val His 

25 30 35 

gtg cct ggt cat ggt get ggg gaa cct get cat cat ccg gcc atg age 257 
^ Val Pro Gly His Gly Ala Gly Glu Pro Ala His His Pro Ala Met Ser 
fU 40 45 50 55 

PJ cct gac tec cac etc cac ace tec atg tac ttc ttc etc tec aac ctg 305 

Pro Asp Ser His Leu His Thr Ser Met Tyr Phe Phe Leu Ser Asn Leu 
□ 60 65 70 

^ tec ttg cct ct 
Ser Leu Pro 



316 



<210> 3537 

<211> 347 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 119. .346 



<400> 3537 

atgggccgga ggagagcccc ggccggtggg tegctggrac gggeccttat gcgccatcag 

actcagegga scgaagrcca tcgtcacact grctcctggt tgcacacaag tgarctca 

atg atg gsy atk rat tgg ggt cgn ktt aat ctt cag tea gtg act gaa 

Met Met Xaa Xaa Xaa Trp Gly Arg Xaa Asn Leu Gin Ser Val Thr Glu 
15 10 15 

cag age tec ctt gat gac ttc ctt get act gca gaa ctt gca gga aca 



2185 



Gin Ser Ser 


Leu 


Asp 


Asp 


Phe 


Leu 


Ala 


Thr 


Ala 


Glu 


Leu 


Ala 


Gly 


Thr 




20 










25 










30 






gag ttt gta 


get 


gaa 


aaa 


ctt 


aat 


att 


aag 


ttt 


gtg 


cct 


hnt 


gag 


get 


Glu Phe Val 


Ala 


Glu 


Lys 


Leu 


Asn 


lie 


Lys 


Phe 


Val 


Pro 


Xaa 


Glu 


Ala 


35 










40 










45 








aga act gga 


eta 


ctg 


tct 


ttc 


9 a 9 


gag 


age 


cag 


aga 


att 


aag 


aag 


etc 


Arg Thr Gly 


Leu 


Leu 


Ser 


Phe 


Glu 


Glu 


Ser 


Gin 


Arg 


He 


Lys 


Lys 


Leu 


50 








55 










60 










cat gaa gaa 


aac 


aaa 


cag 


ttc 


ttg 


tgt 


ata 


ccg 


agg 


a 








His Glu Glu 


Asn 


Lys 


Gin 


Phe 


Leu 




He 


Pro 


Arg 










65 






70 










75 












<210> 3538 




























<211> 332 




























<212> DNA 




























<213> Homo 


sapiens 
























<220> 




























<221> CDS 




























<222> 161. . 


331 



























262 



310 



347 



U1 

H= <400> 3538 

caggacctag gegeggtage tggggctggc ttttgagggg cgcgggcagc cttctgactg 60 
ggteggagge ctgcgggccc gaagcctctg tccctcctgt tettgtcegg egctgettag 120 
cccctccgcg tagtcatcat ggratctgat tttaaaccga atg gat tat ctg cag 175 

Met Asp Tyr Leu Gin 
1 5 

~ gtg gga gta aca tct cag aag act atg aag eta att cct gec tea aga 223 

Val Gly Val Thr Ser Gin Lys Thr Met Lys Leu He Pro Ala Ser Arg 
ft! 10 15 20 

cac aga get aca caa aag gtg gtt att gga gat cat gat ggg gta gtt 271 
His Arg Ala Thr Gin Lys Val Val He Gly Asp His Asp Gly Val Val 

25 30 35 

atg tgc tdt ggc atg aag aaa gga gaa gca gca gca gtg ttc aag act 319 
Met Cys Xaa Gly Met Lys Lys Gly Glu Ala Ala Ala Val Phe Lys Thr 

40 45 50 

tta ccc egg cca a 
Leu Pro Arg Pro 
55 

<210> 3539 
<211> 246 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 82. .246 



332 



<400> 3539 

agtgtgtgaa gtaaagggat taaaggctag tctcaggctg gggatggctc ctgtctattt 
cttctctctc agagactgea g atg get ttt ccc tgc cgc arg tec ctg act 



2186 



Met Ala Phe Pro Cys Arg Xaa Ser Leu Thr 
15 10 
gcc maa gac tct ggc ctg cct cct ggt ggg cgt gag tkt ctt age act 159 
Ala Xaa Asp Ser Gly Leu Pro Pro Gly Gly Arg Glu Xaa Leu Ser Thr 

15 20 25 

gca gca gtg gtt cct cca ggc gcc aag gtc ccc gcg gga gga gag gtc 207 
Ala Ala Val Val Pro Pro Gly Ala Lys Val Pro Ala Gly Gly Glu Val 

30 35 40 

ccc gca gga gga gac gcc aga ggg tec cac cga cga eta 246 
Pro Ala Gly Gly Asp Ala Arg Gly Ser His Arg Arg Leu 
45 50 55 



<210> 3540 

<211> 245 

<212> DNA 

<213> Homo sapiens 



<220> 
« <221> CDS 
^ <222> 39. .245 

s 

M= <400> 3540 

yj gttttcttgt agttgcgggt ccctcgcgaa agctcatc atg ccc cac tgg ggg aag 56 

Met Pro His Trp Gly Lys 

Jfi 15 

Jfj gtc cac get tec ccc ate tgc agg ggt ctt ttg gca cca gcc gca aga 104 

y Val His Ala Ser Pro lie Cys Arg Gly Leu Leu Ala Pro Ala Ala Arg 

10 15 20 

'tf z cat aag acc agt ate ctt gga ata gcg cas cag gga aag tec ttg age 152 

His Lys Thr Ser lie Leu Gly lie Ala Xaa Gin Gly Lys Ser Leu Ser 

fU 25 30 35 

«p cag gag gtc tgg aag gag cat tgg age ttc tgc att aga gac ttg ggc 200 

p Gin Glu Val Trp Lys Glu His Trp Ser Phe Cys lie Arg Asp Leu Gly 

s*g 40 45 50 

cgc gcg agg gna agt get gga cag wmt etc ctt cgc cag ccc etc 245 

Arg Ala Arg Xaa Ser Ala Gly Gin Xaa Leu Leu Arg Gin Pro Leu 

55 60 65 



<210> 3541 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 151. .318 



<400> 3541 

tttgggcaat gtgagaggta aaatagcect tgacatgatg aacatcactt atttcagcac 60 
ttggattgtc tggcaatgat tactgtgttg ctaactcatt ttctttgagt taaagctgtg 120 
tatacatttt aaaaggcata tagatagtgt atg cat atg tat atg tac ata ggg 174 

Met His Met Tyr Met Tyr He Gly 



2187 



o 



318 



1 5 

aag ccc cat atg tat ata gta tgt tgt aca ctg cac atg tac aaa gaa 222 
Lys Pro His Met Tyr He Val Cys Cys Thr Leu His Met Tyr Lys Glu 

10 15 20 

tgt ctt cag ate aaa gaa aat tta tct ctt ttt ata aac tta agg aca 270 
Cys Leu Gin He Lys Glu Asn Leu Ser Leu Phe He Asn Leu Arg Thr 
25 30 35 40 

gtt gca aaa ggc ttc aag gaa ttt ate tea aca tta ttc ttt eta tgt 
Val Ala Lys Gly Phe Lys Glu Phe He Ser Thr Leu Phe Phe Leu Cys 
45 50 55 

<210> 3542 
<211> 213 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 8 . .211 



49 



<400> 3542 

tgataca atg ata tat gtg aca gat aaa gga caa aaa aag cat ttt cag 
Met He Tyr Val Thr Asp Lys Gly Gin Lys Lys His Phe Gin 
15 10 
caa gta ttc caa atg ctg aag ate atg gga tat gac tgg gca gaa agg 97 
Gin Val Phe Gin Met Leu Lys He Met Gly Tyr Asp Trp Ala Glu Arg 
15 20 25 30 

tgc cag cac gtg ccc ttt gga gta gta cag gga atg aag act cga aga 145 
Cys Gin His Val Pro Phe Gly Val Val Gin Gly Met Lys Thr Arg Arg 

35 40 45 

gga gat gtc act ttc ctg gaa gat gtt tta aat gag att caa tta agg 193 
Gly Asp Val Thr Phe Leu Glu Asp Val Leu Asn Glu He Gin Leu Arg 

50 55 60 

atg cya cag aac atg gca cc 213 
Met Xaa Gin Asn Met Ala 
65 

<210> 3543 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .383 



<400> 3543 

aaageggagm yaggmngggt gaggagagtc gagggaggtg acgcgcgctg ceggggegag 
gttgcgaggg gcggtgttga aga atg tgt ggg cga aca tec tgt cac tta cct 

Met Cys Gly Arg Thr Ser Cys His Leu Pro 
15 10 
aga gat gtt etc acg aga get tgc gee tac cag gat egg egg ggc cag 



2188 



Arg Asp Val Leu Thr Arg 
15 

cag egg etc ccg gag tgg 
Gin Arg Leu Pro Glu Trp 
30 

aac aag agt cct caa tec 
Asn Lys Ser Pro Gin Ser 
45 

ttt gag aag gat gca gac 
Phe Glu Lys Asp Ala Asp 
60 

tgg ggc ttg gtc cct tct 
Trp Gly Leu Val Pro Ser 
75 80 
cag ttc aat act amc aac 
Gin Phe Asn Thr Xaa Asn 
95 



Ala Cys Ala Tyr Gin Asp 
20 

agg gac cct gat aag tac 
Arg Asp Pro Asp Lys Tyr 
35 

aac age cca gtg ctt ctg 
Asn Ser Pro Val Leu Leu 
50 

tea tct gag cgt ate att 
Ser Ser Glu Arg lie lie 
65 70 
trg ttc aaa gaa agt gat 
Xaa Phe Lys Glu Ser Asp 
85 

tgt cgt agt gat a 
Cys Arg Ser Asp 
100 



Arg Arg Gly Gin 
25 

tgc ccc tct tac 209 
Cys Pro Ser Tyr 
40 

tct cga ctg cac 257 

Ser Arg Leu His 

55 

get ccc atg cgc 305 
Ala Pro Met Arg 

cct tec aag ctg 353 
Pro Ser Lys Leu 
90 

384 



in 



<210> 3544 

<211> 359 

<212> DNA 

<213> Homo sapiens 



:=3 i 



<220> 
<221> CDS 
<222> 140. .358 



<400> 3544 

gttttctgtt acctctgcka atagtaaaga gcatggtgca gatattcaaa ataaaatgat 
ttataackac ccagaaggta caagtgetat caggacaagt tcctcatagc acagtcatgt 
catttggaac acaagctgt atg ttg atg tct cat ctt gag gaa cca aaa gta 

Met Leu Met Ser His Leu Glu Glu Pro Lys Val 
15 10 
aca gaa gat gaa gaa cca ccc aca gaa caa gat aag agg aaa mnc atg 
Thr Glu Asp Glu Glu Pro Pro Thr Glu Gin Asp Lys Arg Lys Xaa Met 

15 20 25 

ctg gec ctg aag gac cct gtt cat aca gtg tea ctg cag cag ttc ate 
Leu Ala Leu Lys Asp Pro Val His Thr Val Ser Leu Gin Gin Phe He 

30 35 40 

kac gag aag eke aag gca cag cag gag atg eta rgm saa caa ggt ttc 
Xaa Glu Lys Xaa Lys Ala Gin Gin Glu Met Leu Xaa Xaa Gin Gly Phe 

45 50 55 

cag tec etc atg gaa aca gtg gat acg gag att gtc ace cag c 
Gin Ser Leu Met Glu Thr Val Asp Thr Glu He Val Thr Gin 
60 65 70 



60 
120 
172 



220 



268 



316 



359 



<210> 3545 

<211> 340 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



2189 



<222> 14 . .340 



<400> 3545 

aaaaatagaa caa atg caa aag ata gaa gag aat agg gac tgc cag ctg 4 9 

Met Gin Lys lie Glu Glu Asn Arg Asp Cys Gin Leu 
15 10 
gaa aaa caa ata aaa gaa gaa act ctg gag caa aga gat ttt acc act 97 
Glu Lys Gin He Lys Glu Glu Thr Leu Glu Gin Arg Asp Phe Thr Thr 

15 20 25 

aaa age gaa aag ttt caa gaa gaa gaa ttt cag aat gac ata gag aaa 145 
Lys Ser Glu Lys Phe Gin Glu Glu Glu Phe Gin Asn Asp He Glu Lys 

30 35 40 

gca att gat act cat aat cag aat gac ttg act ttc aga gta tct tgk 193 
Ala He Asp Thr His Asn Gin Asn Asp Leu Thr Phe Arg Val Ser Xaa 
45 50 55 60 

cgc tgc agt gga act att gga aag gec ttc act gca cag gta tgc ttg 241 
Arg Cys Ser Gly Thr He Gly Lys Ala Phe Thr Ala Gin Val Cys Leu 
65 70 75 

289 



337 





cat cct aaa 


gtg 


gag 


tct 


gtc 


gec 


cag 


get 


gga 


atg cat 


trg 


cac 


aat 


"He? 


His Pro Lys 


Val 


Glu 


Ser 


Val 


Ala 


Gin 


Ala 


Gly 


Met His 


Xaa 


His 


Asn 


SJl 






80 










85 








90 








ctg get cac 


tgc 


aac 


cts 


cac 


cts 


cca 


ggt 


tea 


ggt gat 


tct 


ttt 


gee 




Leu Ala His 


Cys 


Asn 


Leu 


His 


Leu 


Pro 


Gly 


Ser 


Gly Asp 


Ser 


Phe 


Ala 


. 




95 










100 








105 










tea 
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^3 z 
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301 
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<400> 3546 

tttccagttc atcccagcac ggacctagct atgatgtgta taacccattc tat atg 56 

Met 
1 

tat cag cac att tea cct gat ttg agt cga cgc ttt cct ccc cgt tea 104 
Tyr Gin His He Ser Pro Asp Leu Ser Arg Arg Phe Pro Pro Arg Ser 

5 10 15 

gaa gtg acg aga ctg tat gga teg gtt tgt gat tta agg acg aac aaa 152 
Glu Val Thr Arg Leu Tyr Gly Ser Val Cys Asp Leu Arg Thr Asn Lys 

20 25 30 

ctt ccc ggt tec cct ggg eta age aaa tct atg ttt gat ctt aca aac 200 
Leu Pro Gly Ser Pro Gly Leu Ser Lys Ser Met Phe Asp Leu Thr Asn 

35 40 45 

tea tct cag cga ttc ate cag aga cat gat tea ttg tec agt gta ccc 248 
Ser Ser Gin Arg Phe He Gin Arg His Asp Ser Leu Ser Ser Val Pro 
50 55 60 65 



2190 



agt agt tct tct tea agg aaa aak net cag ggg agt aac aga age ctg 2 96 

Ser Ser Ser Ser Ser Arg Lys Xaa Xaa Gin Gly Ser Asn Arg Ser Leu 

70 75 80 

gat at 301 
Asp 

<210> 3547 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53 . .436 



<400> 3547 

tatttgcccc ttactttatc ttgtgccttg agaaattget ggggagagag gt atg tec 58 

_ Met Ser 

M l 

^ act ggg cag ctg tac agg atg gag gat ata ggg cgt ttc cac tec cag 106 

Ul Thr Gly Gin Leu Tyr Arg Met Glu Asp lie Gly Arg Phe His Ser Gin 
M* 5 10 15 

yj ca 9 cca 99t tcc ctc acc cca a 9 c tca ccc act gtt 999 gag att atc 154 

yi Gin Pro Gly Ser Leu Thr Pro Ser Ser Pro Thr Val Gly Glu He He 

J\ 20 25 30 

tac aat aac acc aga aac aca ttg ggg tgg att ggg ggt atc ctt atg 202 

Tyr Asn Asn Thr Arg Asn Thr Leu Gly Trp He Gly Gly He Leu Met 

35 40 45 50 

H ggt tct ttt cag gga acc att get gga caa ggc aca gga gec acc tcc 250 

TJ Gly Ser Phe Gin Gly Thr He Ala Gly Gin Gly Thr Gly Ala Thr Ser 

ly 55 60 65 

==f att tct gag ctc tgc aag gga caa gaa eta gag cca tca ggg get ggg 2 98 

Q He Ser Glu Leu Cys Lys Gly Gin Glu Leu Glu Pro Ser Gly Ala Gly 
fjj 70 75 80 

"** etc act gtg gee cca ccc caa gee gtc age ctc cag gga tca cac cct 346 

Leu Thr Val Ala Pro Pro Gin Ala Val Ser Leu Gin Gly Ser His Pro 

85 90 95 

gee ttg get get aca get ttt tca ctc cas tgc cct agg gga gtt cag 394 

Ala Leu Ala Ala Thr Ala Phe Ser Leu Xaa Cys Pro Arg Gly Val Gin 

100 105 110 

cas eta atg atc tct atc tct gaa cat ctc ttc atc cat get cc 438 

Xaa Leu Met He Ser He Ser Glu His Leu Phe He His Ala 

115 120 125 

<210> 3548 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125 . .397 
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<400> 3548 

aggaggaggg agaggtttgc gagagggagc gaggccgcgt taccgccggc ggtggtttag 60 
attagaatcc aaacaaggaa aacgaatcaa aaacaggggt gagataaagg tcaatattca 120 
gttt atg agg aac aat atg acc gca agt atg ttt gac tta tea atg aag 169 
Met Arg Asn Asn Met Thr Ala Ser Met Phe Asp Leu Ser Met Lys 
15 10 15 

gac aaa acc aga tct cct ttt gca aag tta aaa gat aag atg aag ggt 217 
Asp Lys Thr Arg Ser Pro Phe Ala Lys Leu Lys Asp Lys Met Lys Gly 

20 25 30 

aga aaa aat gat gga aca ttt tct gat acg tct tct gca ate att cca 265 
Arg Lys Asn Asp Gly Thr Phe Ser Asp Thr Ser Ser Ala lie lie Pro 

35 40 45 

agt act cac atg ccc gat gec aat agt gaa ttt tea agt ggt gaa ata 313 
Ser Thr His Met Pro Asp Ala Asn Ser Glu Phe Ser Ser Gly Glu lie 

50 55 60 

cag atg aaa tec aaa cca aaa aag cct ttt etc ttg ggt cct cag cga 361 
Gin Met Lys Ser Lys Pro Lys Lys Pro Phe Leu Leu Gly Pro Gin Arg 
^ 65 70 75 

^ etc teg tea gcg cat tea atg tct gat tta tct ggg t 398 
Leu Ser Ser Ala His Ser Met Ser Asp Leu Ser Gly 
80 85 90 



yj <210> 3549 

jg <211> 314 
<212> DNA 

,q <213> Homo sapiens 

~ <220> 

p <221> CDS 

^ <222> 100. .312 



<400> 3549 

tttggaggtg taattacaaa caatgttgta tccttggatt gtgaacatgt tagtcaaact 60 
gctgaagagt tttatactgt gaggtgccaa gtggctgat atg aag aac att tat 114 

Met Lys Asn lie Tyr 
1 5 

gaa tct ctt gat gaa gtt act ata aaa gac act ttg gaa ggt gat aac 162 
Glu Ser Leu Asp Glu Val Thr He Lys Asp Thr Leu Glu Gly Asp Asn 

10 15 20 

atg tat act tgt tct cat tgt ggg aag aaa gta cga get gaa aaa agg 210 
Met Tyr Thr Cys Ser His Cys Gly Lys Lys Val Arg Ala Glu Lys Arg 

25 30 35 

gca tgt ttt aag aaa ttg cct cgc att ttg agt ttc aat act atg aga 258 
Ala Cys Phe Lys Lys Leu Pro Arg He Leu Ser Phe Asn Thr Met Arg 

40 45 50 

tac aca ttt aat atg gtc acg atg atg aaa gag aaa gtg aat aca cac 3 06 

Tyr Thr Phe Asn Met Val Thr Met Met Lys Glu Lys Val Asn Thr His 

55 60 65 

ttt tec tt 314 
Phe Ser 
70 
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<210> 3550 

<211> 278 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70. .276 



<400> 3550 

tagcatatta tgaattaaat cagagggttg gagaaacctt ccatgcatca cagccctcac 60 
tcactgtag atg get tta cag acc cat caa att cag aga ggg ttc tgc tta 111 
Met Ala Leu Gin Thr His Gin lie Gin Arg Gly Phe Cys Leu 
15 10 
ggt tea etc tec aat gtt aac cga aat gee acg gta gaa atg aca aga 159 
Gly Ser Leu Ser Asn Val Asn Arg Asn Ala Thr Val Glu Met Thr Arg 
15 20 25 30 

^ agg cat ata gga aga gga gtg cgc tta tac tac ata ggt ggg gaa gtt 207 
Arg His He Gly Arg Gly Val Arg Leu Tyr Tyr He Gly Gly Glu Val 
35 40 45 

IJl ttt get gag tgc eta agt gat agt gca ate ttt gtg cag age ccc aat 255 
M" Phe Ala Glu Cys Leu Ser Asp Ser Ala He Phe Val Gin Ser Pro Asn 
yj 50 55 60 

.yj tgt aat cag aga tat ggc tgg eg 2 78 

yg Cys Asn Gin Arg Tyr Gly Trp 

JL <210> 3551 

^ <211> 220 

W <212> DNA 

lU <213> Homo sapiens 

Q <220> 

f% <221> CDS 

^ <222> 45 . .218 



<400> 3551 

tttcttctct gtgtttctgt tattatcagg caggctgtct ccac atg aga get ccc 56 

Met Arg Ala Pro 
1 

aga aac tct age eta etc tea tat tct cca get age aam cct cag caa 104 

Arg Asn Ser Ser Leu Leu Ser Tyr Ser Pro Ala Ser Xaa Pro Gin Gin 

5 10 15 20 

tac aaa age cag ttt ttc cca aag tec egg caa aaa tec caa acc ctg 152 

Tyr Lys Ser Gin Phe Phe Pro Lys Ser Arg Gin Lys Ser Gin Thr Leu 

25 30 35 

att eta ate agg gtt gta tec tea gtc ctg aaa aag ate ctt gag gca 200 
He Leu He Arg Val Val Ser Ser Val Leu Lys Lys He Leu Glu Ala 

40 45 50 

aag gaa tat gec cat egg tg 220 
Lys Glu Tyr Ala His Arg 
55 



2193 



<210> 3552 
<211> 243 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 47. .241 



<220> 
<221> CDS 
<222> 83 . .241 



<400> 3552 

ctcggtggcg gcggaggcgg cggaggccag ggaggaagat gtcgta atg age gat 55 

Met Ser Asp 
1 

cca cag acc age atg get gee act get get gtg agt ccc agt gac tac 103 

Pro Gin Thr Ser Met Ala Ala Thr Ala Ala Val Ser Pro Ser Asp Tyr 
5 10 15 

ctg sag cct gee gec tec acc acc cag gac tec cag cca tct ccc tta 151 
H Leu Xaa Pro Ala Ala Ser Thr Thr Gin Asp Ser Gin Pro Ser Pro Leu 
^3 20 25 30 35 

111 gee ctg ctt get gca aca tgt age aaa att ggc cct cca gca gtt gaa 

Ala Leu Leu Ala Ala Thr Cys Ser Lys He Gly Pro Pro Ala Val Glu 
yj 40 45 50 

%P 9 ct 9 ct 9t9 aca cct cct gct ccc cca cag ccc aca ccg cgg aa 243 
Ala Ala Val Thr Pro Pro Ala Pro Pro Gin Pro Thr Pro Arg 

% 55 60 65 

^ <210> 3553 

^ <211> 242 

Hi <212> DNA 

1U <213> Homo sapiens 



199 



<400> 3553 

aaaagctgcg ctggccgctc geggagggag aggctgeaga gcgagggcag gaggactact 
tccagcaacc cagtctcctg cc atg tec gac ccc ate acg ctg aac gtc ggg 

Met Ser Asp Pro He Thr Leu Asn Val Gly 
15 10 



ggg 


aag 


etc 


tat 


aca 


acc 


tea 


ctg 


gcg 


acc 


ctg 


acc 


age 


ttc 


cct gac 


Gly Lys 


Leu 


Tyr 


Thr 


Thr 


Ser 


Leu 


Ala 


Thr 


Leu 


Thr 


Ser 


Phe 


Pro Asp 










15 










20 










25 


tec 


atg 


eta 


ggc 


gee 


atg 


ttc 


age 


ggg 


aag 


atg 


ccc 


acc 


aag 


agg gac 


Ser 


Met 


Leu 


Gly Ala 


Met 


Phe 


Ser Gly 


Lys 


Met 


Pro 


Thr 


Lys 


Arg Asp 








30 










35 










40 




age 


cag 


ggc 


aac 


tgc 


ttc 


att 


grc 


cgt 


gac 


ggc 


a 








Ser 


Gin 


Gly 


Asn 


Cys 


Phe 


He 


Xaa 


Arg 


Asp 


Gly 











45 50 
<210> 3554 
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<211> 384 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121. .384 



85 

<210> 3555 

<211> 286 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59. .286 



168 



216 



<400> 3554 

ctttcagata ttaagggact gattaaatac ttgggagaga aagttggtgt tggcaagatt 60 
tgcttgtggt gcaacgagaa agggaagtcc ttctactcca cagaagctgt acaggcacat 120 
atg aat gac aaa age cac tgt aag etc ttc aca gat ggc gat get get 
Met Asn Asp Lys Ser His Cys Lys Leu Phe Thr Asp Gly Asp Ala Ala 
15 10 15 

ttg gaa ttt gca gac ttc tat gat ttt agg agt age tat cca gat cac 
Leu Glu Phe Ala Asp Phe Tyr Asp Phe Arg Ser Ser Tyr Pro Asp His 

20 25 30 

aag gaa ggg gag gac ccc aat aag get gag gag ttg ccc tea gaa aag 264 

O Lys Glu Gly Glu Asp Pro Asn Lys Ala Glu Glu Leu Pro Ser Glu Lys 

bf) 35 40 45 

tjjf aac ttg gaa tat gat gat gaa acc atg gaa ttg att ctg cct tct ggt 312 
^2 Asn Leu Glu Tyr Asp Asp Glu Thr Met Glu Leu He Leu Pro Ser Gly 
H 50 55 60 

'^1 gee aga gtg ggt cat gnn tec ttg atg aga tac tac aaa cag cga ttt 360 
* Ala Arg Val Gly His Xaa Ser Leu Met Arg Tyr Tyr Lys Gin Arg Phe 

65 70 75 80 

*8 ggc ttg tea aga get gtg gca gtt 384 
s Gly Leu Ser Arg Ala Val Ala Val 



<400> 3555 

tctcaacttg gaettgeaat c< 
atg aat gga agt agg act 
Met Asn Gly Ser Arg Thr 
1 5 
caa ggt ggc cag tec aat 
Gin Gly Gly Gin Ser Asn 
20 

gca cca get caa gtt cct 
Ala Pro Ala Gin Val Pro 
35 

tec tct ggt get tea aat 
Ser Ser Gly Ala Ser Asn 



cagaacat ttaccaccat gga; 
eta acg cac age att agt 
Leu Thr His Ser He Ser 
10 

agt gaa eta ttt cag cag 
Ser Glu Leu Phe Gin Gin 
25 

caa ggc ttt aat gtt ttt 
Gin Gly Phe Asn Val Phe 
40 

tea gca cca cat ctt gga 
Ser Ala Pro His Leu Gly 



Lgagaag gaagtagg 5 8 

gat gga caa ctt 106 
Asp Gly Gin Leu 
15 

gag ssa cag aca 154 
Glu Xaa Gin Thr 
30 

gga atg tec agt 202 

Gly Met Ser Ser 

45 

ttt cac tta ggc 250 
Phe His Leu Gly 
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50 

age aaa gga aca tct age 

Ser Lys Gly Thr Ser Ser 
65 70 

<210> 3556 

<211> 260 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 50. .259 



55 60 
ctt tct caa caa act ccc 
Leu Ser Gin Gin Thr Pro 
75 



<400> 3556 

atagaagaca gtagtatege aacttgaggt tgtgactaaa tttagggac atg gca get 58 

Met Ala Ala 
1 

Q ttg gga gca ggt gag atg gaa tat aga ttt atg eta aaa caa gga gaa 106 

Leu Gly Ala Gly Glu Met Glu Tyr Arg Phe Met Leu Lys Gin Gly Glu 
|n 5 10 15 

j7 agg aga gag gag caa tea get tat gat gaa aag gca tea ace ata caa 154 
^3 Arg Arg Glu Glu Gin Ser Ala Tyr Asp Glu Lys Ala Ser Thr He Gin 
20 25 30 35 

cag aag ttt tat tgg cca aac tgg aag cag gaa tea agg gga gat caa 
^ Gin Lys Phe Tyr Trp Pro Asn Trp Lys Gin Glu Ser Arg Gly Asp Gin 
%p 40 45 50 

s gag gga tta gac aat gtg gtg ggc tgg aaa get gaa aat aca aat caa 
Q Glu Gly Leu Asp Asn Val Val Gly Trp Lys Ala Glu Asn Thr Asn Gin 
jfjj 55 60 65 

fjj ctg aag agg a 
"r- Leu Lys Arg 
% 70 

^ <210> 3557 
<211> 309 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .308 



202 



250 



260 



<400> 3557 

tgctgagatg tgaaaactaa ccattccctc ctgcctacct ttttggccac tgggcggcag 
agaatggege t atg tgc agt tkg gec cct ggc acc atg ggc ctt tgg cct 
Met Cys Ser Xaa Ala Pro Gly Thr Met Gly Leu Trp Pro 
15 10 
gee tgc tgc aga gta gec ctg cct ggg cag tct cca ggc act gag cag 
Ala Cys Cys Arg Val Ala Leu Pro Gly Gin Ser Pro Gly Thr Glu Gin 

15 20 25 

gee ate tgt ggc cag get gag aga atg act ggc teg ctt acc age gtg 
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Ala He Cys Gly Gin Ala Glu Arg Met Thr Gly Ser Leu Thr Ser Val 
30 35 40 45 

cat ggg aca agg age ttt gga gcv tea agg ggt tgt tgc tgg cct ggg 
His Gly Thr Arg Ser Phe Gly Ala Ser Arg Gly Cys Cys Trp Pro Gly 

50 55 60 

eta gag gga aag gtg acc ate cgt ctg tec tec tgt ctt tct att age 
Leu Glu Gly Lys Val Thr He Arg Leu Ser Ser Cys Leu Ser He Ser 
65 70 75 

gee tec t 
Ala Ser 



<210> 3558 

<211> 434 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 127. .432 



168 



216 



U1 <400> 3558 

y* gattgeattt ttcctgtttt aacaaegget gtgctagacg aartggtgaa gcccaaagac 60 

y ttatttttga gctcgctgta agactgagaa ateaegtagt ccttcctgaa accactaaga 120 

Jo ggaaaa atg tct gtg aca ctg cat aca gat gta ggt gat att aaa att 
'% Met Ser Val Thr Leu His Thr Asp Val Gly Asp He Lys He 

% 1 5 10 

^ gaa gtc ttc tgt gag agg aca ccc aaa aca tgt gag aat ttc ttg get 

1_ Glu Val Phe Cys Glu Arg Thr Pro Lys Thr Cys Glu Asn Phe Leu Ala 

y 15 20 25 30 

nJ ctt tgt gee agt aat tac tac aat ggc tgt ata tty cat agg aat ate 264 

fjj Leu Cys Ala Ser Asn Tyr Tyr Asn Gly Cys He Phe His Arg Asn He 
Jg 35 40 45 

o aa 9 ttc at 9 gtt caa aca gga gat cca aca gga act gga aga gga 312 

S Lys Gly Phe Met Val Gin Thr Gly Asp Pro Thr Gly Thr Gly Arg Gly 
^ 50 55 60 

ggc aac agt att tgg ggc aag aag ttt gag gat gaa tac agt gaa tat 360 

Gly Asn Ser He Trp Gly Lys Lys Phe Glu Asp Glu Tyr Ser Glu Tyr 
65 70 75 

ctt aag cac aat gtt aga ggt gtt gta tct atg get aat aat ggc cga 408 

Leu Lys His Asn Val Arg Gly Val Val Ser Met Ala Asn Asn Gly Arg 
80 85 90 

aca cca atg gat etc agt tct tea tc 

Thr Pro Met Asp Leu Ser Ser Ser 

95 100 



434 



<210> 3559 

<211> 243 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 24 . .242 



2197 



<400> 3559 

taaattttag aacaagacat tta atg cag gac ttg aga atg ttg atg cct cat 53 

Met Gin Asp Leu Arg Met Leu Met Pro His 
15 10 

tct aaa gca gat act aaa atg gat cgt aag gat aag eta ttt gtg att 101 

Ser Lys Ala Asp Thr Lys Met Asp Arg Lys Asp Lys Leu Phe Val He 

15 20 25 

aac gag gtt tgt gaa atg aag aac tgt aat aaa tgc ate tat ttt gaa 149 

Asn Glu Val Cys Glu Met Lys Asn Cys Asn Lys Cys He Tyr Phe Glu 

30 35 40 

get aag aaa aaa cag gat etc tat atg tgg ctt tea aat tea cct cac 197 

Ala Lys Lys Lys Gin Asp Leu Tyr Met Trp Leu Ser Asn Ser Pro His 

45 50 55 

gga cca tct get aaa ttc ctt gtt caa aat att cat acc etc get a 243 

Gly Pro Ser Ala Lys Phe Leu Val Gin Asn He His Thr Leu Ala 

60 65 70 

O <210> 3560 
%0 <211> 211 
HI <212> DNA 

<213> Homo sapiens 

y 

J3 <220> 

<221> CDS 
<222> 22 . .210 



M <400> 3560 

RJ taagcaggta agtatcaaaa a atg atg gac ttc eta cag act att ttt tat 51 

jfjj Met Met Asp Phe Leu Gin Thr He Phe Tyr 

£ 1 5 10 

g tat tat tat act tta agt tct agg gta cat gtg cag aac atg cag gtt 99 

i Tyr Tyr Tyr Thr Leu Ser Ser Arg Val His Val Gin Asn Met Gin Val 

M 15 20 25 

tgt tac ata ggt ata cac gtg cca tgg tgg ttt get gca ccc ate aac 147 
Cys Tyr He Gly He His Val Pro Trp Trp Phe Ala Ala Pro He Asn 

30 35 40 

ccg tea tct aca tta ggt att act cct aat ttt ccc eta etc ccc aac 195 
Pro Ser Ser Thr Leu Gly He Thr Pro Asn Phe Pro Leu Leu Pro Asn 

45 50 55 

ccc ctg aca ggc cct a 211 
Pro Leu Thr Gly Pro 
60 



<210> 3561 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .333 



2198 





<400> 3561 

cacaacctgc cccggttccc cgagtggatc accatccccc tggtgtgcat ctac atg 57 

Met 

1 

tta tec acc aac ate ctg ctg gtc aac ctg ctg gtc gec atg ttt ggc 105 
Leu Ser Thr Asn He Leu Leu Val Asn Leu Leu Val Ala Met Phe Gly 

5 10 15 

tac acg gtg ggc acc gtc cag gag aac aat gac cag gtc tgg aag ttc 153 
Tyr Thr Val Gly Thr Val Gin Glu Asn Asn Asp Gin Val Trp Lys Phe 

20 25 30 

cag agg tac ttc ctg gtg cag gag tac tgc age cgc etc aat ate ccc 
Gin Arg Tyr Phe Leu Val Gin Glu Tyr Cys Ser Arg Leu Asn He Pro 

35 40 45 

ttc ccc ttc ate gtc ttc get tac ttc tac atg gtg gtg aag aag tgc 
Phe Pro Phe He Val Phe Ala Tyr Phe Tyr Met Val Val Lys Lys Cys 
50 55 60 65 

_ ttc aag tgt tgc tgc aag gag aaa aac atg gag tct tct gtc tgc tgt 297 
^ Phe Lys Cys Cys Cys Lys Glu Lys Asn Met Glu Ser Ser Val Cys Cys 
*3 70 75 80 

HI ttc aaa aat gaa gac aat gag act ctg gca tgg gag 333 
Phe Lys Asn Glu Asp Asn Glu Thr Leu Ala Trp Glu 
85 90 



<210> 3562 

<211> 341 

<212> DNA 

<213> Homo sapiens 



1=3 E 

<220> 



201 



249 



<221> CDS 
<222> 32 . . 340 



<400> 3562 

ggcagggggg gcttctgcgc tgagceggge g atg gac gac age ggc gag ctg 52 

Met Asp Asp Ser Gly Glu Leu 
1 5 

ggt ggt ctg gag acc atg kwg acc etc acg gag ctg ggc gac gag ctg 100 
Gly Gly Leu Glu Thr Met Xaa Thr Leu Thr Glu Leu Gly Asp Glu Leu 

10 15 20 

acc ctg gga gac ate gac gag atg ctg caa ttt gtc agt aat caa gtg 
Thr Leu Gly Asp He Asp Glu Met Leu Gin Phe Val Ser Asn Gin Val 

25 30 35 

gga gag ttc cct gac ttg ttt tea gaa cag ctg tgt age tec ttt cct 196 
Gly Glu Phe Pro Asp Leu Phe Ser Glu Gin Leu Cys Ser Ser Phe Pro 
40 45 50 55 

ggc agt ggt ggt agt ggt age age age ggc age agt ggc age age age 244 
Gly Ser Gly Gly Ser Gly Ser Ser Ser Gly Ser Ser Gly Ser Ser Ser 

60 65 70 

age age age aat ggc agg ggc age age age gga ctg tgg acc ctt cag 
Ser Ser Ser Asn Gly Arg Gly Ser Ser Ser Gly Leu Trp Thr Leu Gin 
75 80 85 



148 



292 
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tgc aac ggt cat tea ccc agg tea cat tac ctt cct tct etc cct cag c 
Cys Asn Gly His Ser Pro Arg Ser His Tyr Leu Pro Ser Leu Pro Gin 
90 95 100 

<210> 3563 
<211> 358 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .356 



60 



<400> 3563 

tgaacattga gaaagaacta ccaaagccaa gacacgtttt cagaaggaag acagcctcct 
ccaggagcat cttacccgac ctcttgtcac cgtaccaa atg gcg ate cga gca aaa 116 

Met Ala lie Arg Ala Lys 
15 

O aga ctg gaa gag age cga gcg gcg rcg etc cga gag etc cag gag aag 164 
C J Arg Leu Glu Glu Ser Arg Ala Ala Xaa Leu Arg Glu Leu Gin Glu Lys 
Ul 10 15 20 

y> cag get ctg atg gag cag cag aga cga gag ama agg gca ctg cag gag 212 
Gin Ala Leu Met Glu Gin Gin Arg Arg Glu Xaa Arg Ala Leu Gin Glu 

25 30 35 

tgg aga gag cga gee cag agg atg agg aag agg aag gaa gag etc age 2 60 

^ Trp Arg Glu Arg Ala Gin Arg Met Arg Lys Arg Lys Glu Glu Leu Ser 
^ 40 45 50 

s aaa etc ctg cct ccg egg agg age atg gtg gca tea aag att ccc tct 308 

0 Lys Leu Leu Pro Pro Arg Arg Ser Met Val Ala Ser Lys lie Pro Ser 

Hj 55 60 65 70 

fj gee aca gnb beg ata gat aac agg aaa gta cca ctg aat ccg cct gga 356 

Jg Ala Thr Xaa Xaa He Asp Asn Arg Lys Val Pro Leu Asn Pro Pro Gly 

f* 75 80 85 



Us 



aa 

<210> 3564 
<211> 359 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .357 



358 



<400> 3564 

awagttcatc aaagaatata aatggcaaat aagcacatga aaagatgece aaagtcgtaa 
gtcattaggg aaatataaat ttaaaccata atg aga tac cac tgc ata etc cct 

Met Arg Tyr His Cys He Leu Pro 
1 5 
aga atg get gta atg aat agg att agt cac atg gtg aca aga atg gag 
Arg Met Ala Val Met Asn Arg He Ser His Met Val Thr Arg Met Glu 
10 15 20 



2200 



gat cat ctg gaa etc tea 
Asp His Leu Glu Leu Ser 
25 30 
aac tac ttt gga aga caa 
Asn Tyr Phe Gly Arg Gin 
45 

gat gec ata cga ttc ate 
Asp Ala He Arg Phe He 
60 

aaa ctg tat ate cac aaa 
Lys Leu Tyr He His Lys 
75 

tat ta 
Tyr 



tac act gac gat agg aat 
Tyr Thr Asp Asp Arg Asn 
35 

ttg ggc agt ttc ttt caa 
Leu Gly Ser Phe Phe Gin 
50 

cat tec att tct gmt tat 
His Ser He Ser Xaa Tyr 
65 

aga gac ttg tac aca arc 
Arg Asp Leu Tyr Thr Xaa 
80 



gtg aaa tgg ate 210 
Val Lys Trp He 
40 

agt aaa tgt gaa 258 
Ser Lys Cys Glu 
55 

tea aga gah atg 306 
Ser Arg Xaa Met 
70 

att cac age age 354 

He His Ser Ser 

85 

359 



f?: 



<210> 3565 

<211> 341 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 22 . .339 



<400> 3565 

caggatgatt tggaaaatcc a atg ctg gaa aca get tec aag ttg etc tta 51 

Met Leu Glu Thr Ala Ser Lys Leu Leu Leu 
15 10 
tea ggt act get gat ggt gca gac etc agg aca gta gat cca gaa aca 99 
H Ser Gly Thr Ala Asp Gly Ala Asp Leu Arg Thr Val Asp Pro Glu Thr 

15 20 25 

cag get aga ctg gaa get tta eta gaa get gca gga ata gga aaa ttg 147 
Gin Ala Arg Leu Glu Ala Leu Leu Glu Ala Ala Gly He Gly Lys Leu 

30 35 40 

tec acg get gat ggt aaa gee ttt gca gat cct gaa gta ctt egg agg 195 
Ser Thr Ala Asp Gly Lys Ala Phe Ala Asp Pro Glu Val Leu Arg Arg 

45 50 55 

ttg aca teg tct gtt agt tgt gcg ttg gat gaa get get get gca ctt 243 
Leu Thr Ser Ser Val Ser Cys Ala Leu Asp Glu Ala Ala Ala Ala Leu 

60 65 70 

ace cgt atg aga get gaa age aca gca aat gca ggg cag teg gac aac 291 
Thr Arg Met Arg Ala Glu Ser Thr Ala Asn Ala Gly Gin Ser Asp Asn 
75 80 85 90 

cgc agt ttg gca gaa gee tgt tea gaa gga gat gta aat get gtg cga 33 9 

Arg Ser Leu Ala Glu Ala Cys Ser Glu Gly Asp Val Asn Ala Val Arg 
95 100 105 

aa 



341 



<210> 3566 

<211> 342 

<212> DNA 

<213> Homo sapiens 



2201 



<220> 
<221> CDS 
<222> 157. .342 



<400> 3566 

cagaatcttt aggtgggcct gttggtgagg tcacttttcc ctaatggtat attccagttc 60 
ctgtagatcc tattccagtt cccaggacat attccaacct cgacctccag ccaactttga 120 
acccctgaag ttgtgtgctg atgtgtttct aacaac atg gtc tea ccc aaa gat 174 

Met Val Ser Pro Lys Asp 
1 5 
ctt cct ctt gtg ctt ttg cag gac att aaa gtt ccc age tec atg act 
Leu Pro Leu Val Leu Leu Gin Asp He Lys Val Pro Ser Ser Met Thr 

10 15 20 

gga tea cat get gga aac cct cat ata gaa agg aat gat etc ccc aga 
Gly Ser His Ala Gly Asn Pro His He Glu Arg Asn Asp Leu Pro Arg 

25 30 35 

cat ggt tct cct caa ttt ttt aca ggh hyg act tgt get tct rca aac 318 
His Gly Ser Pro Gin Phe Phe Thr Gly Xaa Thr Cys Ala Ser Xaa Asn 

40 45 50 

cca tct cag tgt ctg gca gca ttt 342 
y§ p ro ser Gin Cys Leu Ala Ala Phe 
r* 55 60 

id 



= 3~ 





<210> 


3567 




<211> 


182 




<212> 


DNA 




<213> 


Homo sapiens 


r'i 

■car 


<220> 




* y 


<221> 


CDS 




<222> 


22 . . 180 










<400> 


3567 



222 



270 



gcaggaaatg cagcegggag g atg ggc agg ttg tgg gat get ccg ccg ttc 51 

Met Gly Arg Leu Trp Asp Ala Pro Pro Phe 
15 10 
cgc gac cac ccg cct ccc egg ccc age aga acc ggg tec agg ctg ggg 99 
Arg Asp His Pro Pro Pro Arg Pro Ser Arg Thr Gly Ser Arg Leu Gly 

15 20 25 

gag gtg eta gcg gtg tat gca cct aag tec acc tgg gee tgg agg agg 147 
Glu Val Leu Ala Val Tyr Ala Pro Lys Ser Thr Trp Ala Trp Arg Arg 

30 35 40 

aca ggt gtg caa aag aaa ata tct egg gac ccc cc 
Thr Gly Val Gin Lys Lys He Ser Arg Asp Pro 
45 50 

<210> 3568 
<211> 306 
<212> DNA 
<213> Homo sapiens 

<220> 



182 



2202 



<221> CDS 
<222> 95 . .304 



<400> 3568 

ttaagtcttt aatccgtctt gaattgattt tygtataagg ygtaaaamat gctcatcatc 60 
actggccatc agagaamsmc aaatcaaaac caca atg aga tac cat etc aca cca 115 

Met Arg Tyr His Leu Thr Pro 
1 5 

gtt agr atg gca ate att aar aag tern bga aac aac agg tgc tgg aga 163 
Val Arg Met Ala He He Lys Lys Ser Xaa Asn Asn Arg Cys Trp Arg 

10 15 20 

gga tgt gga gam ata gga aca ctt tta cac tgt tgg tgg gac tgt aaa 211 
Gly Cys Gly Xaa He Gly Thr Leu Leu His Cys Trp Trp Asp Cys Lys 

25 30 35 

eta gtt caa cca ttg tgg aag tea gtg tgg cga ttc etc agg gat eta 
Leu Val Gin Pro Leu Trp Lys Ser Val Trp Arg Phe Leu Arg Asp Leu 
40 45 50 55 

„ gaa eta gaa ata cca ttt gac cca gec ate cca tta ctg ggt ata ta 
^ Glu Leu Glu He Pro Phe Asp Pro Ala He Pro Leu Leu Gly He 
%y 60 65 70 

m 

H <210> 3569 
Ul <211> 399 
%0 <212> DNA 

<213> Homo sapiens 

J* <220> 
L <221> CDS 

<222> 233. .397 



Met Asp 
1 



259 



306 



<400> 3569 

ttggattctc atctcgagga ggagctgttt cagagctggt gtgegctatt atgtaagagg 

aattgattcg gaaggccatg cagctaactt tgtagaaaca gaacaaattg tacactacaa 

tgggagcaaa gcttcgtttg tacagactcg aggatcaata cctgttttct ggtcccaaag 180 

accaaacctc aagtacaaac cactgccaca gatcagcaaa gtagcaaatc ac atg gac 238 



60 
120 



286 



ggt ttc caa agg cat ttt gat tec caa gta att att tat gga aaa caa 
Gly Phe Gin Arg His Phe Asp Ser Gin Val He He Tyr Gly Lys Gin 

5 10 15 

gtt ata ate aat ctg att aac cag aag ggc teg gag aag cca ctt gag 334 
Val He He Asn Leu He Asn Gin Lys Gly Ser Glu Lys Pro Leu Glu 

20 25 30 

cag aca ttt gca aca atg gtg tct tec ttg gga agt gga atg atg aga 
Gin Thr Phe Ala Thr Met Val Ser Ser Leu Gly Ser Gly Met Met Arg 
35 40 45 50 

tac att gee ttt gac tt 
Tyr He Ala Phe Asp 
55 

<210> 3570 
<211> 333 



382 



399 



2203 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 171. .332 



320 



<400> 3570 

agaatctttc ggttcccctt cgggctgggc tccccgcagg aaccaggaac gggctggcca 60 
ggaggacmwg atggaccggg agaaggtgac agaggcaaag ccagaccctt cctgttccat 12 0 
cttgcagagg ctgtcccaac gcgaggggct atcaaggact cacaaactgc atg atg 176 

Met Met 
1 

gcc gcc ctg ccg gag gac act gta gtt ttt gag aag cct gtg aag acc 224 
Ala Ala Leu Pro Glu Asp Thr Val Val Phe Glu Lys Pro Val Lys Thr 

5 10 15 

ate cac tgg aac ggg tec ttc cag gag gca gcc ttt ccc ggg gag acc 272 
#*t He His Trp Asn Gly Ser Phe Gin Glu Ala Ala Phe Pro Gly Glu Thr 

'% 20 25 30 

ttt cca gtg teg gta gag tgt gag gat gga gac egg ttc ccg gcg cac 

H s Phe Pro Val Ser Val Glu Cys Glu Asp Gly Asp Arg Phe Pro Ala His 

H 5 35 40 45 50 

W C at gtc ate gtc a 333 

fc 4? His Val He Val 

yg <210> 3571 

<211> 359 

p§ <212> DNA 

iTjl <213> Homo sapiens 

2 TS? 

S3 ; 

v ~ <220> 

+ <221> CDS 

Q <222> 93 . .359 

M 

<400> 3571 

gaaaaacaag gtcaaggaac tcaaggtttc gctgccgtgg agtggatgcc aatagaaact 60 
ggaaagtgaa gtggtgtgat gaaggagctt ct atg cac cct tgt gat grc aca 113 

Met His Pro Cys Asp Xaa Thr 
1 5 

tac tgt ggc cct ttt cca gaa tct gag ccg gaa gtg aag get gta get 161 
Tyr Cys Gly Pro Phe Pro Glu Ser Glu Pro Glu Val Lys Ala Val Ala 

10 15 20 

aac ttc ctt cga aaa cac aga aag cac att agg get tat etc tec ttt 209 
Asn Phe Leu Arg Lys His Arg Lys His He Arg Ala Tyr Leu Ser Phe 

25 30 35 

cat gca tat get cag atg tta ctg tat ccc tat tct tac aaa tat gca 257 
His Ala Tyr Ala Gin Met Leu Leu Tyr Pro Tyr Ser Tyr Lys Tyr Ala 
40 45 50 55 

aca att ccc aat ttt aga tgt gtg gaa tct gca gst tat aaa get gtg 
Thr He Pro Asn Phe Arg Cys Val Glu Ser Ala Xaa Tyr Lys Ala Val 

60 65 70 

gat gca ctt cag tea gta tac ggg gta cga tac aga tat ggr cca gcc 353 



305 



2204 



Asp Ala Leu Gin Ser Val Tyr Gly Val Arg Tyr Arg Tyr Gly Pro Ala 
75 80 85 

tec aca 
Ser Thr 

<210> 3572 
<211> 299 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59. .298 



y i 



<400> 3572 

gtttccggcg gtgtggaagc ggacctgagg agtegcaatt gtgaacaggc teagegat 58 
atg agg cag cat cga caa ttt atg gac cgc acg cat tat ctg ctt aca 106 
r 8 ! Met Arg Gin His Arg Gin Phe Met Asp Arg Thr His Tyr Leu Leu Thr 
% 1 5 10 15 

"fi ttc age tct tea gaa amc ttg gey waa ggc tat tgc tac gga cac ggt 154 
Phe Ser Ser Ser Glu Xaa Leu Ala Xaa Gly Tyr Cys Tyr Gly His Gly 

20 25 30 

age caa cct gag cag agg tec aga ace tec ctt ttt caa aca att ata 
Ser Gin Pro Glu Gin Arg Ser Arg Thr Ser Leu Phe Gin Thr He He 

35 40 45 

gtt cca tta att cct agt att gtg gat aga gca cca aaa ggc aga act 
Val Pro Leu He Pro Ser He Val Asp Arg Ala Pro Lys Gly Arg Thr 

50 55 60 

ttc ggg gat gtc ctg cag cca gca aaa cct gaa tac aga gtg ggg gaa a 
Phe Gly Asp Val Leu Gin Pro Ala Lys Pro Glu Tyr Arg Val Gly Glu 
65 70 75 80 

<210> 3573 

<211> 226 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69 . .224 



202 



250 



299 



<400> 3573 

ttttataact ctgaacaagt ttctttgact ctctgcctca atttacttac ttgeataata 
gtaacgac atg gta cct ace atg agg gtg gtt gtg atg att aag caa gat 

Met Val Pro Thr Met Arg Val Val Val Met He Lys Gin Asp 

15 10 
aag get tgt aaa rgg ctt amc tts agg grc eta caa aaa gtg cgt aaa 
Lys Ala Cys Lys Xaa Leu Xaa Xaa Arg Xaa Leu Gin Lys Val Arg Lys 
15 20 25 30 

aca tgg ttc cag ctg ggc gtg atg get cgc gtc tgt ggt etc aca ctt 
Thr Trp Phe Gin Leu Gly Val Met Ala Arg Val Cys Gly Leu Thr Leu 
35 40 45 



2205 



tgg gag gcc ggg gcg ggc at 
Trp Glu Ala Gly Ala Gly 
50 

<210> 3574 

<211> 306 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70. .306 



<400> 3574 

gtagtagtga gtacgtgctg aggagcaaag gagtaaccaa gagatccagt gaccgacaga 60 
gcaagagcc atg ccg cgc egg ggc ctg gtg get ggg cca gac ttg gag tat 111 
Met Pro Arg Arg Gly Leu Val Ala Gly Pro Asp Leu Glu Tyr 
15 10 
ttt cag sgt cgc taw ttc acg ccg gcg gag gtg gcc caa cat aac agg 159 
Phe Gin Xaa Arg Xaa Phe Thr Pro Ala Glu Val Ala Gin His Asn Arg 



?! 15 20 25 30 



gtc 
Val 

<210> 3575 
<211> 283 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .281 



207 



ccc gaa gac etc tgg gta tct tac ctg gga cgc gtg tac gac eta acg 

^ Pro Glu Asp Leu Trp Val Ser Tyr Leu Gly Arg Val Tyr Asp Leu Thr 

*0 35 40 45 

^-0 tea ttg gca cag gaa tac aag ggg aac ctg ctg ctg aaa ccc ate gtg 255 

ffl Ser Leu Ala Gin Glu Tyr Lys Gly Asn Leu Leu Leu Lys Pro He Val 

g 50 55 60 

fi gaa gtt gca ggc cag gat ate age cac tgg ttt gat cca aag acc aga 

*H Glu Val Ala Gly Gin Asp He Ser His Trp Phe Asp Pro Lys Thr Arg 

m 65 70 75 



303 



306 



<400> 3575 

ttttcggtgc tcgactcgcc cgtgctgctg ccgccgccga aggaggggca aagctcaag 
atg gcg gac aaa acg cca ggc gga tct cag aag gcc agt tea aag acg 
Met Ala Asp Lys Thr Pro Gly Gly Ser Gin Lys Ala Ser Ser Lys Thr 
1 5 10 15 

aga tea tea gat gtt cat tea tck gga tct tea gat gca cat atg gat 
Arg Ser Ser Asp Val His Ser Ser Gly Ser Ser Asp Ala His Met Asp 

20 25 30 

gca tct gga ccc tea gat agt gat atg cca agt egg aca cga cct aag 
Ala Ser Gly Pro Ser Asp Ser Asp Met Pro Ser Arg Thr Arg Pro Lys 



2206 




283 



35 40 45 

age cca aga aaa cat aat tat agg aat gaa agt gec cgt gaa age ctt 251 

Ser Pro Arg Lys His Asn Tyr Arg Asn Glu Ser Ala Arg Glu Ser Leu 

50 55 60 

tgt gat tct cct cat cag aat etc tea aga cc 

Cys Asp Ser Pro His Gin Asn Leu Ser Arg 

65 70 

<210> 3576 
<211> 371 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. -369 



108 



<400> 3576 

f| gatttagatt gtcactgcca cctcggtcgg tgettactte gctgccagct ggtcgtcgcc 60 
atg aac ccg gac ctg cgc agg gag egg gat tec gec age ttc aac ccg 
Met Asn Pro Asp Leu Arg Arg Glu Arg Asp Ser Ala Ser Phe Asn Pro 
15 10 15 

gag ctg ctt aca cac ate ctg gac ggc age ccc gag aaa acc egg cgc 156 
Glu Leu Leu Thr His He Leu Asp Gly Ser Pro Glu Lys Thr Arg Arg 

20 25 30 

cgc cga gag ate gag aac atg ate ctg aac gac cca gac ttc cag cat 2 04 

Arg Arg Glu He Glu Asn Met He Leu Asn Asp Pro Asp Phe Gin His 

35 40 45 

gag gac ttg aac ttc etc act cgc age cag cgt tat gag gtg get gtc 252 
Glu Asp Leu Asn Phe Leu Thr Arg Ser Gin Arg Tyr Glu Val Ala Val 

50 55 60 

agg aaa agt gee ate atg gtg aag aag atg agg gag ttt ggc ate get 300 
Arg Lys Ser Ala He Met Val Lys Lys Met Arg Glu Phe Gly He Ala 
65 70 75 80 

gac cct tat gaa att atg tgg ttt aaa aat ttt gtg cac cga ggg egg 348 
Asp Pro Tyr Glu He Met Trp Phe Lys Asn Phe Val His Arg Gly Arg 

85 90 95 

cct gag cct ctg gat ctt cac tt 371 
Pro Glu Pro Leu Asp Leu His 
100 

<210> 3577 
<211> 380 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125. .379 



<400> 3577 

actagaccaa gtggcccctt atctcctttc tgaaccgett gaataggeca cccttccttc 60 



2207 



aaactatctt cacaaaacaa tttttt 
ttct atg tct cat ttc ttg gcc 
Met Ser His Phe Leu Ala 
1 5 
ctg aag act aga ate cga att 
Leu Lys Thr Arg lie Arg lie 
20 

tac cag tta tec ttc ttg gcc 
Tyr Gin Leu Ser Phe Leu Ala 
35 

cca tea act tct gtt tec ctg 
Pro Ser Thr Ser Val Ser Leu 
50 

age att ggt aat ctt tac aaa 
Ser lie Gly Asn Leu Tyr Lys 

65 70 
tgt agt tan ccc net aam c 
Cys Ser Xaa Pro Xaa Xaa 
80 85 



taag catctaggat acctgctccc acacataatt 
ttg gat ttt ata ctg ctg ctt ttc tac 
Leu Asp Phe lie Leu Leu Leu Phe Tyr 



10 



15 



cct cat eta get gta agg cca etc tac 
Pro His Leu Ala Val Arg Pro Leu Tyr 

25 30 
tec ttt tct ttc cca act cca agg tct 
Ser Phe Ser Phe Pro Thr Pro Arg Ser 

40 45 
gaa tgg aat gaa caa gag ctt tgg ctt 
Glu Trp Asn Glu Gin Glu Leu Trp Leu 
55 60 
ctg gtt cct cat gca tec cca tgc ccc 
Leu Val Pro His Ala Ser Pro Cys Pro 
75 



120 
169 



217 



265 



313 



361 



380 



<210> 3578 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 158. .355 



<400> 3578 

acagecttgt tcagacgccc agtgacctgc 
aagaccctgt tcctgggtgt cacgctcggc 
ggaggaggat atcacaggga cctggtacgt 



egaggtegge agcacagagc tctggagatg 60 

ctggccgctg ccctgtcctt caaccytgga 120 

gaaggee atg gtg gtc gat aag gac 175 
Met Val Val Asp Lys Asp 



ttt 


ccg 


gag 


gac 


agg 


agg 


ccc 


agg 


aag 


gtg 


tec 


cca 


gtg 


aag 


gtg 


aca 


Phe 


Pro 


Glu 


Asp 


Arg 


Arg 


Pro 


Arg 


Lys 


Val 


Ser 


Pro 


Val 


Lys 


Val 


Thr 








10 










15 










20 






gcc 


ctg 


ggc 


ggt 


ggg 


aag 


ttg 


gaa 


gcc 


acg 


ttc 


acc 


ttc 


atg 


agg 


gag 


Ala 


Leu 


Gly Gly Gly 


Lys 


Leu 


Glu 


Ala 


Thr 


Phe 


Thr 


Phe 


Met 


Arg 


Glu 






25 










30 










35 








gat 


egg 


tgc 


ate 


cag 


aag 


aaa 


ate 


ctg 


atg 


egg 


aag 


acg 


gag 


gag 


cmt 


Asp 


Arg 


Cys 


He 


Gin 


Lys 


Lys 


He 


Leu 


Met 


Arg 


Lys 


Thr 


Glu 


Glu 


Xaa 




40 










45 










50 










ggc 


aaa 


tac 


age 


gcc 


tat 


ggg 


ggc 


agg 


aag 


etc 


atg 


ta 








Gly 


Lys 


Tyr 


Ser 


Ala 


Tyr 


Gly 


Gly Arg 


Lys 


Leu 


Met 










55 










60 










65 













223 



271 



319 



357 



<210> 3579 

<211> 329 

<212> DNA 

<213> Homo sapiens 



2208 



<220> 
<221> CDS 
<222> 109. .327 



<400> 3579 



60 



taccgtggct tcctggtgca gacaattgag tttgctgaac agcggatccc tgtattaaat 
gaatattgtg tggtttgtga tgagmcacat gtgtttcaaa atggccct atg ctt agg 117 

Met Leu Arg 
1 

cct acc gta tgt gaa egg gag ctg tgt gtg ttt get ttt caa acc ctg 165 
Pro Thr Val Cys Glu Arg Glu Leu Cys Val Phe Ala Phe Gin Thr Leu 

5 10 15 

gga gta atg aat gaa get get gat gaa ata gca act gga get cag gtg 213 
Gly Val Met Asn Glu Ala Ala Asp Glu He Ala Thr Gly Ala Gin Val 
20 25 30 35 

gta gat eta eta gta tec atg tgt agg tct gcg ttg gaa tct cct aga 261 
Val Asp Leu Leu Val Ser Met Cys Arg Ser Ala Leu Glu Ser Pro Arg 
O 40 45 50 

=U aaa gtt gtg att ttc grg cca tat cct tct gtg gta gat cct aat gat 309 
Ijfj Lys Val Val He Phe Xaa Pro Tyr Pro Ser Val Val Asp Pro Asn Asp 
55 60 65 

cct cag atg ttg gee ttc aa 329 
Pro Gin Met Leu Ala Phe 
70 



<210> 3580 
s <211> 297 

0 <212> DNA 

fy <213> Homo sapiens 



FlS 



49 



97 



<220> 
<221> CDS 
<222> 5 . .295 



<400> 3580 

tatt atg aat ttt tgt aag aaa ccg agg yga tgc cac get ttg ctg eta 
Met Asn Phe Cys Lys Lys Pro Arg Xaa Cys His Ala Leu Leu Leu 
15 10 15 

ccg ccc tgg get gga ctg gag gtg ggc atg cga ccc tea caa yac aca 
Pro Pro Trp Ala Gly Leu Glu Val Gly Met Arg Pro Ser Gin Xaa Thr 

20 25 30 

get ggg gem aaa gee mgw hng ctg gcv age amg sea gst tgg atg gga 145 
Ala Gly Ala Lys Ala Xaa Xaa Leu Ala Ser Xaa Xaa Xaa Trp Met Gly 

35 40 45 

gtg ggc acc tea gaa agt cac cag gac ttk ggg tea gga aca gtg get 193 
Val Gly Thr Ser Glu Ser His Gin Asp Xaa Gly Ser Gly Thr Val Ala 

50 55 60 

999 tgg gee cag aac tgc ccc cac tgt sec cct acm cac cga tgg age 241 
Gly Trp Ala Gin Asn Cys Pro His Cys Xaa Pro Thr His Arg Trp Ser 

65 70 75 

ccc cag ata gag ctg ggt ggc ctg ttt ctg cag ccc ttg ggc agt tct 289 
Pro Gin He Glu Leu Gly Gly Leu Phe Leu Gin Pro Leu Gly Ser Ser 



2209 



80 85 90 95 

cac tec ta 
His Ser 

<210> 3581 

<211> 293 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .293 



60 
110 



206 



<400> 3581 

caatcaacaa gtgcttactg aaggcccaca gggtgcaaag aaccctggac taagtgctta 
aacttgactc c atg tgc ctt act gtg tta ttg cac aag tgc tgg agt aag 
Met Cys Leu Thr Val Leu Leu His Lys Cys Trp Ser Lys 
Q 1 5 10 

^ gtt gga gtt ttc cca gat tec agg tac cca atg act aca gta gat tat 158 
ijl Val Gly Val Phe Pro Asp Ser Arg Tyr Pro Met Thr Thr Val Asp Tyr 
U 15 20 25 

H„s gaa aga gca gtt cag gtg aga gec aag mta gaa aca cac aca tgc aaa 
^ Glu Arg Ala Val Gin Val Arg Ala Lys Xaa Glu Thr His Thr Cys Lys 
^ 30 35 40 45 

^ cct cag aaa aaa aag gat tec caa aag tec tct att ttg tea tgg aga 254 
^8 Pro Gin Lys Lys Lys Asp Ser Gin Lys Ser Ser He Leu Ser Trp Arg 
a 50 55 60 

O ctt ttt tct cca ttt cac tgg tec cac gaa aag gec etc 
HI Leu Phe Ser Pro Phe His Trp Ser His Glu Lys Ala Leu 

iss 65 70 

£ u. 

% <210> 3582 

% <211> 302 

w <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .302 



293 



<400> 3582 



acctcagact ctgcgcgcac ccaattcagt 


cgcccgctcc 


cgttcggcac ctcgaagcc 


atg gcg gga met ggg ggc 


tsg 


agg 


gac 


agg 


gas 


stc 


acg 


gat 


ctg 


ggc 


Met Ala Gly Xaa Gly Gly 


Xaa 


Arg 


Asp 


Arg 


Xaa 


Xaa 


Thr 


Asp 


Leu 


Gly 


1 5 








10 










15 




cac ctg ccg gat cca act 


gga 


ata 


ttc 


tea 


eta 


gat 


aaa 


acc 


att 


ggc 


His Leu Pro Asp Pro Thr Gly 


He 


Phe 


Ser 


Leu 


Asp 


Lys 


Thr 


He 


Gly 


20 






25 










30 






ctt ggt act tat ggc aga 


ate 


tat 


ttg 


gga 


ctt 


cat 


gag 


aag 


act 


ggt 


Leu Gly Thr Tyr Gly Arg 


He 


Tyr 


Leu 


Gly 


Leu 


His 


Glu 


Lys 


Thr 


Gly 


35 




40 










45 








gca ttt aca get gtt aaa 


gtg 


atg 


aac 


get 


cgt 


aag 


acc 


cct 


tta 


cct 



2210 



Ala Phe Thr Ala Val Lys Val Met Asn Ala Arg Lys Thr Pro Leu Pro 

50 55 60 

gaa ata sga agg cga gtg aga gtg aat aaa tat caa aaa tct gtt ggg 
Glu lie Xaa Arg Arg Val Arg Val Asn Lys Tyr Gin Lys Ser Val Gly 
65 70 75 80 

tgc 
Cys 

<210> 3583 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .322 



^ <400> 3583 

^0 agaattggga ggccacctgg tgggcatagt aacttagctt gtgccctgaa aaaagccagt 60 
Ul aagaggagaa agaggcggaa aa atg twt ttg ttc ata aga agk aaa cgc tec 112 
hk Met Xaa Leu Phe He Arg Xaa Lys Arg Ser 

15 10 
tct gca tct gtt gat aat acc cca gcg ggc tct ccc cag gga agt ggg 160 
Ser Ala Ser Val Asp Asn Thr Pro Ala Gly Ser Pro Gin Gly Ser Gly 
^ 15 20 25 

ggt gaa gat gag gat gac cca gat gaa ggg gat gat gat tec eta agt 208 
Gly Glu Asp Glu Asp Asp Pro Asp Glu Gly Asp Asp Asp Ser Leu Ser 

30 35 40 

gaa ggc agt aca tec gag cag cag gat gag eta cag gaa gaa tea gaa 256 
Glu Gly Ser Thr Ser Glu Gin Gin Asp Glu Leu Gin Glu Glu Ser Glu 

45 50 55 

atg tea gaa aaa aag tea tgc tec tct tct ccc acc caa agt gag ata 304 
Met Ser Glu Lys Lys Ser Cys Ser Ser Ser Pro Thr Gin Ser Glu He 

60 65 70 

tec aca teg ctg cct caa 
Ser Thr Ser Leu Pro Gin 
75 80 

<210> 3584 
<211> 259 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 82 . .258 



322 



<400> 3584 

acttcctgca gcctcttccg ctcgccggct gcggcgcctg ggacggttgc ggtgggtctg 
ggcgctggga agtcgtccaa g atg att aaa aaa ttc gac aag aag gac gag 

Met He Lys Lys Phe Asp Lys Lys Asp Glu 
15 10 



2211 



gag tct ggt agt ggc tec 
Glu Ser Gly Ser Gly Ser 
15 

gtt tta cag gag get cgt 
Val Leu Gin Glu Ala Arg 
30 

aga tgt ttg cat att ctt 
Arg Cys Leu His lie Leu 
45 

aac c 
Asn 



aat cct ttc cag cat ctg 
Asn Pro Phe Gin His Leu 
20 

ata ttc aat gaa act cca 
He Phe Asn Glu Thr Pro 
35 

aca aag att ctt tac tta 
Thr Lys He Leu Tyr Leu 
50 



gag aag agt get 159 
Glu Lys Ser Ala 
25 

ate aat cca aga 207 
He Asn Pro Arg 
40 

ctg aac cag ggt 255 

Leu Asn Gin Gly 

55 

259 



<210> 3585 
<211> 295 
<212> DNA 

<213> Homo sapiens 



. 5~ 



<220> 
<221> CDS 
<222> 141. -293 



u 

fli 
m 

- TT 



<400> 3585 

aaaggecagg acgctccgcn gctgttgggg aagaggasct gcctcctggg aysgagaaat 
tkaaggytgc hnngttgctg gggagegteg gegatgetet tggstacaga aatgtctgca 
aggagaacag cactgtaggc atg aag ate cag gag gag ctg caa cgt tec ggg 

Met Lys He Gin Glu Glu Leu Gin Arg Ser Gly 
15 10 
ggc ctg gac crs etc gta etc teg cca kga gaa tgg ccc gtg adt bac 
Gly Leu Asp Xaa Leu Val Leu Ser Pro Xaa Glu Trp Pro Val Xaa Xaa 

15 20 25 

aac ace ate atg cac ate gca acc gee gag gee etc ace aca gac tac 
Asn Thr He Met His He Ala Thr Ala Glu Ala Leu Thr Thr Asp Tyr 

30 35 40 

tgg tgc ctg gat gat ctg tac egg ga 
Trp Cys Leu Asp Asp Leu Tyr Arg 
45 50 



60 
120 
173 



221 



269 



295 



<210> 3586 

<211> 337 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 116. .337 



<400> 3586 

attcctgctc ggcgcaatcc tgaccctgct ctgggcgccc aeggctcagg ctgaggttct 
gctgcagcct gacttcaatg ctgaaaagtt ctcaggcctc tggtacgtgg tekee atg 

Met 
1 

gca tct gac tgc agg gtc ttc ctg ggc aag aag gac cac ctg tec atg 



2212 



• 



Ala 


Ser 


Asp 


Cys Arg 


Val 


Phe 


Leu Gly Lys 


Lys 


Asp 


His 


Leu 


Ser 


Met 










5 








10 










15 








tec 


acc 


agg 


gec ate 


agg 


ccc 


aca 


9 a 9 


gag 


ggc 


ggc 


etc 


cac 


gtc 


cac 


214 


Ser 


Thr 


Arg 


Ala lie 


Arg 


Pro 


Thr 


Glu 


Glu Gly Gly 


Leu 


His 


Val 


His 








20 








25 










30 










atg 


gag 


ttc 


ccg ggg 


ncg 


gac 


ggc 


tgt 


aac 


cag 


gtg 


gat 


gee 


gag 


tac 


262 


Met 


Glu 


Phe 


Pro Gly 


Xaa 


Asp 


Gly 


Cys 


Asn 


Gin 


Val 


Asp 


Ala 


Glu 


Tyr 






35 








40 










45 












ctg 


aag 


gtg 


ggc kec 


gag 


gga 


cac 


ttc 


aga 


gtc 


ccg 


gec 


ttg 


ggc 


tac 


310 


Leu 


Lys 


Val 


Gly Xaa 


Glu Gly His 


Phe 


Arg 


Val 


Pro 


Ala 


Leu Gly Tyr 




50 






55 










60 










65 


337 


ctg 


gac 


gtg 


cgc ate 


gtg 


gac 


aca 


gac 
















Leu 


Asp 


Val 


Arg lie 


Val 


Asp 


Thr 


Asp 



















70 



am 



47 



<210> 3587 
<211> 426 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 3 . .425 



<400> 3587 

ag atg gat atg gat cac att atg acc tgg gec act gat gta gec aaa 
Met Asp Met Asp His He Met Thr Trp Ala Thr Asp Val Ala Lys 
15 10 15 

gga atg cat tat tta cat atg gag get cct gtc aag gtg att cac aga 95 
Gly Met His Tyr Leu His Met Glu Ala Pro Val Lys Val He His Arg 

20 25 30 

gac etc aag tea aga aac gtt gtt ata get get gat gga gta ctg aag 143 
Asp Leu Lys Ser Arg Asn Val Val He Ala Ala Asp Gly Val Leu Lys 

35 40 45 

ate tgt gac ttt ggt gee tct egg ttc cat aac cat aca aca cac atg 191 
He Cys Asp Phe Gly Ala Ser Arg Phe His Asn His Thr Thr His Met 

50 55 60 

tec ttg gtt gga act ttc cca tgg atg get cca gaa gtt ate cag agt 239 
Ser Leu Val Gly Thr Phe Pro Trp Met Ala Pro Glu Val He Gin Ser 

65 70 75 

etc cct gtg tea gaa act tgt gac aca tat tec tat ggt gtg gtt etc 287 
Leu Pro Val Ser Glu Thr Cys Asp Thr Tyr Ser Tyr Gly Val Val Leu 
80 85 90 95 

tgg gag atg eta aca agg gag gtc ccc ttt aaa ggt ttg gaa gga tta 335 
Trp Glu Met Leu Thr Arg Glu Val Pro Phe Lys Gly Leu Glu Gly Leu 

100 105 HO 

caa gta get tgg ctt gta gtg gma aaa aac gag aga tta acc att cca 383 
Gin Val Ala Trp Leu Val Val Xaa Lys Asn Glu Arg Leu Thr He Pro 

115 120 125 

age agt tgy bec aga agt ttt get gaa ctg tta cat cag tgt t 426 
Ser Ser Cys Xaa Arg Ser Phe Ala Glu Leu Leu His Gin Cys 
130 135 140 



2213 



•• • 



<210> 3588 

<211> 361 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . . 361 



"law 



<400> 3588 

cttaatattt caagaaactt gttttcctgt tcatcgtgcc attttggcag caaggtgtcc 60 
attttttaaa acactgcttt cttcctcacc agagtatggg gcagagataa ta atg gac 118 

Met Asp 
1 

ate aat aca get ggt att gat atg ccc atg ttt tct get ttg tta cac 166 
^ lie Asn Thr Ala Gly lie Asp Met Pro Met Phe Ser Ala Leu Leu His 
O 5 10 15 

'^S tac ctt tat aca gga gag ttt gga atg gag gac tea agg ttt caa aat 214 
Ul Tyr Leu Tyr Thr Gly Glu Phe Gly Met Glu Asp Ser Arg Phe Gin Asn 
H 20 25 30 

gtc gat ate ctt gtt cag ctt agt gaa gaa ttt gga aca cca aat tec 262 
Val Asp He Leu Val Gin Leu Ser Glu Glu Phe Gly Thr Pro Asn Ser 
35 40 45 50 

ctt gat gta gat atg cgt gga etc ttt gak tac atg tgt tat taw ntg 310 
Leu Asp Val Asp Met Arg Gly Leu Phe Xaa Tyr Met Cys Tyr Xaa Xaa 
^ 55 60 65 

teg tmc tta gtt dat ctt cag act ctg aac tgg ttg aag ctt ttg gtg 358 
§U Ser Xaa Leu Val Xaa Leu Gin Thr Leu Asn Trp Leu Lys Leu Leu Val 
fy 70 75 80 

£ gaa 361 

n Giu 

^ <210> 3589 

<211> 308 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .308 



<400> 3589 

atcttggatc cgcgggacaa gaaaattcat gcgagggaga cgtggtgggc ggtccttcct 
gtgacacgac ccttgagtga cagtbekatt tgattgeetc cggtactgtg aggaaaggac 
acgactct atg gtg agg act gat gga cat aca tta tct gag aaa aga aac 

Met Val Arg Thr Asp Gly His Thr Leu Ser Glu Lys Arg Asn 

15 10 
tac cag gtg aca aac age atg ttt ggt get tea aga aag aag ttt gta 
Tyr Gin Val Thr Asn Ser Met Phe Gly Ala Ser Arg Lys Lys Phe Val 
15 20 25 30 

gag ggg gtc gac agt gac tac cat gac gaa aac atg tac tac age cag 
Glu Gly Val Asp Ser Asp Tyr His Asp Glu Asn Met Tyr Tyr Ser Gin 



2214 



tct tct atg tdt cca cat end kca gaa aaa gat atg ctg gec 
Ser Ser Met Xaa Pro His Xaa Xaa Glu Lys Asp Met Leu Ala 
50 55 60 

<210> 3590 

<211> 311 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116. .310 



60 



<400> 3590 

aacagaagga gcagaaagaa ccaatgatga tagctcagct gaaactattg aaaagaaaga 
aaaagecaac ctagaggaac gggccatttg tgagtacaat gaaaacccaa aaggt atg 118 

Met 
1 

age aca ttt gat aac ata cat ata tac ata cat aca tac aca cat ata 166 
Ser Thr Phe Asp Asn He His He Tyr He His Thr Tyr Thr His He 

5 10 15 

tat gtg tat gta tgc cat aat tgg gta att ata age tta cat ata agt 214 
Tyr Val Tyr Val Cys His Asn Trp Val He He Ser Leu His He Ser 

20 25 30 

tta cat ata tgc tat aat ttt tac tgt cac atg ate etc ata aca age 262 
Leu His He Cys Tyr Asn Phe Tyr Cys His Met He Leu He Thr Ser 

35 40 45 

tat gaa ata tgt gat aca gac tta tct gtt ctt ata tat aac cac cag c 311 
Tyr Glu He Cys Asp Thr Asp Leu Ser Val Leu He Tyr Asn His Gin 
50 55 60 65 

<210> 3591 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 170 . .382 



<400> 3591 

tattgatggg cattaatcta tgttagttgg caccttaaga tactagtgea gctagatttc 
atttagggaa atcaccagta acttgactga ccaattgatt ttagagagaa agtaaccaaa 
ccaaatattt atctgggcaa agtcataaat tctccacttg aatgegetc atg aaa aat 

Met Lys Asn 
1 

aag gee aaa aca aga gtt ctg ggc cac age tea gec cag agg gtt cct 
Lys Ala Lys Thr Arg Val Leu Gly His Ser Ser Ala Gin Arg Val Pro 

5 10 15 

ggg gat ggg agg cct etc tct ccc cac ccc ctg act eta gag aac tgg 
Gly Asp Gly Arg Pro Leu Ser Pro His Pro Leu Thr Leu Glu Asn Trp 



2215 



20 25 
gtt ttc tec cag tac tec 
Val Phe Ser Gin Tyr Ser 
40 

ctt tat tec aaa gta cac 
Leu Tyr Ser Lys Val His 
55 

ccc etc cca cct a 
Pro Leu Pro Pro 
70 



30 

age aat tea ttt ctg aaa 
Ser Asn Ser Phe Leu Lys 
45 

tgc aga tgt tea aac tct 
Cys Arg Cys Ser Asn Ser 
60 



35 

gca gtt gag cca 322 
Ala Val Glu Pro 
50 

cca ttt etc ttt 370 
Pro Phe Leu Phe 
65 

383 



<210> 3592 

<211> 312 

<212> DNA 

<213> Homo sapiens 



y i 



iu 

3= 



<220> 
<221> CDS 
<222> 130 . .312 



<400> 3592 

catggattga tttgttattt ggggattaaa ttaggcaggg cacatagtag ggcctccttg 60 
gatgtttgat ggctgttgaa tgaacgtaag tgaatctgtt cagttttagg gttttattgc 120 
^ atttttgat atg gat tgt gee agt ata tct gta aag ttc act tct atg get 171 
^ Met Asp Cys Ala Ser He Ser Val Lys Phe Thr Ser Met Ala 

€f 1 5 10 

= acc atg cat gac ttg agt cag ttc tgg get tct aga gga gag gtt aca 219 

O Thr Met His Asp Leu Ser Gin Phe Trp Ala Ser Arg Gly Glu Val Thr 
HI 15 20 25 30 

aac tgg tgg cca gta gga caa act age eta cca ctg ttt tat ttg get 267 
Asn Trp Trp Pro Val Gly Gin Thr Ser Leu Pro Leu Phe Tyr Leu Ala 

35 40 45 

ttc atg gtg ttt ggt tct ttt ttt cct tta att tec tgc cag ccc 312 
M Phe Met Val Phe Gly Ser Phe Phe Pro Leu He Ser Cys Gin Pro 
50 55 60 



<210> 3593 

<211> 315 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 10. .315 



<400> 3593 

agagaaaaa atg aag age aat gaa get gca tec aag gaa eta get tct aaa 
Met Lys Ser Asn Glu Ala Ala Ser Lys Glu Leu Ala Ser Lys 
15 10 
aaa tec eta cct atg aat tat tac aca gta ttc tac cat gtt caa gaa 
Lys Ser Leu Pro Met Asn Tyr Tyr Thr Val Phe Tyr His Val Gin Glu 
15 20 25 30 



2216 



caa eta cct aga gac tgt ttc gtg gta agt gaa gga gca aat act atg 147 
Gin Leu Pro Arg Asp Cys Phe Val Val Ser Glu Gly Ala Asn Thr Met 

35 40 45 

gac att gga egg act gtg ctt cag aac tac ctt cct cgt cac agg ctt 195 
Asp He Gly Arg Thr Val Leu Gin Asn Tyr Leu Pro Arg His Arg Leu 

50 55 60 

gat get ggt act ttc gga aca atg gga gtt ggt ttg gga ttt get att 243 
Asp Ala Gly Thr Phe Gly Thr Met Gly Val Gly Leu Gly Phe Ala He 

65 70 75 

gca get gec gtg gtg get aaa gat aga age cct ggg caa tgg ate ate 291 
Ala Ala Ala Val Val Ala Lys Asp Arg Ser Pro Gly Gin Trp He He 

80 85 90 

tgt gtg gaa gga gac agt gca ttt 315 
Cys Val Glu Gly Asp Ser Ala Phe 
95 100 

<210> 3594 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .384 



<400> 3594 

caactgtata ataatagtgt ggtctgttct ttcttgccag aagttatcta caag atg 57 

Met 
1 

aga caa aca rat egg gat gta ata aca gca tta act cac aga cct tgg 105 
Arg Gin Thr Xaa Arg Asp Val He Thr Ala Leu Thr His Arg Pro Trp 

5 10 15 

age eta age cat aca gga gat ggg aaa cca cgc tat gat act ttc tgg 153 
Ser Leu Ser His Thr Gly Asp Gly Lys Pro Arg Tyr Asp Thr Phe Trp 

20 25 30 

aaa cat ttt ata ttt gtt atg atg gac att ttg etc gat tgg age atg 
Lys His Phe He Phe Val Met Met Asp He Leu Leu Asp Trp Ser Met 

35 40 45 

cat aat ate ttg tgg tac ctg tgt gga att tea get ttc ccc atg caa 
His Asn He Leu Trp Tyr Leu Cys Gly He Ser Ala Phe Pro Met Gin 
50 55 60 65 

aag gat ttt gta tec ccg gec tac ttg aag rwg tgg tea get aaa gga 
Lys Asp Phe Val Ser Pro Ala Tyr Leu Lys Xaa Trp Ser Ala Lys Gly 

70 75 80 

ate cag gtt gtt ggt tgg act gtt aat ace ttt gat gaa aga gtt act 345 
He Gin Val Val Gly Trp Thr Val Asn Thr Phe Asp Glu Arg Val Thr 

85 90 95 

acg aat ccc ate ttg gtt cca get ata tea ctg aca gca t 385 
Thr Asn Pro He Leu Val Pro Ala He Ser Leu Thr Ala 
100 105 HO 



201 



249 



297 



<210> 3595 
<211> 311 



2217 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .310 



<400> 3595 

attcaggact cctcgcctgg ctcggaaggt tttgtagtgc atccctgagc atgagcacag 60 
a atg aag egg cgt ttg gat gac cag gag tea ccg gtg tat gca gee cag 109 
Met Lys Arg Arg Leu Asp Asp Gin Glu Ser Pro Val Tyr Ala Ala Gin 
15 10 15 

cag cgt egg ate cct ggc age aca gag get ttt cct cac cag cac egg 157 
Gin Arg Arg lie Pro Gly Ser Thr Glu Ala Phe Pro His Gin His Arg 

20 25 30 

gtg ctt gee cct gee cct cct gtg tat gaa gca gtg tct gag acc atg 205 
^ Val Leu Ala Pro Ala Pro Pro Val Tyr Glu Ala Val Ser Glu Thr Met 
Q 35 40 45 

dj cag tea get acg gga att cag tac tct gta aca ccc age tac cag gtt 253 
Ul Gin Ser Ala Thr Gly He Gin Tyr Ser Val Thr Pro Ser Tyr Gin Val 
jh& 50 55 60 

[y tea gee atg cca cag age tec ggc agt cat ggg ccc get ata gca gca 301 

*S Ser Ala Met Pro Gin Ser Ser Gly Ser His Gly Pro Ala He Ala Ala 

™ 65 70 75 80 

"% gtt cat age a 311 

^ Val His Ser 

O <210> 3596 

fU <211> 316 

HJ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 87 . .314 



2 tr 



<400> 3596 

cagatgettt cctcaaagca gatgactaca tagagattac aggtgctgga ggaaaaaagt 
ategcattte tacagcaatt gacgac atg gaa gec tat act aag ctg aca gat 

Met Glu Ala Tyr Thr Lys Leu Thr Asp 



aac 


att 


ttt 


ctg 


gag 


att 


tta 


1 
tac 


tct 


act 


gat 


5 
ccc 


aaa 


ttg 


aaa 


gac 


Asn 


He 


Phe 


Leu 


Glu 


He 


Leu 


Tyr 


Ser 


Thr 


Asp 


Pro 


Lys 


Leu 


Lys 


Asp 


10 










15 










20 










25 


gca 


cga 


gag 


att 


tta 


aaa 


caa 


att 


gaa 


tac 


cgt 


aat 


eta 


ttc 


aag 


tat 


Ala 


Arg 


Glu 


He 


Leu 


Lys 


Gin 


He 


Glu 


Tyr 


Arg 


Asn 


Leu 


Phe 


Lys 


Tyr 








30 










35 










40 




gtg 


ggt 


gag 


acg 


cag 


cca 


aca 


gga 


caa 


ata 


aag 


att 


aan 


agg 


gag 


gac 


Val 


Gly 


Glu 


Thr 


Gin 


Pro 


Thr 


Gly 


Gin 


He 


Lys 


lie 


Xaa 


Arg 


Glu 


Asp 








45 










50 










55 






tat 


gaa 


tct 


ctt 


cca 


aaa 


gag 


gtt 


gee 


agt 


get 


aaa 


ccc 


aaa 


gta 


ttg 


Tyr 


Glu 


Ser 


Leu 


Pro 


Lys 


Glu 


Val 


Ala 


Ser 


Ala 


Lys 


Pro 


Lys 


Val 


Leu 
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60 65 70 

eta gac gtg aa 
Leu Asp Val 
75 

<210> 3597 
<211> 261 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . .260 



<400> 3597 

catcttaatt gggcacgaaa gag atg atg ata att ccg aag aag get tec aca 53 

Met Met lie lie Pro Lys Lys Ala Ser Thr 
O 1 5 10 

%0 eta ttc att cgt tgr arg cat gaa tat gca ttc age ttc gag ctt cca 101 
HI Leu Phe He Arg Xaa Xaa His Glu Tyr Ala Phe Ser Phe Glu Leu Pro 
y~ 15 20 25 

jjj cag aca cca etc get ace tea ttc gaa ggc cga cat ggc agt gtg cgc 149 

Gin Thr Pro Leu Ala Thr Ser Phe Glu Gly Arg His Gly Ser Val Arg 
^ 30 35 40 

tat tgg gtg aaa gec gaa ttg cac agg cct tgg eta eta cca gta aaa 197 
'43 Tyr Trp Val Lys Ala Glu Leu H i s Arg p ro Trp Leu Leu Pro Val Lys 
s 45 50 55 

O tta aag aag gaa ttt aca gtc ttt gag cat ata gat ate aac act cct 245 
fy Leu Lys Lys Glu Phe Thr Val Phe Glu His He Asp He Asn Thr Pro 
Hi 60 65 70 

p tea tta ctg tea ccc c 261 
Ser Leu Leu Ser Pro 

•sac* 

<210> 3598 

<211> 399 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60. .398 



<400> 3598 

aagegggget gcggcttgta ctgatcaaca cgcccccggg agaccaagag aagggggaa 
atg ggg ctg ggg gec gtc ccc ggg aga cag gcg gee ttc cga gag gga 
Met Gly Leu Gly Ala Val Pro Gly Arg Gin Ala Ala Phe Arg Glu Gly 
15 10 15 

ctg gag cag gec gtg egg tat gee aaa gee ctg ggc tgt ccc agg ate 
Leu Glu Gin Ala Val Arg Tyr Ala Lys Ala Leu Gly Cys Pro Arg He 

20 25 30 

cac ctg atg get ggc cga gta ccc cag gga get gat cga ata gca gtc 



2219 



+ 0 



His Leu Met Ala Gly Arg 
35 

aag get gag atg gag gec 
Lys Ala Glu Met Glu Ala 
50 

999 9 fct tt: 9 9 ct ca 9 9 a 9 
Gly Val Leu Ala Gin Glu 
65 70 
acc cgc ate act gac ccc 
Thr Arg lie Thr Asp Pro 
85 

cag cat ctt aca gaa ggt 
Gin His Leu Thr Glu Gly 
100 

caa c 
Gin 



Val Pro Gin Gly Ala Asp 
40 

gtt ttt ctg gag aac ctg 
Val Phe Leu Glu Asn Leu 
55 60 
gac etc gtg gga ctg ctg 
Asp Leu Val Gly Leu Leu 
75 

cag tac ttc ctg gac acg 
Gin Tyr Phe Leu Asp Thr 
90 

agg aag acc caa cct cca 
Arg Lys Thr Gin Pro Pro 
105 



Arg He Ala Val 
45 

agg cat gca get 251 
Arg His Ala Ala 

gag ccc ate aac 299 
Glu Pro He Asn 
80 

ccc age agg egg 347 
Pro Ser Arg Arg 
95 

att aca aat gga 395 
He Thr Asn Gly 
110 

399 





<210> 


3599 




<211> 


314 


•J\ 


<212> 


DNA 


= jfS 


<213> 


Homo 


¥° 






m 


<220> 
<221> 


CDS 


. &z 


<222> 


11. . 








. >*Z 







^ <400> 3599 

M ccctatcaag atg gtc aac ttc ccc cag aaa att gca ggt gaa etc tat 49 
HJ Met Val Asn Phe Pro Gin Lys He Ala Gly Glu Leu Tyr 

fy 1 5 10 

£ gga cct etc atg ctg gtc ttc act ctg gtt get ate eta etc cat ggg 97 
S Gly Pro Leu Met Leu Val Phe Thr Leu Val Ala He Leu Leu His Gly 
S 15 20 25 

w atg aag acg tct gac act att ate egg gag ggc acc ctg atg ggc aca 145 
Met Lys Thr Ser Asp Thr He He Arg Glu Gly Thr Leu Met Gly Thr 
30 35 40 45 

gee att ggc acc tgc ttc ggc tac tgg ctg gga gtc tea tec ttc att 193 
Ala He Gly Thr Cys Phe Gly Tyr Trp Leu Gly Val Ser Ser Phe He 

50 55 60 

tac ttc ctt gec tac ctg tgc aac gec cag ate acc atg ctg cag atg 241 
Tyr Phe Leu Ala Tyr Leu Cys Asn Ala Gin He Thr Met Leu Gin Met 

65 70 75 

ttg gca ctg ctg ggc tat ggc etc ttt ggg cat tgc att gtc ctg ttc 289 
Leu Ala Leu Leu Gly Tyr Gly Leu Phe Gly His Cys He Val Leu Phe 

80 85 90 

ate acc tat aat ate cac etc cgc c 314 
He Thr Tyr Asn He His Leu Arg 
95 100 



<210> 3600 

<211> 319 

<212> DNA 

<213> Homo sapiens 



2220 



<220> 
<221> CDS 
<222> 2 . .319 



yj 









jf?'l 


<210> 


3601 


n\ 
= v 


<211> 


296 




<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


108 . 



49 



97 



<400> 3600 

c atg age ate att cag tgg aaa ctt gtg gaa aag tta tct ttg cct cag 
Met Ser He He Gin Trp Lys Leu Val Glu Lys Leu Ser Leu Pro Gin 
15 10 15 

aat gag act gta gcg gat act act eta acc aaa gec ccc gtc tct tec 
Asn Glu Thr Val Ala Asp Thr Thr Leu Thr Lys Ala Pro Val Ser Ser 

20 25 30 

act gaa agt gtc ate caa tct aat act ccc aca ccg cct cct tct cag 145 
Thr Glu Ser Val He Gin Ser Asn Thr Pro Thr Pro Pro Pro Ser Gin 

35 40 45 

ccc tta aat gag aca get gaa gag gaa agt aga ata age agt tct ccc 193 
Pro Leu Asn Glu Thr Ala Glu Glu Glu Ser Arg He Ser Ser Ser Pro 
□ 50 55 60 

Q aca ctt ctg gag aac age ctg gaa caa act gtg gag cca agt gaa gac 241 
U Thr Leu Leu Glu Asn Ser Leu Glu Gin Thr Val Glu Pro Ser Glu Asp 
2 65 70 75 80 

cac age gag gag gag agt gaa gag ggc age gga gac ctt ggt gag cct 289 
His Ser Glu Glu Glu Ser Glu Glu Gly Ser Gly Asp Leu Gly Glu Pro 

85 90 95 

ctt tat gaa gag cca tgc aac gag ata age 319 
Leu Tyr Glu Glu Pro Cys Asn Glu He Ser 
100 105 



.296 



<400> 3601 

aacccactca ggtccgcttc cacactgtgg aagctttgtt ettttgetet ttgcaataaa 60 
tettgetact ggctgggctc tttgggtcca cactgetttt atgagct atg aca etc 116 

Met Thr Leu 

1 

acc gca aag gtc tgc age ttc act cct gaa gee age gag acc acg age 164 
Thr Ala Lys Val Cys Ser Phe Thr Pro Glu Ala Ser Glu Thr Thr Ser 

5 10 15 

cca ctg gga gga agg aac aag tec aga ggc gee acc tta aga get gta 212 
Pro Leu Gly Gly Arg Asn Lys Ser Arg Gly Ala Thr Leu Arg Ala Val 
20 25 30 35 

gca etc acc gcg agg gtc cgc ggc ttc att ctt gaa gtc agt gag acc 260 
Ala Leu Thr Ala Arg Val Arg Gly Phe He Leu Glu Val Ser Glu Thr 

40 45 50 

aag aac cca cca att cca gac aca act gcg ccc age 296 



2221 



Lys Asn Pro Pro lie Pro Asp Thr Thr Ala Pro Ser 
55 60 

<210> 3602 
<211> 311 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 140 . . 310 



60 



220 



268 



<400> 3602 

atgttatcat gtttttaatc actaaatcat tgcagtggtt atagatttac agtcttgggg 
tattacagag aggagcaacg gcggctatat atatgccttt aaattacacc aatgtaaact 120 
gagtgcggca gctgtgaat atg gtc ggc aga cat eta ttc cct ccc cca cca 172 

Met Val Gly Arg His Leu Phe Pro Pro Pro Pro 
O 1 5 10 

agt tct ttc tec etc tgt gat ttt tct ccc aaa ttt ctt ggt ttg ctt 
Ln Ser Ser Phe Ser Leu Cys Asp Phe Ser Pro Lys Phe Leu Gly Leu Leu 
hik 15 20 25 

|y aaa ata age tac ccc tct ctt ccc ctg tat tgt etc ttc gec acc tct 
J3 Lys He Ser Tyr Pro Ser Leu Pro Leu Tyr Cys Leu Phe Ala Thr Ser 
30 35 40 

tec aaa aar att aat ttt cat ttt aga cct tta acc cca gaa g 311 
^ Ser Lys Lys He Asn Phe His Phe Arg Pro Leu Thr Pro Glu 
^ 45 50 55 

0J <210> 3603 
fy <211> 303 

4; <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68. .301 



<400> 3603 

ttggctccgg atcgtgcgtg aggeggctte gtgggcagcg agagtcacag acaagacagc 60 
aagcagg atg gag cac tac egg aaa get ggc tct gta gag etc cca gcg 109 

Met Glu His Tyr Arg Lys Ala Gly Ser Val Glu Leu Pro Ala 

15 10 
cct tec cca atg ccc cag eta cct cct gat acc ctt gag atg egg gtc 157 
Pro Ser Pro Met Pro Gin Leu Pro Pro Asp Thr Leu Glu Met Arg Val 
15 20 25 30 

cga gat ggc age aaa att cgc aac ctg ctg ggg ttg get ctg ggt egg 205 
Arg Asp Gly Ser Lys He Arg Asn Leu Leu Gly Leu Ala Leu Gly Arg 

35 40 45 

ttg gag ggc ggc agt get egg cat gta gtg ttc tea ggt tct ggc agg 253 
Leu Glu Gly Gly Ser Ala Arg His Val Val Phe Ser Gly Ser Gly Arg 

50 55 60 

get gca gga aag get gtc age tgc get gag att gtc aag egg egg gtc 301 



2222 



Ala Ala Gly Lys Ala Val Ser Cys Ala Glu He Val Lys Arg Arg Val 
65 70 75 

303 



cc 

<210> 3604 
<211> 262 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105. .260 



<400> 3604 

tcgtatgtct acttctttct acacagacac ggtaacaatc tgatctckcy tyccttttcc 60 
ccacatttcc tccttttctt ttcgacaaaa ccaccatcgt catc atg gcc cgt tct 116 

Met Ala Arg Ser 

f 43 cga tgg tea ctg tct ctt egg age tgt tgg gta cac ctg cag aaa ggc 164 
U1 Arg Trp Ser Leu Ser Leu Arg Ser Cys Trp Val His Leu Gin Lys Gly 
U> 5 10 15 20 

yj tgt cac ttc aca ctt gga aga ttg cac age ggc cag gca gag gcg etc 212 
■A Cys His Phe Thr Leu Gly Arg Leu His Ser Gly Gin Ala Glu Ala Leu 
bft 25 30 35 

etc act tec cag cca agg egg ccg ggc aga ggc get cct cac ttc cca 
^ Leu Thr Ser Gin Pro Arg Arg Pro Gly Arg Gly Ala Pro His Phe Pro 
a 40 45 50 



ga 



IU <210> 3605 

£ <211> 298 

Q <212> DNA 

f=£ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . .298 



260 



262 



<400> 3605 

gtttccaagg gaaggagcag cgtgtgggaa agcacagaag agtgagaagg aagcgactaa 60 
attttattta ctttct atg cat cat ggc etc aca cca ctg tta ctt ggt gta 112 
Met His His Gly Leu Thr Pro Leu Leu Leu Gly Val 

160 



208 











1 








5 










10 




cat 


gag 


caa 


aaa 


cag 


caa 


gtg 


gtg 


aaa 


ttt 


tta 


ate 


aag 


aaa 


aaa 


gca 


His 


Glu 


Gin 


Lys 


Gin 


Gin 


Val 


Val 


Lys 


Phe 


Leu 


He 


Lys 


Lys 


Lys 


Ala 






15 










20 










25 








aat 


tta 


aat 


gca 


ctg 


gat 


aga 


tat 


gga 


aga 


act 


get 


etc 


ata 


ctt 


get 


Asn 


Leu 


Asn 


Ala 


Leu 


Asp 


Arg 


Tyr 


Gly Arg 


Thr 


Ala 


Leu 


He 


Leu 


Ala 




30 










35 










40 










gta 


tgt 


tgt 


gga 


teg 


gca 


agt 


ata 


gtc 


age 


ctt 


eta 


ctt 


gag 


caa 


aac 


Val 


Cys 


Cys 


Gly 


Ser 


Ala 


Ser 


He 


Val 


Ser 


Leu 


Leu 


Leu 


Glu 


Gin 


Asn 



256 



45 50 55 60 



2223 



att gat gta tct tct caa gat eta tct gga cag acg gec ccc 298 
He Asp Val Ser Ser Gin Asp Leu Ser Gly Gin Thr Ala Pro 
65 70 

<210> 3606 

<211> 362 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .360 



105 



201 



<400> 3606 

agectgagge ggcggcgggg gtggctccgc gcgcggtggt ctegggggea aaataac 57 
atg gca gec aga cga att aca cag gag act ttt gat get gta tta caa 
Met Ala Ala Arg Arg He Thr Gin Glu Thr Phe Asp Ala Val Leu Gin 
O 1 5 10 15 

C £ gaa aaa gec aaa cga tat cac atg gat gee agt ggt gag get gta age 153 
Ul Glu Lys Ala Lys Arg Tyr His Met Asp Ala Ser Gly Glu Ala Val Ser 
y. 20 25 30 

gaa act ctt cag ttt aaa get caa gat etc tta agg gca gtc cca aga 
Glu Thr Leu Gin Phe Lys Ala Gin Asp Leu Leu Arg Ala Val Pro Arg 
35 40 45 

^ tec aga gca gag atg tat gat gac gtc cac age gat ggc aga tac tec 249 
^ Ser Arg Ala Glu Met Tyr Asp Asp Val His Ser Asp Gly Arg Tyr Ser 
5 50 55 60 

O etc agt gga tct gta get cac tct aga gat gee gga aga gaa ggc ctg 297 
Hi Leu Ser Gly Ser Val Ala His Ser Arg Asp Ala Gly Arg Glu Gly Leu 
ry 65 70 75 80 

j= aga agt gac gta ttt cca ggg cct tec ttc aga tea age aac cck kby 345 
J5 Arg Ser Asp Val Phe Pro Gly Pro Ser Phe Arg Ser Ser Asn Pro Xaa 

85 90 95 

ate agt gat gac age eg 362 
He Ser Asp Asp Ser 
100 

<210> 3607 
<211> 358 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .358 



<400> 3607 

tgacagtggt gcatcagtgg acagctcagg tcacacagtg atg gag aaa ctt ccc 

Met Glu Lys Leu Pro 
1 5 
agt ggc atg gaa att tct ttt gee cct gee acg tec cat gag gec cca 
Ser Gly Met Glu He Ser Phe Ala Pro Ala Thr Ser His Glu Ala Pro 



2224 



4 



10 



gee 


atg 


atg 


gat 


aat 


Ala 


Met 


Met 


Asp 


Ser 








25 




etc 




caa 


ccc 


aac 


Leu 


Ser 


Gin 


Pro 


Asn 






4 0 








y^y 


atg 


at a 
y u y 


aac 
yy v - 


lie 


ri 1 n 
\J± u. 




v al 






55 








gaa 


gat 


get 


gtg 


cct 


Glu 


Asp 


Ala 


Val 


Pro 


70 










ggg 


tgt 


cca 


cca 


aaa 


Gly 


Cys 


Pro 


Pro 


Lys 










90 


agg 


get 


atg 


aca 


tea 


Arg 


Ala 


Met 


Thr 


Ser 








105 





75 



ate 
He 

ccc 
Pro 

tec 

Ser 

60 

ata 

He 

tct 
Ser 



<210> 3608 

<211> 317 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 14 . .316 



age age 
Ser Ser 

30 
age ggc 
Ser Gly 
45 

cag gcg 
Gin Ala 

ttc tgt 
Phe Cys 

cct tea 
Pro Ser 



15 

agt gat get get 
Ser Asp Ala Ala 



gaa gtc 
Glu Val 

gee aag 
Ala Lys 

ggc aag 
Gly Lys 
80 

aaa gag 
Lys Glu 
95 



aag get 
Lys Ala 

50 
gtc att 
Val He 
65 

ate aaa 
He Lys 

aag act 
Lys Thr 



20 

ace gag atg 
Thr Glu Met 
35 

gaa aat aac 
Glu Asn Asn 

gtc tct gtc 
Val Ser Val 

ggc etc tea 
Gly Leu Ser 
85 

ccg tgc ttc 
Pro Cys Phe 
100 



151 



199 



247 



295 



343 



358 



<400> 3608 
catcagtgat t 



aag etc tgg 
Lys Leu Trp 
15 

aaa aga gaa 
Lys Arg Glu 
30 

ttg gtg cgc 
Leu Val Arg 
45 

cag att gtt 
Gin He Val 

get ttg get 
Ala Leu Ala 

gat gaa ttt 
Asp Glu Phe 
95 



cc atg gat ttt gta ctg etc aac ttt gca gaa atg aac 
Met Asp Phe Val Leu Leu Asn Phe Ala Glu Met Asn 
15 10 
gtg cga atg cag cat cag gga cat age cga gat aga gaa 
Val Arg Met Gin His Gin Gly His Ser Arg Asp Arg Glu 

20 25 
cga gaa aga caa gaa ctg aga att tta gtg gga aca aat 
Arg Glu Arg Gin Glu Leu Arg He Leu Val Gly Thr Asn 

35 40 
etc agt cag ttg gaa ggt gta aat gtg gaa cgt tac aaa 
Leu Ser Gin Leu Glu Gly Val Asn Val Glu Arg Tyr Lys 

50 55 60 

ttg act ggc ata ttg gag caa gtt gta aac tgt agg gat 
Leu Thr Gly He Leu Glu Gin Val Val Asn Cys Arg Asp 

65 70 75 

caa gaa tat etc atg gag tgt att att cag gtt ttc mmt 
Gin Glu Tyr Leu Met Glu Cys He He Gin Val Phe Xaa 



80 



85 



90 



cac etc cag act ttg aat 
His Leu Gin Thr Leu Asn 
100 



49 



97 



145 



193 



241 



289 



317 



<210> 3609 



2225 



<211> 168 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 7 . . 168 



48 



96 



<400> 3609 

ttaaat atg atg gca gat agg ttc ctg cat cca tgg cct aac gtt gga 
Met Met Ala Asp Arg Phe Leu His Pro Trp Pro Asn Val Gly 
15 10 
gtg gaa ttt tac aaa atg etc act aga gat cac tgc agt cat ttc eta 
Val Glu Phe Tyr Lys Met Leu Thr Arg Asp His Cys Ser His Phe Leu 
15 20 25 30 

agt get tec ttt gee aca gac tgg cct ggg tec ttt att tac ctt ccc 144 
Ser Ala Ser Phe Ala Thr Asp Trp Pro Gly Ser Phe He Tyr Leu Pro 

35 40 45 

tea ttc act ttc cct egg cca ccc 168 
Ser Phe Thr Phe Pro Arg Pro Pro 
50 

<210> 3610 
<211> 287 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



fy <222> 38. .286 



<400> 3610 

gaagacgtgg agegctgegg eggctgattt gtcaaag atg aaa gtg ace tta tea 55 

Met Lys Val Thr Leu Ser 
1 5 

get ttg gat act tct gag agt tct ttc aca cct ttg gtg gtc ata gaa 103 
Ala Leu Asp Thr Ser Glu Ser Ser Phe Thr Pro Leu Val Val He Glu 

10 15 20 

ctt get cag gat gtc aaa gaa gaa ace aaa gaa tgg ctg aaa aac aga 151 
Leu Ala Gin Asp Val Lys Glu Glu Thr Lys Glu Trp Leu Lys Asn Arg 

25 30 35 

att ata get aaa aaa aaa gat gga ggt gee cag ttg ttg ttt aga cca 199 
He He Ala Lys Lys Lys Asp Gly Gly Ala Gin Leu Leu Phe Arg Pro 

40 45 50 

ttg tta aat aaa tat gaa caa gaa aca eta gaa aat cag aac tta tat 247 
Leu Leu Asn Lys Tyr Glu Gin Glu Thr Leu Glu Asn Gin Asn Leu Tyr 
55 60 65 70 

ctt gtt ggt gee tec aag att aga atg tta eta ggg get c 
Leu Val Gly Ala Ser Lys He Arg Met Leu Leu Gly Ala 
75 80 

<210> 3611 



287 



2226 



# 



<211> 394 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 139. .393 



US 



<400> 3611 

gcggggaggc caaacttcct gctgaagctc tgtggyctct tttggggtgg gggcgggggt 60 
ccaggcagaa agaaaccgtc tgctgctcaa gacccacagg acgccgggaa gactaaatga 120 
tcactgcccc cagtgaat atg gtg aag aag ctg gtg atg gcc cag aag egg 171 

Met Val Lys Lys Leu Val Met Ala Gin Lys Arg 
15 10 
gga gag aca cga gcc ctt tgc ctg ggt gta acc atg gtg gtg tgt gcc 219 
Gly Glu Thr Arg Ala Leu Cys Leu Gly Val Thr Met Val Val Cys Ala 
15 20 25 

O gtc ate acc tac tac ate ctg gtc acg act gtg ctg ccc etc tac cag 267 
*J1 Val He Thr Tyr Tyr He Leu Val Thr Thr Val Leu Pro Leu Tyr Gin 
U| 30 35 40 

aaa age gtg tgg acc cag gaa tec aag tgc cac ctg att gag acc aac 315 
Lys Ser Val Trp Thr Gin Glu Ser Lys Cys His Leu He Glu Thr Asn 

45 50 55 

ate agg gac cag gag gag ctg aag ggc aag aag gtg ccc cag tac cca 363 
He Arg Asp Gin Glu Glu Leu Lys Gly Lys Lys Val Pro Gin Tyr Pro 
60 65 70 75 

tgc ctg tgg gtc aac gtg tea get gcc ggc a 3 94 

Cys Leu Trp Val Asn Val Ser Ala Ala Gly 
80 85 

<210> 3612 
<211> 461 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .459 



<400> 3612 

aacagcaagt aacaggcagg aggagtgtta agectgagge tccatcttca gggaagaaaa 
catcccaact agagaagaag ggacaccttc ccctcctaac aa atg aat gag egg 

Met Asn Glu Arg 

1 

gca att gca ggg get etc att get gac ttc ttg tct ggc ctg gta cac 
Ala He Ala Gly Ala Leu He Ala Asp Phe Leu Ser Gly Leu Val His 
5 10 15 20 

tgg ggt get gac aca tgg ggc tct gtg gag ctg ccc att gtg ggg aag 
Trp Gly Ala Asp Thr Trp Gly Ser Val Glu Leu Pro He Val Gly Lys 

25 30 35 

get ttc ate cga ccc ttc egg gag cac cac att gac cca aca get ate 
Ala Phe He Arg Pro Phe Arg Glu His His He Asp Pro Thr Ala He 



2227 



40 

aca egg cac gac ttc ate 
Thr Arg His Asp Phe lie 
55 

ctg ctg ccg ctg eta aac 
Leu Leu Pro Leu Leu Asn 
70 

gaa gec ctg gag cag eta 
Glu Ala Leu Glu Gin Leu 
85 90 
ate ate ttc ggc ace ttc 
He He Phe Gly Thr Phe 
105 

tac ttt ggg ct 
Tyr Phe Gly 



45 

gag ace aac ggg gac aac 
Glu Thr Asn Gly Asp Asn 
60 

atg gee tac aag ttc cgc 
Met Ala Tyr Lys Phe Arg 
75 80 
tac ccc tgg gag tgc ttc 
Tyr Pro Trp Glu Cys Phe 
95 

ace aac cag ate cac aag 
Thr Asn Gin He His Lys 
110 



50 

tgc ctg gtg aca 306 

Cys Leu Val Thr 

65 

acc cac age cct 354 
Thr His Ser Pro 

gtc ttc tgc ctg 402 
Val Phe Cys Leu 
100 

tgg teg cac acg 450 
Trp Ser His Thr 
115 

461 



m 
y 



<210> 3613 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 158 . .457 



<400> 3613 

ctttctgagc ttcctgggcc ggctctagaa caattcaggc ttegctgega ctcagacctc 60 
agctccaaca tatgeattet gaagaaagat ggctgagatg gaeagaatge tttattttgg 120 
aaagaaacaa tgttctaggt caaactgagt ctaccaa atg cag act ttc aca atg 175 

Met Gin Thr Phe Thr Met 
1 5 

gtt eta gaa gaa ate tgg aca agt ctt ttc atg tgg ttt ttc tac gca 223 
Val Leu Glu Glu He Trp Thr Ser Leu Phe Met Trp Phe Phe Tyr Ala 

10 15 20 

ttg att cca tgn ttg etc aca gat gaa gtg gee att ctg cct gee cct 271 
Leu He Pro Xaa Leu Leu Thr Asp Glu Val Ala He Leu Pro Ala Pro 

25 30 35 

cag aac etc tct gta etc tea acc aac atg nag cat etc ttg atg tgg 319 
Gin Asn Leu Ser Val Leu Ser Thr Asn Met Xaa His Leu Leu Met Trp 

40 45 50 

age cca gtg ate gcg cct gga gaa aca gtg tac tat tct gtc gaa tac 367 
Ser Pro Val He Ala Pro Gly Glu Thr Val Tyr Tyr Ser Val Glu Tyr 
55 60 65 70 

cag ggg gag tac gag age ctg tac acg age cac ate tgg ate ccc age 415 
Gin Gly Glu Tyr Glu Ser Leu Tyr Thr Ser His He Trp He Pro Ser 

75 80 85 

age tgg tgc tea etc act gaa ggt cct gag tgt gat gtc act 457 
Ser Trp Cys Ser Leu Thr Glu Gly Pro Glu Cys Asp Val Thr 
90 95 100 



<210> 3614 
<211> 239 
<212> DNA 



2228 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .239 



60 
107 



203 



239 



<400> 3614 

caataaatag agtcatcaga atgctgtctt cttacattct tcatcgtggt aagagcttat 
ag atg get tec atg cac ata tea tct tta tgc tat agg aag tea cct 
Met Ala Ser Met His He Ser Ser Leu Cys Tyr Arg Lys Ser Pro 
15 10 15 

gta tgc tct aag gtg etc aaa ccc att act tec age eta ggc ate tct 155 
Val Cys Ser Lys Val Leu Lys Pro He Thr Ser Ser Leu Gly He Ser 

20 25 30 

cct tac att caa act tac ctg ate tct cat age tgg tta ate aca aag 
Pro Tyr He Gin Thr Tyr Leu He Ser His Ser Trp Leu He Thr Lys 
„ 35 40 45 

tac tgc cac ate tgc etc ctg agt gtt ttg cca gec 
Tyr Cys His He Cys Leu Leu Ser Val Leu Pro Ala 
Iff 50 55 

yj <210> 3615 

=Q <211> 296 

■JR <212> DNA 

.Ik <213> Homo sapiens 

m <220> 

J; <221> CDS 

[j* <222> 71 . .295 

fy 

Q <400> 3615 

Q agagectgge tgctggcggc cgggagcgcc gggaegggge gcgaascgga gstcegggae 60 
^ gtggatacag atg aaa aga asc ama gaa ttg ata act mma aat cat agt 109 
Met Lys Arg Xaa Xaa Glu Leu He Thr Xaa Asn His Ser 
15 10 
caa gag gha aca agt att ctt cgk tgn hgg aaa tgt aga maa tgt ata 157 
Gin Glu Xaa Thr Ser He Leu Arg Xaa Xaa Lys Cys Arg Xaa Cys He 

15 20 25 

gca age tct ggt tgt ttt atg gag tat ctt gag aat caa gtg att aag 205 
Ala Ser Ser Gly Cys Phe Met Glu Tyr Leu Glu Asn Gin Val He Lys 
30 35 40 45 

gat ava gat gmt tea gtt gat get caa aat att tgt cat gtg tgg cac 253 
Asp Xaa Asp Xaa Ser Val Asp Ala Gin Asn He Cys His Val Trp His 

50 55 60 

atg amt gta gaa gee ctt cca gaa tgg ata age tgc eta ate c 
Met Xaa Val Glu Ala Leu Pro Glu Trp He Ser Cys Leu He 
65 70 75 

<210> 3616 
<211> 358 
<212> DNA 

<213> Homo sapiens 



296 



2229 



<220> 
<221> CDS 
<222> 168. .356 



<400> 3616 

caaaaagcac ttacctgaaa attaaagctg aaggttttct ttactgattt gaagggcatc 
tgggaatttc atttcgtaga aactccactt aamcatggca agagtttctc aagatataaa 
aattctccct gattgtaaca agtactgaga cagtgaacaa atcctgt atg tea cat 

Met Ser His 
1 

ttg atg acc tta gca att ata cag aca ggg aaa atg ttt ate ttg att 
Leu Met Thr Leu Ala He He Gin Thr Gly Lys Met Phe He Leu He 

5 10 15 

tct get aca gca aca ctg aag cca gag gtg tct gag ctt tgg eta atg 
Ser Ala Thr Ala Thr Leu Lys Pro Glu Val Ser Glu Leu Trp Leu Met 
20 25 30 35 

O tea ctt gat gta ggt cag ccc tay tgt gag tgt caa ccc tgg ttt eta 
%g Ser Leu Asp Val Gly Gin Pro Tyr Cys Glu Cys Gin Pro Trp Phe Leu 
1^ 40 45 50 

hi aat gtg ctg ctg gag gaa tec act tea ctt cca gtt ta 
2.s Asn Val Leu Leu Glu Glu Ser Thr Ser Leu Pro Val 
% 55 60 

^ <210> 3617 

^0 <211> 228 

s <212> DNA 

O <213> Homo sapiens 

ry <22o> 

<221> CDS 
~ <222> 70 . .228 



<400> 3617 

agaaattgtt ccggatctcg ggteggacac ggaagtcttc ctgcagtgtt tctggatgcg 
gggacaggg atg cgc agg aat tec agt etc agt ttc cag atg gag cga ccc 

Met Arg Arg Asn Ser Ser Leu Ser Phe Gin Met Glu Arg Pro 

15 10 
etc gag gag caa gtc cag age aag tss teg tct agt caa ggc cgc aca 
Leu Glu Glu Gin Val Gin Ser Lys Xaa Ser Ser Ser Gin Gly Arg Thr 
15 20 25 30 

kka aca gga ggg tct gat gtc etc cag atg cag aac agt gaa cac cat 
Xaa Thr Gly Gly Ser Asp Val Leu Gin Met Gin Asn Ser Glu His His 

35 40 45 

gga caa age ate aag act cac 
Gly Gin Ser He Lys Thr His 
50 

<210> 3618 
<211> 395 
<212> DNA 

<213> Homo sapiens 



60 
120 
176 



224 



272 



320 



358 



60 
111 



159 



207 



228 



2230 



<220> 
<221> CDS 
<222> 209 . .394 



W 



<400> 3618 

aatgtttaac gtgcccaagt cccggcccac tgatactgga ggctgctgcc ccaggttgtg 
gagggtgtgc ggtgcctggc gttggctcct gtggccccac ctgccaccgc ggctgctgga 
actgccttga aggaaggcgg acagcctgag ggccctgagt gtcaggttac caaggaaacc 
aagccagcca accaaggtct ggagaagg atg atg ccc cgt gtg gcc ccc gtg 

Met Met Pro Arg Val Ala Pro Val 
1 5 
gcc ctg cct gca gtg tgc agt gtg ggg ctg ggc aga gag gaa gav tec 
Ala Leu Pro Ala Val Cys Ser Val Gly Leu Gly Arg Glu Glu Xaa Ser 

10 15 20 

tgg tta gcc aga ggt gcc acc gca gac tec cca ggc agg gtt gat ggc 
Trp Leu Ala Arg Gly Ala Thr Ala Asp Ser Pro Gly Arg Val Asp Gly 
25 30 35 40 

cct get ggg gtt ccc ctg get cca ctg get tgc tgt gac tgg gga cat 
Pro Ala Gly Val Pro Leu Ala Pro Leu Ala Cys Cys Asp Trp Gly His 

45 50 55 

tec tta get ttg agg caa c 
Ser Leu Ala Leu Arg Gin 
60 





<210> 


3619 




<211> 


353 


tj 


<212> 


DNA 


fU 


<213> 


Homo 


Us 


<220> 




ap 


<221> 


CDS 




<222> 


140 . 



60 
120 
180 
232 



280 



328 



376 



395 



<400> 3619 

tactttketc ttaaagtctc atgaagcaaa cagcaatgea gtgagattta gagtgtgcct 
gctcataaac aagcttttgg gaagtatdec agaaaatgew cagattgatg atgatgtgtt 
tgataaaatk aataaagee atg ctt atk aga ttg aaa gat aag att cca aat 

Met Leu Xaa Arg Leu Lys Asp Lys lie Pro Asn 
15 10 
gtg aga ata cag gca gtt ctg gcg ctt tea cga ctt cag gat ccc aag 
Val Arg He Gin Ala Val Leu Ala Leu Ser Arg Leu Gin Asp Pro Lys 

15 20 25 

gat gat gaa tgc cca gtg gtt aat gca tat gcd act ttg att gaa aat 
Asp Asp Glu Cys Pro Val Val Asn Ala Tyr Ala Thr Leu He Glu Asn 

30 35 40 

gat tea aat cca gaa gtt aga egg gca gtg tta tea tgt att gca cca 
Asp Ser Asn Pro Glu Val Arg Arg Ala Val Leu Ser Cys He Ala Pro 

45 50 55 

tea gca aag act ttg cbd vaa att rta ggg cgc aca c 
Ser Ala Lys Thr Leu Xaa Xaa He Xaa Gly Arg Thr 
60 65 70 



60 
120 
172 



220 



268 



316 



353 



2231 



<210> 3620 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 67 . .321 



60 
108 



<400> 3620 

acaaagcttg cagggtaagt gacacaactt gaaactgctt ggccctcttt aaaaagaaat 
aataaa atg gga gag aat gaa gca agt tta cct aac acg tct ttg caa 
Met Gly Glu Asn Glu Ala Ser Leu Pro Asn Thr Ser Leu Gin 
15 10 
ggt aaa aag atg gcc tat cag aag gtc cat gca gat caa aga get cca 156 
Gly Lys Lys Met Ala Tyr Gin Lys Val His Ala Asp Gin Arg Ala Pro 
O 15 20 25 30 

%p gga cac tea cag tac tta gac aat gat gac ctt caa gcc act gcc ctt 204 
111 Gly His Ser Gin Tyr Leu Asp Asn Asp Asp Leu Gin Ala Thr Ala Leu 

35 40 45 

gac tta gag tgg gac atg gag aag gaa eta gag gag tct ggt ttt gac 252 
Asp Leu Glu Trp Asp Met Glu Lys Glu Leu Glu Glu Ser Gly Phe Asp 
50 55 60 

^ caa ttc cag ctn nac agt get gag aat cag aac eta ggg cat tea gag 3 00 

Gin Phe Gin Leu Xaa Ser Ala Glu Asn Gin Asn Leu Gly His Ser Glu 
= 65 70 75 

O net ata gac etc aat ctt gat t 322 
f|j Xaa lie Asp Leu Asn Leu Asp 

ry so 85 

S <210> 3621 

2 <211> 437 

w <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .435 



<400> 3621 



agttagtgcc tggaccagga ccatcacact 


ggggacegge 


ttctctgctc tecegtt 


atg ggg gtc 


ggg gga atg 


atg 


ggt 


caa 


ggg 


tct 


tyc 


cga 


aga 


rrg 


cga 


Met Gly Val 


Gly Gly Met 


Met 


Gly Gin 


Gly 


Ser 


Xaa 


Arg 


Arg 


Xaa 


Arg 


1 


5 








10 










15 




gaa agg aac 


agg cgc ctt 


caa 


aag 


ccc 


act 


tgg 


cga 


tgg 


gtt 


aca 


gta 


Glu Arg Asn 


Arg Arg Leu 


Gin 


Lys 


Pro 


Thr 


Trp 


Arg 


Trp 


Val 


Thr 


Val 




20 






25 










30 






aga gga agt 


ctg cat tat 


cac 


gag 


gag 


ctt 


gga 


aag 


gag 


gta 


aca 


cac 


Arg Gly Ser 


Leu His Tyr 


His 


Glu 


Glu 


Leu 


Gly 


Lys 


Glu 


Val 


Thr 


His 


35 






40 










45 








tea agg caa 


att tea agt 


aac 


tea 


tec 


tgg 


agg 


cag 


ctg 


cct 


act 


ctg 



2232 



Ser Arg Gin lie Ser Ser 
50 

cag ctg tgg ttc tec ace 
Gin Leu Trp Phe Ser Thr 
65 70 
tgc gca ggt ctg aga agg 
Cys Ala Gly Leu Arg Arg 
85 

cac cat ggc cca gta gca 
His His Gly Pro Val Ala 
100 

tec ccc tec egg ata gcg 
Ser Pro Ser Arg lie Ala 
115 



Asn Ser Ser Trp Arg Gin 
55 60 
aca gag aga aga aaa ggg 
Thr Glu Arg Arg Lys Gly 
75 

ctt tea ttc tgg age ate 
Leu Ser Phe Trp Ser lie 
90 

ccc ctt ttt etc cat gag 
Pro Leu Phe Leu His Glu 
105 

cct cct tec aga aag agg 
Pro Pro Ser Arg Lys Arg 
120 



Leu Pro Thr Leu 

agg gag atg gag 297 
Arg Glu Met Glu 
80 

tgc agg age ctg 345 
Cys Arg Ser Leu 
95 

ctg ctg gtg ggt 393 
Leu Leu Val Gly 
110 

atg tgg tc 437 

Met Trp 

125 



<210> 3622 

<211> 362 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 168. .362 



<400> 3622 

atttccacaa ctttaaaggg ccaagattag gcattcttgg 
taaggaagag aggctgccca ccttggtcaa acaatwaaga 
gggattttga tgaaaagcaa caggaagcaa atgaaacget 



gag eta cgt 
Glu Leu Arg 
5 

ctt cga aac 
Leu Arg Asn 
20 

age aca cct 
Ser Thr Pro 

ggc ata tat 
Gly lie Tyr 



tat gca ccc 
Tyr Ala Pro 

tac egg aag 
Tyr Arg Lys 
25 

ttg aca gee 
Leu Thr Ala 
40 

get gta gag 
Ala Val Glu 
55 



ctg 

Leu 

10 

gac 

Asp 

aca 
Thr 

aat 
Asn 



tct ttc cga aac 
Ser Phe Arg Asn 



ctt get 
Leu Ala 

cct gga 
Pro Gly 

gag cat 
Glu His 
60 



aaa etc 
Lys Leu 
30 

ggc cga 
Gly Arg 
45 

atg aat 
Met Asn 



gctggaaatt caaatcccca 
vgamaagarg aaattgatca 
ggcagag atg gag gag 

Met Glu Glu 

1 

ccc atg atg tct aag 
Pro Met Met Ser Lys 
15 

cat egg gag gtg aga 
His Arg Glu Val Arg 
35 

gga gac atg aaa tat 
Gly Asp Met Lys Tyr 
50 

egg eta ctt 
Arg Leu Leu 
65 



60 
120 
176 



224 



272 



320 



362 



<210> 3623 
<211> 374 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 77 . . 373 



2233 



•» 9 



'4^ 



160 



208 



304 



352 



<400> 3623 

agcgccgaga ttgattcacc ttcacctgtg ctgcactcca gctgacccaa gtaggaagcc 60 
agacgagctg taaaac atg aac gga aga gtg gat tat ttg gtc act gag gaa 112 
Met Asn Gly Arg Val Asp Tyr Leu Val Thr Glu Glu 
15 10 
gag ate aat ctt acc aga ggg ccc tea ggg ctg ggc ttc aac ate gtc 
Glu He Asn Leu Thr Arg Gly Pro Ser Gly Leu Gly Phe Asn He Val 

15 20 25 

ggt ggg aca gat cag cag tat gtc tec aac gac agt ggc ate tac gtc 
Gly Gly Thr Asp Gin Gin Tyr Val Ser Asn Asp Ser Gly He Tyr Val 

30 35 40 

age cgc ate aaa gaa aat ggg get gcg gec ctg gat ggg egg etc cag 256 
Ser Arg He Lys Glu Asn Gly Ala Ala Ala Leu Asp Gly Arg Leu Gin 
45 50 55 60 

gag ggt gat aag ate ctt teg gta aat ggc caa gac eta aag aac ctg 
Glu Gly Asp Lys He Leu Ser Val Asn Gly Gin Asp Leu Lys Asn Leu 

65 70 75 

ctg cac cag gat get gta gac etc ttt cgt aat gca ggc tat get gtg 
Leu His Gin Asp Ala Val Asp Leu Phe Arg Asn Ala Gly Tyr Ala Val 
80 85 90 

n tct ctg aga gtg cag cac agg t 374 
h& Ser Leu Arg Val Gin His Arg 

<210> 3624 

^ <211> 288 

m <212> DNA 

^ <213> Homo sapiens 

ITU <220> 

pj <221> CDS 

J! <222> 50. .286 



<400> 3624 

tggaaaatac ttgtattcgg cagttgaegg ccakccccct cgaagagga atg gac tec 58 

Met Asp Ser 
1 

gee cag agg gaa gee ttg gac gac att gyc atr cag gtc atg gag ats 106 
Ala Gin Arg Glu Ala Leu Asp Asp He Xaa Xaa Gin Val Met Glu Xaa 

5 10 15 

ate aat gec aac gec aag acc aga ggg cgc ate att gac ttc aaa gag 154 
He Asn Ala Asn Ala Lys Thr Arg Gly Arg He He Asp Phe Lys Glu 
20 25 30 35 

ate cag tac ggc tac cgc egg gtg aac ccc atg tat ggg get gag tac 
He Gin Tyr Gly Tyr Arg Arg Val Asn Pro Met Tyr Gly Ala Glu Tyr 

40 45 50 

ate ctg gac ctg ctg ctt ctg tac aaa aag cac aaa ggg aag aaa atg 
He Leu Asp Leu Leu Leu Leu Tyr Lys Lys His Lys Gly Lys Lys Met 

55 60 65 

acg gtc cct gtg agg asg cac gcg tat tta cag cct ca 
Thr Val Pro Val Arg Xaa His Ala Tyr Leu Gin Pro 
70 75 



202 



250 



288 



2234 



«• 0 



<210> 3625 
<211> 341 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 156 . .341 



<400> 3625 

tctgtggcca agaaaagagt gattctgaca aaaaatacag cgaacagcgt cttgatgtgc 60 
tctctgctct agttttggct gaaaacactc taaatggacc aagcacaaag caacggcgac 120 
ttattgtttc tttggcacta agtgttggca cacaa atg aaa aca ttt aaa gat 173 

Met Lys Thr Phe Lys Asp 
1 5 

gaa gaa etc ttt cca ctt caa gta gtc atg aaa aaa ctg gat ctt att 221 
Glu Glu Leu Phe Pro Leu Gin Val Val Met Lys Lys Leu Asp Leu He 

0 10 15 20 

^0 a 9 w 9 aa ctt aga gaa cga gtc caa aca caa tgt gac tgt tgt tt:t tta 269 

01 Xaa Glu Leu Arg Glu Arg Val Gin Thr Gin Cys Asp Cys Cys Phe Leu 

U 25 30 35 

Ul tac tgg cat cga get gtc ttc cca att twt tta gat grt gta tat gaa 317 

Tyr Trp His Arg Ala Val Phe Pro He Xaa Leu Asp Xaa Val Tyr Glu 

^ 40 45 50 

atg ctg ttg atg cag cag ata cat 341 

'%D Met Leu Leu Met Gin Gin He His 

s 55 60 

fU <210> 3626 
fU <211> 382 
"p <212> DNA 

=3SS= 

=?U <213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .381 



<400> 3626 

cccatctccc caccctctct tctccaccag ccaacgtccg ggaaaaacga gtttttcacg 60 
actgaaataa catagcaaaa taagecaaga tgtctggatc ca atg acc tac gag 114 

Met Thr Tyr Glu 

1 

gec cag ttc ttt ggc ttc acg cca caa acg tgc atg ctt egg ate tac 162 

Ala Gin Phe Phe Gly Phe Thr Pro Gin Thr Cys Met Leu Arg He Tyr 

5 10 15 20 

att gca ttt caa gac tac eta ttt gaa gtg atg cag gec gtt gad cag 210 

He Ala Phe Gin Asp Tyr Leu Phe Glu Val Met Gin Ala Val Xaa Gin 

25 30 35 

gtt att ctg aag aag ctg gat ggc ate cca gac tgt gac att age cca 258 
Val He Leu Lys Lys Leu Asp Gly He Pro Asp Cys Asp He Ser Pro 

40 45 50 

gtg cag att cgc aaa tgc aca gag aag ttt ctt tgc ttc atg aaa gga 306 



2235 



•• 9 



Val Gin He Arg Lys Cys Thr Glu Lys Phe Leu Cys Phe Met Lys Gly 

55 60 65 

cat ttt gat aac ctt ttt age aaa atg gag caa ctg ttt ttg cag ctg 
His Phe Asp Asn Leu Phe Ser Lys Met Glu Gin Leu Phe Leu Gin Leu 

70 75 80 

att tta cgt att ccc tea aac ate ttg c 
He Leu Arg He Pro Ser Asn He Leu 
85 90 



<210> 3627 

<211> 423 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 72 . .422 



%Q <400> 3627 

\n accgactgtg tggaagcacc aggcatcaga gatagagtct tccctggcat tgcaggagag 60 
'%! aatctgaagg g atg atg gat gca tea aaa gag ctg caa gtt etc cac att 110 

Met Met Asp Ala Ser Lys Glu Leu Gin Val Leu His He 
15 10 
gac ttc ttg aat cag gac aac gee gtt tct cac cac aca tgg gag ttc 158 
^ Asp Phe Leu Asn Gin Asp Asn Ala Val Ser His His Thr Trp Glu Phe 
Ul 15 20 25 

3 caa acg age agt cct gtg ttc egg cga gga cag gtg ttt cac ctg egg 206 

O Gin Thr Ser Ser Pro Val Phe Arg Arg Gly Gin Val Phe His Leu Arg 



30 










35 










40 










45 


ctg 


gtg 


ctg 


aac 


cag 


ccc 


eta 


caa 


tec 


tac 


cac 


caa 


ctg 


aaa 


ctg 


gaa 


Leu 


Val 


Leu 


Asn 


Gin 


Pro 


Leu 


Gin 


Ser 


Tyr 


His 


Gin 


Leu 


Lys 


Leu 


Glu 










50 










55 










60 




ttc 


age 


aca 


ggg 


ccg 


aat 


cct 


age 


ate 


gec 


aaa 


cac 


ace 


ctg 


gtg 


gtg 


Phe 


Ser 


Thr 


Gly 


Pro 


Asn 


Pro 


Ser 


He 


Ala 


Lys 


His 


Thr 


Leu 


Val 


Val 








65 










70 










75 






etc 


gac 


ccg 


agg 


acg 


ccc 


tea 


gac 


cac 


tac 


aac 


tgg 


cag 


gca 


ace 


ctt 


Leu 


Asp 


Pro 


Arg 


Thr 


Pro 


Ser 


Asp 


His 


Tyr 


Asn 


Trp 


Gin 


Ala 


Thr 


Leu 






80 










85 










90 








caa 


aat 


gag 


tct 


ggc 


aaa 


gag 


gtc 


aca 


gtv 


get 


gtc 


ace 


agt 


tec 


ccc 


Gin 


Asn 


Glu 


Ser 


Gly 


Lys 


Glu 


Val 


Thr 


Val 


Ala 


Val 


Thr 


Ser 


Ser 


Pro 




95 










100 










105 










aat 


gee 


ate 


ctg 


ggc 


aag 


tac 


caa 


c 
















Asn 


Ala 


He 


Leu 


Gly Lys 


Tyr 


Gin 


















110 










115 























254 



302 



350 



398 



423 



<210> 3628 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121. .384 



2236 











<210> 


3629 




<211> 


391 


*U 


<212> 


DNA 




<213> 


Homo sapiens 


m i 


<220> 




f=3 s 
ij sj 


<221> 


CDS 




<222> 


6. .389 


M 


<400> 


3629 



264 



<400> 3628 

aaactgaagc ccaacctagg caacggggca gacctgccca attaccgctg gacccagacc 60 
ctgtcggagc tggacctggc ggtccctttc tgtgtgaact tccggctgaa agggaaggac 120 
atg gtg gtg gac ate cag egg egg cac etc egg gtg ggg etc aag ggg 168 
Met Val Val Asp He Gin Arg Arg His Leu Arg Val Gly Leu Lys Gly 
15 10 15 

cag cca gcg ate att gat ggg gag etc tac aat gaa gtg aag gtg gag 216 
Gin Pro Ala He He Asp Gly Glu Leu Tyr Asn Glu Val Lys Val Glu 

20 25 30 

gag age teg tgg etc att gag gac ggc aag gtg gtg act gtg cat ctg 
Glu Ser Ser Trp Leu He Glu Asp Gly Lys Val Val Thr Val His Leu 

35 40 45 

gag aag ate aat aag atg gag tgg tgg age cgc ttg gtg tec agt gac 312 
Glu Lys He Asn Lys Met Glu Trp Trp Ser Arg Leu Val Ser Ser Asp 

50 55 60 

ctg aga tea aca cca aga aga tta ace ctg aag aat tec aag ctg tea 
Leu Arg Ser Thr Pro Arg Arg Leu Thr Leu Lys Asn Ser Lys Leu Ser 
65 70 75 80 

gac ctg gac agt gag act cgc age at 
Asp Leu Asp Ser Glu Thr Arg Ser 
85 



360 



386 



tggga atg aag ctg tea gaa ate ccc ttg act ctg cat tct gtt tea gag 50 
Met Lys Leu Ser Glu He Pro Leu Thr Leu His Ser Val Ser Glu 
15 10 15 

ctg gtg egg etc tgc ttg cgc aga tct gat gtt cag gag gaa age gag 98 
Leu Val Arg Leu Cys Leu Arg Arg Ser Asp Val Gin Glu Glu Ser Glu 

20 25 30 

ggc tea gac aca gat gac aat aaa gat tea get gca ttt gag gat aat 146 
Gly Ser Asp Thr Asp Asp Asn Lys Asp Ser Ala Ala Phe Glu Asp Asn 

35 40 45 

gag gta caa gat gag ttc eta gaa aag ctg gag ace tct gaa ttt ttt 194 
Glu Val Gin Asp Glu Phe Leu Glu Lys Leu Glu Thr Ser Glu Phe Phe 

50 55 60 

gag ctg acg tea gag gag aag eta cag ate ttg aca gya ctg tgc cac 242 
Glu Leu Thr Ser Glu Glu Lys Leu Gin He Leu Thr Xaa Leu Cys His 

65 70 75 

egg ate etc atg aca tac tea gtg caa gac cac atg gag acc aga cag 290 
Arg He Leu Met Thr Tyr Ser Val Gin Asp His Met Glu Thr Arg Gin 
80 85 90 95 

cag atg tct gca gag ttg tgg aag gaa egg ctt get gtg ttg aag gaa 338 



2237 



0 



Gin Met Ser Ala Glu Leu Trp Lys Glu Arg Leu Ala Val Leu Lys Glu 

100 105 110 

gaa aat gat aag aag aga gca gag aaa cag aaa egg aaa gaa atg gaa 
Glu Asn Asp Lys Lys Arg Ala Glu Lys Gin Lys Arg Lys Glu Met Glu 
115 120 125 

gec gt 
Ala 

<210> 3630 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 205 . .399 



386 



391 



y 



<400> 3630 

ccgtgcattt ttatttctcc teatctgetg taccttctta ccaaccgatc tcttatcttg 
tccactcctc tctaccacag acttctccta agaatttcct cttctcattt ttgccttttt 
attgtattga acaatggttg cmatccctag ccctaccact tggecgatte tgcatcatag 
aaactagctt agcagcatat tatc atg gat gtg aat ata ttt ttg agt agg 

Met Asp Val Asn lie Phe Leu Ser Arg 
1 5 
gaa tat gat caa gag ttc tat agt ate ttt cca aaa aca ttt ttt aga 
Glu Tyr Asp Gin Glu Phe Tyr Ser He Phe Pro Lys Thr Phe Phe Arg 
10 15 20 25 

gac aaa tct ttt etc cca aat att cat tta gtt tgg aac ate tct get 
Asp Lys Ser Phe Leu Pro Asn He His Leu Val Trp Asn He Ser Ala 

30 35 40 

ctt act gta aat cac agt gac att ate cag ggg gta tct agg gah ncc 
Leu Thr Val Asn His Ser Asp He He Gin Gly Val Ser Arg Xaa Xaa 



45 



50 



55 



ccc tgg ata gtc tgc ttt ttg ate ac 
Pro Trp He Val Cys Phe Leu He 
60 65 



60 
120 
180 
231 



279 



327 



375 



401 



<210> 3631 

<211> 247 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 55. .246 



<400> 3631 

tttgttgttg tttttgagac tgagtttcac tcttgttgcc caggctggag tgea atg 

Met 
1 

gca cca tct egg etc act gca acc tec ace tec tgg ttc aag cga ttc 
Ala Pro Ser Arg Leu Thr Ala Thr Ser Thr Ser Trp Phe Lys Arg Phe 



2238 




5 10 15 

tea ggc etc age ttc cca agt agt tgg gat tac agg sgc stg cca cca 153 

Ser Gly Leu Ser Phe Pro Ser Ser Trp Asp Tyr Arg Xaa Xaa Pro Pro 

20 25 30 

cac ctg get aat ttt gta ttt tta gta gag atg ggg ttt etc cat gtt 201 

His Leu Ala Asn Phe Val Phe Leu Val Glu Met Gly Phe Leu His Val 

35 40 45 

ggt cag get ggt etc aaa etc ccg acc tea agt gat eta ccc gca c 247 

Gly Gin Ala Gly Leu Lys Leu Pro Thr Ser Ser Asp Leu Pro Ala 
50 55 60 

<210> 3632 

<211> 365 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 130. .363 



y] <400> 3632 

aaaatcaatg tgeaaaaate acaagcattc ttatacacca ataacagaca gagagecaaa 60 
* tcatgagtga actcccattc acaattgett caaagagaac aaaatacata ggaatccaac 120 
^ ttacaaggg atg ttg aag gac etc ttc aag gag aac tac aaa cca ctg etc 171 
C 5 Met Leu Lys Asp Leu Phe Lys Glu Asn Tyr Lys Pro Leu Leu 

m i 5 io 

s agt gaa ata aaa gag gat aca aac aaa tgg aag aac att cca tgc tea 219 

fi Ser Glu He Lys Glu Asp Thr Asn Lys Trp Lys Asn He Pro Cys Ser 

J 15 20 25 30 

ni tgg ata gga aga ate aat ate atg aaa atg ccc ata ctg ccc aag gta 267 

£ 2 Trp He Gly Arg He Asn He Met Lys Met Pro He Leu Pro Lys Val 

J 35 40 45 

att tat aga ttc aat gee ate ccc ate aag eta cca atg act ttc ttc 315 
O He Tyr Arg Phe Asn Ala He Pro He Lys Leu Pro Met Thr Phe Phe 
50 55 60 

aca gaa ttg gaa aaa act aaa gtt cat atg gaa cca aaa aag age cca 363 
Thr Glu Leu Glu Lys Thr Lys Val His Met Glu Pro Lys Lys Ser Pro 
65 70 75 



365 



ca 

<210> 3633 

<211> 219 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .217 



<400> 3633 

tatggataga ttttcaaact cagtaccaac ccagcttctc ctaactgagt aaattagagg 60 
c atg caa tct gat ggt ctt ggt tgc cac ttt agg cag agt ata tat acc 109 



2239 



Met Gin Ser Asp Gly Leu Gly Cys His Phe Arg Gin Ser He Tyr Thr 
15 10 15 

acc ccc cac cca mtc cts kcc atna mcc sac cca btc ttt cct tct ttc 
Thr Pro His Pro Xaa Leu Xaa Xaa Xaa Xaa Pro Xaa Phe Pro Ser Phe 

20 25 30 

eta ctt tat cag gtg aag aca tdc agt gaa get tgc ctg atg gta agg 
Leu Leu Tyr Gin Val Lys Thr Xaa Ser Glu Ala Cys Leu Met Val Arg 

35 40 45 

aaa cca gec cat tc 
Lys Pro Ala His 
50 



<210> 3634 

<211> 469 

<212> DNA 

<213> Homo sapiens 



m 



<220> 
<221> CDS 
<222> 216 . .467 



I 5 <400> 3634 

4f ttaaggccag ggcaacaaag tcaagaggtc aaggtgtagg gecatgagge ctggacctat 60 

^? getgeaggea agggtttcca tccccgctgc cctaggcact ctcttcccaa ggccaggttg 120 

*M ggcacctggg grangtcagt tcagaaatat ctagcagaga cctcttaaac ccccatccca 180 

%S gcaccccatc ctgttgttcc cagagctggt ctccc atg agt gtg eta gag cca 233 
= Met Ser Val Leu Glu Pro 

n i 5 

pj gat age cgt ggc ccc cca ccc ate tea etc aca cac aca ggc ate cat 281 

Asp Ser Arg Gly Pro Pro Pro He Ser Leu Thr His Thr Gly He His 
% 10 15 20 

5 aca ccc cag aag act tec caa atg agg cca gac tea ggg tea egg gga 329 
J Thr Pro Gin Lys Thr Ser Gin Met Arg Pro Asp Ser Gly Ser Arg Gly 
U 25 30 35 

atg tgc ttc tgc ccc tgt aag ggc ttt ggg gaa ggg ggc aac ata gta 377 
Met Cys Phe Cys Pro Cys Lys Gly Phe Gly Glu Gly Gly Asn He Val 

40 45 50 

gag get gga aag age ccc caa acc tgt gcv bat gmc cct cca gee ctg 425 
Glu Ala Gly Lys Ser Pro Gin Thr Cys Ala Xaa Xaa Pro Pro Ala Leu 
55 60 65 70 

cgt ttc cat tct gec ttc tea gag tgc cct tgc tgc acc cag ac 
Arg Phe His Ser Ala Phe Ser Glu Cys Pro Cys Cys Thr Gin 
75 80 



469 



<210> 3635 

<211> 460 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 121 . .459 



2240 



<400> 3635 



60 



5 T~ 



gaccatcacc gaccagagct tggacgaggc gcaagcaaag aaacatgccc tgaactgtca 
cagaatgaaa ccagcgctct tcagcgtcct gtgtgagatc aaagagaaaa caggcatgta 120 



atg 


aat 


tta 


mtw 


cca 


cat 


Qtq 

ZD ZD 


a kg 


aac 


ctt 


etc 


cga 


gaa 


cag 


agt 


aga 


168 


Met 


Asn 


Leu 


Xaa 


Pro 


His 


Val 


Xaa 


Asn 


Leu 


Leu 


Arg 


Glu 


Gin 


Ser 


Arg 




1 








5 










10 










15 






^ r* a 


cgt 


ccc 


att 


tct 


cca 


aaa 


qaq 


att 


qaa 


aga 


atg 


gtg 


ggc 


ate 


ate 


216 


Thr 


Arg 


Pro 


lie 


Ser 


Pro 


Lvs 


Glu 


He 


Glu 


Arg 


Met 


Val 


Gly 


He 


He 








20 










25 










30 








cat 


cga 


aaa 


ttt 


aqt 

ZD 


tec 


att 


cag 


atg 


cag 


etc 


aaa 


caa 


age 


act 


tgt 


264 


His 


Arg 


Lys 


Phe 


Ser 


Ser 


He 


Gin 


Met 


Gin 


Leu 


Lys 


Gin 


Ser 


Thr 


Cys 






3 5 










40 










45 










gaa 


gca 


gtt 


atg 


att 


tta 


aga 


tea 


agg 


ttc 


ctt 


gat 


gee 


aga 


egg 


aaa 


312 


Glu 


Ala 
50 


Val 


Met 


lie 


Leu 


Arg 
55 


Ser 


Arg 


Phe 


Leu 


Asp 
60 


Ala 


Arg 


Arg 


Lys 




agg 


cgt 


aac 


ttc 


agt 


aaa 


cag 


dhs 


aca 


gaa 


ate 


ttg 


aat 


gaa 


tat 


ttt 


360 


Arg 


Arg 


Asn 


Phe 


Ser 


Lys 


Gin 


Xaa 


Thr 


Glu 


He 


Leu 


Asn 


Glu 


Tyr 


Phe 




65 








70 










75 










80 




tac 


tea 


cac 


etc 


age 


aac 


ccc 


tac 


ccc 


agt 


gaa 


gaa 


gec 


aaa 


gag 


gag 


408 


Tyr 


Ser 


His 


Leu 


Ser 


Asn 


Pro 


Tyr 


Pro 


Ser 


Glu 


Glu 


Ala 


Lys 


Glu 


Glu 










85 










90 










95 






ctg 


gec 


aag 


aaa 


tgc 


age 


ate 


aca 


gtg 


tea 


cag 


gta 


tec 


aat 


tgg 


ttt 


456 


Leu 


Ala 


Lys 


Lys 
100 


Cys 


Ser 


He 


Thr 


Val 
105 


Ser 


Gin 


Val 


Ser 


Asn 
110 


Trp 


Phe 





m 

INS 

y 



ggc a 

^0 Gly 

p <210> 3636 
fU <211> 417 

m <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 163 . .417 



460 



<400> 3636 

aaaaatcttt ctggatctaa actcccagtg cgctttgcgc cccaagtggc catcgcgcct 60 
gcgccccgcg eggceggtta ctcgcttacc ggaggcttca gtccccggcg gcgcggcgac 120 
agctagggtt cacggccact ggggcagagg agecgegaga ag atg tgg gtt ttt 174 

Met Trp Val Phe 

1 

ggt tac ggg tec ctg ate tgg aag gtg gat ttc ccc tat cag gac aag 222 

Gly Tyr Gly Ser Leu He Trp Lys Val Asp Phe Pro Tyr Gin Asp Lys 

5 10 15 20 

ctg gtc gga tac ate acc aac tac age agg cgc ttc tgg cag ggc age 270 

Leu Val Gly Tyr He Thr Asn Tyr Ser Arg Arg Phe Trp Gin Gly Ser 

25 30 35 

acg aac cac cgc ggg gtc ccc ggc aag cct kda aga gtt gtg act ctt 318 
Thr Asn His Arg Gly Val Pro Gly Lys Pro Xaa Arg Val Val Thr Leu 

40 45 50 

gtt gaa gat cct gcg gga tgt gta tgg ggt gtt get tac agr ttg cca 366 



2241 



Val Glu Asp Pro Ala Gly Cys Val Trp Gly Val Ala Tyr Arg Leu Pro 

55 60 65 

gta gga aag gaa gaa gaa gta aaa gca tac ctt gac ttc aga gaa aaa 414 
Val Gly Lys Glu Glu Glu Val Lys Ala Tyr Leu Asp Phe Arg Glu Lys 
70 75 80 



gag 


atg 


atg 


gaa 


ggg 


gga 


gag 


eta 


ttt 


cac 


aga 


ate 


age 


cag 


cac 


egg 


Glu 


Met 


Met 


Glu 


Gly 


Gly 


Glu 


Leu 


Phe 


His 


Arg 


He 


Ser 


Gin 


His 


Arg 








5 










10 










15 






cac 


ttt 


aca 


gag 


aag 


caa 


gee 


age 


caa 


gta 


aca 


aag 


cag 


ata 


get 


ttg 


His 


Phe 


Thr 


Glu 


Lys 


Gin 


Ala 


Ser 


Gin 


Val 


Thr 


Lys 


Gin 


He 


Ala 


Leu 






20 










25 










30 








get 


ctg 


egg 


cac 


tgt 


cac 


ttg 


tta 


aac 


att 


gcg 


cac 


aga 


gac 


etc 


aag 


Ala 


Leu 


Arg 


His 


Cys 


His 


Leu 


Leu 


Asn 


He 


Ala 


His 


Arg 


Asp 


Leu 


Lys 




35 










40 










45 










cct 


gaa 


aat 


ctg 


ctt 


hnb 


aag 


gat 


aac 


tct 


ttg 


gat 


gee 


c 






Pro 


Glu 


Asn 


Leu 


Leu 


Xaa 


Lys 


Asp 


Asn 


Ser 


Leu 


Asp 


Ala 








50 










55 










60 













417 



gga 
Gly 
85 

<210> 3637 
<211> 361 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 175 . . 360 



,f\ <400> 3637 

rS ctcaagaacg gtttgcgctg aaaattcttc ttgategtec aaaagctaga aatgaggtac 60 

T! gtctgeacat gatgtgtgcc acacacccaa acatagttca gattattgaa gtgtttgcta 120 

?*! acagtgtcca gttttcccca tgagtccagc cctagggccc gactcttaat tgta atg 177 

W Met 

*P 1 

225 



273 

M -------- - — ~ . 

HI 

z its? 

fil 

-~ ™h r*\~n r^nn r- a i-nt- r^r 1 1 ci t- t- a asp att gcg cac aaa aac etc aaa 321 



<210> 3638 

<211> 409 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 203 . .409 



361 



<400> 3638 

atgggccccc ttcgtctcag ctgtgcggga aeggecgagg gtaacatccc gggctcgegg 60 

gaggctgtcg gggtaatggc cacacgctga cagaaccagc cgagtggaaa aggggagega 12 0 

ascgttcctc tgsaacccct tccccaggcc tgaggectte ccgcttggtg ctgccgccgc 180 

cactgccggc tgaggagggg eg atg agt tgg ttc aac gee tec cag etc tec 232 

Met Ser Trp Phe Asn Ala Ser Gin Leu Ser 



2242 



age ttc set aag cag gec 
Ser Phe Xaa Lys Gin Ala 
15 

gtt ctg gac ate cag gaa 
Val Leu Asp He Gin Glu 
30 

ccg tat gga gag ccg gga 
Pro Tyr Gly Glu Pro Gly 
45 

act tea acc tgg ggg ttg 
Thr Ser Thr Trp Gly Leu 
60 



1 5 
ctg tec cag gec cag aag 
Leu Ser Gin Ala Gin Lys 
20 

gag gag chg age ate tgg 
Glu Glu Xaa Ser He Trp 
35 

ata agt tec cct gtc agt 
He Ser Ser Pro Val Ser 
50 

aaa tea aac act gaa 
Lys Ser Asn Thr Glu 
65 



10 

tct att gac agg 280 
Ser He Asp Arg 
25 

gee gag acc att 328 
Ala Glu Thr He 
40 

gga gga tgg gat 376 

Gly Gly Trp Asp 

55 

409 



<210> 3639 

<211> 214 

<212> DNA 

<213> Homo sapiens 

5 <220> 

<221> CDS 
<222> 27. .212 



<400> 3639 

caattgaagc agttcaagca atttct atg ttc aat ggg cag ttt tta ttt gat 53 

Met Phe Asn Gly Gin Phe Leu Phe Asp 
1 5 

aga cct atg cat gtg aaa atg gat gac aag tct gtt cct cat aaa gag 101 

Arg Pro Met His Val Lys Met Asp Asp Lys Ser Val Pro His Lys Glu 

10 15 20 25 

tac cgt tea cat gat ggt aaa aca cca caa tta cca cgt gkt ctt gga 149 

Tyr Arg Ser His Asp Gly Lys Thr Pro Gin Leu Pro Arg Xaa Leu Gly 

30 35 40 

ggc att ggg atg gga ctt ggt ccg ggt gga cag cct att agt gee age 197 
Gly He Gly Met Gly Leu Gly Pro Gly Gly Gin Pro He Ser Ala Ser 

45 50 55 

cag ttg aac ata ggc cc 
Gin Leu Asn He Gly 
60 



214 



<210> 3640 

<211> 193 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 6 . . 191 



<400> 3640 

tgaat atg ttt aaa tat tta att tct cat ttt ggg ggg ttt tta ttt ttt 
Met Phe Lys Tyr Leu lie Ser His Phe Gly Gly Phe Leu Phe Phe 



2243 



<400> 3641 

gtcacttgga aaaagcagtg gttcttgaac ttaccttgaa gcatgtgaaa gcactaacaa 



98 



15 10 15 

tat ttt tta gat ggt gtc tea cgc tat cgc cca ggc tgg agt gca gtg 

Tyr Phe Leu Asp Gly Val Ser Arg Tyr Arg Pro Gly Trp Ser Ala Val 

20 25 30 

gcg cga act egg etc act gca ace tec gec tec tgg ggw wma age aat 146 

Ala Arg Thr Arg Leu Thr Ala Thr Ser Ala Ser Trp Gly Xaa Ser Asn 

35 40 45 

tct cct tec tea gee tec caa gta get ggg att aca ggc atg cac ca 193 

Ser Pro Ser Ser Ala Ser Gin Val Ala Gly He Thr Gly Met His 

50 55 60 

<210> 3641 

<211> 491 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 157 . .489 



60 



^ acctaattga tcagcagcag cagaaaatca ttgccctgca gagtggttta caagctggtg 120 
^ agctgtcagg grggaawtgt cgaavcaggt caagag atg ttc tgc tea ggt ttc 174 
*y Met Phe Cys Ser Gly Phe 

15 

b cag aca tgt gee egg gag gtg ctt cag tat ctg gee aag cac gag aac 222 

Q Gin Thr Cys Ala Arg Glu Val Leu Gin Tyr Leu Ala Lys His Glu Asn 
fy 10 15 2 0 

iij act egg gac ctg aag tct teg cag ctt gtc ace cac etc cac egg gtg 270 

Thr Arg Asp Leu Lys Ser Ser Gin Leu Val Thr His Leu His Arg Val 
4= 25 30 35 

U gtc tcg gag ctg ctg cag gg t gg t acc tcc a gg aa g cca tea gac cca 318 
O Val Ser Glu Leu Leu Gin Gly Gly Thr Ser Arg Lys Pro Ser Asp Pro 
40 45 50 

get ccc aaa gtg atg gac ttc aag gaa aaa ccc age tct ccg gee aaa 366 
Ala Pro Lys Val Met Asp Phe Lys Glu Lys Pro Ser Ser Pro Ala Lys 
55 60 65 70 

ggt teg gaa ggt cct ggg aaa aac tgc gtg mna gtc ate cag egg act 414 
Gly Ser Glu Gly Pro Gly Lys Asn Cys Val Xaa Val He Gin Arg Thr 

75 80 85 

ttc get cac teg agt ggg gag cag age ggc age rtc acg gac aca gac 462 
Phe Ala His Ser Ser Gly Glu Gin Ser Gly Ser Xaa Thr Asp Thr Asp 

90 95 100 

agt ggc tat gga gga gat egg aga agg gc 4 91 

Ser Gly Tyr Gly Gly Asp Arg Arg Arg 
105 110 

<210> 3642 

<211> 276 

<212> DNA 

<213> Homo sapiens 



2244 



<220> 
<221> CDS 
<222> 115 . .276 



<400> 3642 

ccttttataa acattttgtt taacttttat tgtggtaaaa tacacataac acttctcttc 60 
ttttagacct gggctggtaa gaagtgctga agatgttttt tagagatttg tggt atg 117 

Met 
1 

aca aat tec act ggg gtt tct gas ctt etc agt cat get tgt ctt ggg 165 
Thr Asn Ser Thr Gly Val Ser Xaa Leu Leu Ser His Ala Cys Leu Gly 

5 10 15 

gtc acc act cct tgg ccc tct cct atg gca cct gtc cct cat tct get 213 
Val Thr Thr Pro Trp Pro Ser Pro Met Ala Pro Val Pro His Ser Ala 

20 25 30 

caa gee cct atg cct tec caa caa ctt gee ttt age tct ggg cag atg 261 
Gin Ala Pro Met Pro Ser Gin Gin Leu Ala Phe Ser Ser Gly Gin Met 
35 40 45 



,fj tct ttg ctt gca etc 
s"r Ser Leu Leu Ala Leu 



La 50 

m <210> 3643 

^3 <211> 456 

*y <212> DNA 

=fi <213> Homo sapiens 

p <220> 

pi <221> CDS 

^ <222> 135 . .455 



276 



218 



266 



<400> 3643 

gaacatttat gatcataata tgeagageca aatttctgtt ccccttgaaa atatgaatat 60 
cccgcctgga aatgatggta ttgctgtgag ttttattatt actagtatat ttataaggct 120 
ttacaactta taaa atg ctt tec tat aaa tta cct cat ttg att ctt gtg 170 

Met Leu Ser Tyr Lys Leu Pro His Leu lie Leu Val 

15 10 
get tgc ttt tct ttt ttg tac cca aag aga act agt atg cac ttt ttc 
Ala Cys Phe Ser Phe Leu Tyr Pro Lys Arg Thr Ser Met His Phe Phe 

15 20 25 

ttt tgt tct cct ggc aat tec aat ttt ttg aac atg aat gag ggg gee 
Phe Cys Ser Pro Gly Asn Ser Asn Phe Leu Asn Met Asn Glu Gly Ala 

30 35 40 

age cgc ggt ggc tea tgc ctg tgg tec cag cac ttt ggg agg ctg agg 314 
Ser Arg Gly Gly Ser Cys Leu Trp Ser Gin His Phe Gly Arg Leu Arg 
45 50 55 60 

egg gcg gat cac ctg agg tea gga gtt cga gac egg cat ggc naa crk 3 62 

Arg Ala Asp His Leu Arg Ser Gly Val Arg Asp Arg His Gly Xaa Xaa 

65 70 75 

ggc gaa acc ctg tct eta eta gaa aat gcg aaa att ate tgg gtg tbg 
Gly Glu Thr Leu Ser Leu Leu Glu Asn Ala Lys lie lie Trp Val Xaa 
80 85 90 



410 



2245 



tgg cac teg cct gtg rta cca get act egg gag get gag gca ggg a 456 
Trp His Ser Pro Val Xaa Pro Ala Thr Arg Glu Ala Glu Ala Gly 
95 100 105 

<210> 3644 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 82 . .354 



<400> 3644 

agtgtctcct gtaccagcag aagctccaga actctcaccc gyattgectg cctctgctgc 60 
gtctttgccc actgaacagc c atg aga agg caa etc egg tec aga agg get 111 

Met Arg Arg Gin Leu Arg Ser Arg Arg Ala 
15 10 
fi cca tec ttt cct tac agt tat cgc tac aga bye gat gat ccg gat gaa 159 
Pro Ser Phe Pro Tyr Ser Tyr Arg Tyr Arg Xaa Asp Asp Pro Asp Glu 
15 20 25 

JTJ gcg aac cag aac tac tta gca gat gaa gag gag gaa gca gaa gaa gag 2 07 

^ Ala Asn Gin Asn Tyr Leu Ala Asp Glu Glu Glu Glu Ala Glu Glu Glu 
*j* 30 35 40 

~f get egg gtg acg gtg gtg ccc aaa teg gag gag gag gaa gaa gag gag 255 

Ala Arg Val Thr Val Val Pro Lys Ser Glu Glu Glu Glu Glu Glu Glu 
:e 45 50 55 

p gag aaa gaa gag gag gaa gag gag gaa aag gah gag gaa gag ggt caa 303 
fy Glu Lys Glu Glu Glu Glu Glu Glu Glu Lys Xaa Glu Glu Glu Gly Gin 
fjj 60 65 70 

\S ggt cag cca aca ggc aat gee tgg tgg cag aaa ttg cag ate atg agt 351 
2 Gly Gin Pro Thr Gly Asn Ala Trp Trp Gin Lys Leu Gin He Met Ser 
y 75 .80 85 90 

^ gaa ta 
Glu 



y \ 



<210> 3645 

<211> 425 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . .424 



356 



<400> 3645 

agcctccgcg gaggacccag gagagcegga ctaggaccag ggccctgggc ctccccacac 
tccccatgga gaagctggcg gcctctacag agccccaagg gcctcggccg gtcctgggcc 
gtgagagtgt ccaggkkgcc cr atg acc aag mmc ttt cgc age ttc egg tea 

Met Thr Lys Xaa Phe Arg Ser Phe Arg Ser 
15 10 
gag tgt gag get gag gtg ggc tgg aac ctg acc tat age agg get ggg 



2246 



Glu Cys Glu 

gtg tct gtc 
Val Ser Val 

ate aag tgc 
lie Lys Cys 
45 

gac gtc eta 
Asp Val Leu 
60 

att gag act 
He Glu Thr 
75 

tat tac tec 
Tyr Tyr Ser 



Ala Glu Val 
15 

tgg gtg cag 
Trp Val Gin 
30 

egg atg gag 
Arg Met Glu 

cac gac att 
His Asp He 

ttt gac ate 
Phe Asp He 
80 

tgg a 
Trp 



Gly Trp Asn 

get gtg gag 
Ala Val Glu 
35 

tgc tgt gat 
Cys Cys Asp 
50 

gag tac cgc 
Glu Tyr Arg 
65 

gee cgc ttg 
Ala Arg Leu 



Leu Thr Tyr 
20 

atg gat egg 
Met Asp Arg 

gtg cca gee 
Val Pro Ala 

aag aaa tgg 
Lys Lys Trp 
70 

aca gtc aac 
Thr Val Asn 
85 



Ser Arg Ala 
25 

acg ctg cac 
Thr Leu His 
40 

gag aca etc 
Glu Thr Leu 
55 

gac age aac 
Asp Ser Asn 

get grc gtk 
Ala Xaa Val 



Gly 

aag 268 
Lys 

tac 316 
Tyr 

gtc 364 
Val 

ggc 412 

Gly 

90 

425 





<210> 


3646 


-zasf 


<211> 


315 




<212> 


DNA 


HI 


<213> 


Homo 


5 E 
==3BS 


<220> 




yj 


<221> 


CDS 



<222> 106. .315 



<400> 3646 

caagcagttt gaaaagaacc aaatggaagt tctaaaagga aagttttaat ttagttcaaa 60 
ttttagttga attttaattt caactaaatt aaaaacttag tatgc atg ttt aac aga 117 

Met Phe Asn Arg 

1 

aga ttr tka atk aac csa aag egg rga ctt cat gag eta aaa gak aaa 165 

Arg Leu Xaa Xaa Asn Xaa Lys Arg Xaa Leu His Glu Leu Lys Xaa Lys 

5 10 15 20 

tat gaa tac agt ata cag aat get gee tgg aaa gac ata gat ttg gaa 213 

Tyr Glu Tyr Ser He Gin Asn Ala Ala Trp Lys Asp He Asp Leu Glu 

25 30 35 

aac ctg gaa aaa ggg tta aga gac ata aag get asr ata gga aaa tec 261 
Asn Leu Glu Lys Gly Leu Arg Asp He Lys Ala Xaa He Gly Lys Ser 

40 45 50 

aac atg age vwa att aga gtg cca gaa gga gaa gag atg gan tgg age 3 09 

Asn Met Ser Xaa He Arg Val Pro Glu Gly Glu Glu Met Xaa Trp Ser 
55 60 65 



aga ggc 
Arg Gly 
70 



315 



<210> 3647 

<211> 352 

<212> DNA 

<213> Homo sapiens 



<220> 



2247 



<221> CDS 
<222> 78 . . 350 



<400> 3647 

atctgcatcc atattgaaaa cctgacacaa tgtatgcagc aggctcagtg tgagtgaact 60 
ggaggcttct ctacaac atg acc caa agg age att gca ggt cct att tgc 110 

Met Thr Gin Arg Ser lie Ala Gly Pro He Cys 
15 10 
aac ctg aag ttt gtg act etc ctg gwt ggc ttw agk tea gam etc cca 158 
Asn Leu Lys Phe Val Thr Leu Leu Xaa Gly Xaa Xaa Ser Xaa Leu Pro 

15 20 25 

the ctg gga get gga gta cag ctt caa gac aat ggg tat aat gga ttg 
Xaa Leu Gly Ala Gly Val Gin Leu Gin Asp Asn Gly Tyr Asn Gly Leu 

30 35 40 

etc att gca att aat cct cag gta cct gag aat cag aac etc ate tea 254 
Leu He Ala He Asn Pro Gin Val Pro Glu Asn Gin Asn Leu He Ser 
45 50 55 



SSO. 


aac att aag 


gaa 


atg 


I 


Asn lie Lys 


Glu 


Met 




60 








Hi 


acc aag aga 


aga 


gta 


u 

-53. 


Thr Lys Arg 
aa 


Arg 


Val 
80 


-.rs 


<210> 
<211> 


3648 
321 






HI 
*:i is? 


<212> 
<213> 


DNA 
Homo 


sapiens 


:=3 s 

iy 


<220> 










<221> 


CDS 








<222> 


61. .321 




5 imi 8 











65 70 75 



85 90 



206 



302 



350 



352 



60 
108 



<400> 3648 

agcagcagac gctctgtccc gcccgggcag etctgegagg cageggctgg agagggaacc 
atg ggg act gtg cac gee egg agt ttg gag cct ctt cca tea agt gga 
Met Gly Thr Val His Ala Arg Ser Leu Glu Pro Leu Pro Ser Ser Gly 
15 10 15 

cct gat ttt gga gga tta gga gaa gaa get gaa ttt gtt gaa gtt gag 156 
Pro Asp Phe Gly Gly Leu Gly Glu Glu Ala Glu Phe Val Glu Val Glu 

20 25 30 

cct gaa get aaa cag gaa att ctt gaa aac aaa gat gtg gtt gtt caa 
Pro Glu Ala Lys Gin Glu He Leu Glu Asn Lys Asp Val Val Val Gin 

35 40 45 

cat gtt cat ttt gat gga ctt gga agg act aaa gat gat ate ate att 
His Val His Phe Asp Gly Leu Gly Arg Thr Lys Asp Asp He He He 

50 55 60 

tgt gaa att gga gat gtt ttc aag gee aaa aac eta att gag gta atg 
Cys Glu He Gly Asp Val Phe Lys Ala Lys Asn Leu He Glu Val Met 
65 70 75 80 

egg aaa tct cat gaa gee cgt 321 



204 



252 



300 



2248 



Arg Lys Ser His Glu Ala Arg 
85 

<210> 3649 

<211> 189 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .189 



<400> 3649 

acacacttac tgagcgtcta acaatga atg ggt caa gcc ctt cgt agg cac tgg 54 

Met Gly Gin Ala Leu Arg Arg His Trp 





caa tgg gaa 


gat 


gac 


caa 


SSSS. 


Gin Trp Glu 


Asp 


Asp 


Gin 


. 


10 






15 


§ f% 

y. i 


ttc ata aag 


cac 


tgg 


aag 




Phe lie Lys 


His 


Trp 


Lys 


w 






30 




ggg ttc agg 


act 


cca 


acc 




Gly Phe Arg 


Thr 


Pro 


Thr 






45 








<210> 3650 








M 


<211> 288 








fU 


<212> DNA 








Hi 


<213> Homo 


sapiens 
















<220> 










<221> CDS 










<222> 65. .286 







ctg aac ctt get ttc aag gcc 102 
Leu Asn Leu Ala Phe Lys Ala 

20 25 
cac ggt ccg ata caa agg gtc 150 
His Gly Pro lie Gin Arg Val 
35 40 

aaa cica caa 189 



50 



<400> 3650 

aatcaaagag gacacaagca gatggaaaaa catccaatgc tcatggatag gaagaatcaa 60 
tatc atg aaa atg gcc ata ctg ccc aaa gga att tat aga ttc aat get 109 
Met Lys Met Ala He Leu Pro Lys Gly He Tyr Arg Phe Asn Ala 





1 








5 










10 










15 


att 


ccc 


att 


aaa 


eta 


cca 


teg 


aca 


ttc 


ttc 


aca 


gaa 


tta 


gaa 


aag 


act 


He 


Pro 


He 


Lys 


Leu 


Pro 


Ser 


Thr 


Phe 


Phe 


Thr 


Glu 


Leu 


Glu 


Lys 


Thr 








20 










25 










30 




aat 


tta 


aaa 


ttc 


ata 


tgg 


aac 


caa 


aaa 


aca 


gtt 


cac 


att 


gcc 


aag 


aca 


Asn 


Leu 


Lys 


Phe 


He 


Trp 


Asn 


Gin 


Lys 


Thr 


Val 


His 


He 


Ala 


Lys 


Thr 






35 










40 










45 






ate 


eta 


age 


aaa 


aag 


aag 


aaa 


get 


gga 


ggt 


ate 


aca 


eta 


tec 


aac 


ttc 


He 


Leu 


Ser 
50 


Lys 


Lys 


Lys 


Lys 


Ala 
55 


Gly 


Gly 


He 


Thr 


Leu 
60 


Ser 


Asn 


Phe 


aaa 


eta 


tac 


tac 


aag 


tec 


aca 


gta 


aaa 


aaa 


aaa 


aa 










Lys 


Leu 
65 


Tyr 


Tyr 


Lys 


Ser 


Thr 
70 


Val 


Lys 


Lys 


Lys 













157 



205 



253 



288 



2249 



<210> 3651 
<211> 310 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144. .308 



<400> 3651 





<210> 


3652 


z s 


<211> 


412 




<212> 


DNA 


-a : 


<213> 


Homo 














'T" 


<220> 






<221> 


CDS 




<222> 


114 . 



60 



tagtgcaaaa cagttgaaac tgtcttgttt acagtttata ggattgaata tggcagcttt 
acttgaagca aggtctcttg atgttttaag cgatggtgtt ttgaaggatc tttctgagtt 120 
ttaccggaaa atkgatycca gca atg gat aga aga gtc att aca cca tat caa 173 

Met Asp Arg Arg Val lie Thr Pro Tyr Gin 
15 10 
gat gga cca gat att age tat ttg gaa gta gaa gat gga gat ate ttc 221 
gj Asp Gly Pro Asp He Ser Tyr Leu Glu Val Glu Asp Gly Asp He Phe 

15 20 25 

ttg aaa gaa gaa ata aat atg gaa caa aat cat teg gaa act atg ttc 269 
jT7 Leu Lys Glu Glu He Asn Met Glu Gin Asn His Ser Glu Thr Met Phe 
f! 30 35 40 

% aag aaa gca aaa aca aaa get aaa aag aag cca cgt aaa eg 310 
^ Lys Lys Ala Lys Thr Lys Ala Lys Lys Lys Pro Arg Lys 
*M 45 50 55 



.410 



<400> 3652 

agacacgaag cctcccgggt ggcttacaga cgctgccagc atcgccgccg ccagaggaga 60 
aatgtctgaa gtaagacccc tctccagaga catcttgatg gagaccctcc tgt atg 116 

Met 
1 

age agg etc ctg gaa ccc ccg acc atg gag gtt ctt ggc atg act gac 164 
Ser Arg Leu Leu Glu Pro Pro Thr Met Glu Val Leu Gly Met Thr Asp 

5 10 15 

tct gaa gag gac ctg gac cct atg gag gac ttc gat tct ttg gaa tgc 212 
Ser Glu Glu Asp Leu Asp Pro Met Glu Asp Phe Asp Ser Leu Glu Cys 

20 25 30 

atg gag ggc agt gac gca ttg gee ctg egg ctg gee tgc ate ggg gac 260 
Met Glu Gly Ser Asp Ala Leu Ala Leu Arg Leu Ala Cys He Gly Asp 

35 40 45 

gag atg gac gtg age etc agg gee ccg cgc ctg gec cag etc tec gar 308 
Glu Met Asp Val Ser Leu Arg Ala Pro Arg Leu Ala Gin Leu Ser Glu 
50 55 60 65 



2250 



Hi 



404 



412 



ntg gcc atg cac age ctg ggt ctg get ttc ate tac gac cag act gag 356 
Xaa Ala Met His Ser Leu Gly Leu Ala Phe He Tyr Asp Gin Thr Glu 

70 75 80 

gac ate agg gat gnt ctt aga agt ttc atg gac ggt ttc ace aca ctt 
Asp He Arg Asp Xaa Leu Arg Ser Phe Met Asp Gly Phe Thr Thr Leu 
85 90 95 

aag gmg ca 
Lys Xaa 

<210> 3653 
<211> 412 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .410 



tf l <400> 3653 

ctaagacctt ctccccagga ccccagagcb gntacgtgtg ccggctgaat eggagtgata 60 
fj gtgacagctc cactctgtcc aaaaagecac cttttgttcg aaactccctg gagegaegsa 120 
^ gegtcegg atg aag egg cct tec teg gtc aag teg ctg cgc tec gag cgt 170 
^ Met Lys Arg Pro Ser Ser Val Lys Ser Leu Arg Ser Glu Arg 

m 1 5 10 

%S ctg ate cgt ace teg ctg gac ctg gag tta gac ctg cag gcg aca aga 218 
*0 Leu He Arg Thr Ser Leu Asp Leu Glu Leu Asp Leu Gin Ala Thr Arg 
7 15 20 25 30 

q ace tgg cac age caa ttg acc cag gag ate teg gtg ctg aag gag etc 266 
Thr Trp His Ser Gin Leu Thr Gin Glu He Ser Val Leu Lys Glu Leu 

35 40 45 

aag gag cag ctg gaa caa gcc aag age cac ggg gag aag gag ctg cca 314 
Lys Glu Gin Leu Glu Gin Ala Lys Ser His Gly Glu Lys Glu Leu Pro 

50 55 60 

cag tgg ttg cgt gag gac gag cgt ttc cgc ctg ctg ctg agg atg ctg 3 62 

Gin Trp Leu Arg Glu Asp Glu Arg Phe Arg Leu Leu Leu Arg Met Leu 

65 70 75 

gag aag egg atg gac cga gcg gag mac aag ggt gag ctt cag aca gac 410 
Glu Lys Arg Met Asp Arg Ala Glu Xaa Lys Gly Glu Leu Gin Thr Asp 
80 85 90 



aa 

<210> 3654 
<211> 350 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65. .349 



412 



<400> 3654 

aacttctgea tccaatattg tctcagcaac ttcagtacag aattttcagg tagctacagg 60 



2251 



m 

UJ 



301 



acaa atg gtt act att get ggt gtc cca agt cca sra gec tea agg gta 109 
Met Val Thr He Ala Gly Val Pro Ser Pro Xaa Ala Ser Arg Val 
15 10 15 

ggg ttt cag rac att gca cca aaa cct etc cct tct cag caa gtt tea 157 
Gly Phe Gin Xaa He Ala Pro Lys Pro Leu Pro Ser Gin Gin Val Ser 

20 25 30 

tct aca gtg gta cag cag cct att caa caa cca cag cag cca acc caa 205 
Ser Thr Val Val Gin Gin Pro He Gin Gin Pro Gin Gin Pro Thr Gin 

35 40 45 

caa age gta gtg att gta age cag csr get caa caa ggt caa act tat 253 
Gin Ser Val Val He Val Ser Gin Xaa Ala Gin Gin Gly Gin Thr Tyr 

50 55 60 

gca cca gec att cac caa att gtt ctt get aat cca gca get ctt cca 
Ala Pro Ala He His Gin He Val Leu Ala Asn Pro Ala Ala Leu Pro 

65 70 75 

get ggt cag aca gtt cag eta act gga caa get aac ata act cca tct t 350 
Ala Gly Gin Thr Val Gin Leu Thr Gly Gin Ala Asn He Thr Pro Ser 
80 85 90 95 

<210> 3655 

<211> 164 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 9. .164 



fU <400> 3655 

^ ttaaaaaa atg aaa gta aag gaa aaa aaa aaa act gca aat eta gaa aac 50 
=Jf Met Lys Val Lys Glu Lys Lys Lys Thr Ala Asn Leu Glu Asn 

J 1 5 10 

O ttt ttr grg aaa aac tat tta aaa ctg tea gat cct gmc cag caa kec 98 
Q Phe Leu Xaa Lys Asn Tyr Leu Lys Leu Ser Asp Pro Xaa Gin Gin Xaa 
15 20 25 30 

ccc ccc cag sec ccc ttc caa gtr rcy ccg ggc ctk rag tgk gyc tgs 146 
Pro Pro Gin Xaa Pro Phe Gin Val Xaa Pro Gly Leu Xaa Xaa Xaa Xaa 
35 40 45 



gkg ttt ama ccc gtc ccc 
Xaa Phe Xaa Pro Val Pro 
50 

<210> 3656 

<211> 283 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .281 



164 



<400> 3656 



2252 



<220> 
<221> 
<222> 176 . .415 



C s <221> CDS 



gaagagagaa ttaagacttc aggcatttgt tttgtgcaaa tgcagtcagg tct atg 56 

Met 
1 

ate aag act gec ctt att gat aaa get act aaa ccc cag cct gga agg 104 
He Lys Thr Ala Leu He Asp Lys Ala Thr Lys Pro Gin Pro Gly Arg 

5 10 15 

gaa att ata aat acc ate tgc egg ttt tta att gca aaa cag gga gga 152 
Glu He He Asn Thr He Cys Arg Phe Leu He Ala Lys Gin Gly Gly 

20 25 30 

ccg aat agt ggg aac cct ctg aat ngg ttt tat cag tgc ttt gtc cct 
Pro Asn Ser Gly Asn Pro Leu Asn Xaa Phe Tyr Gin Cys Phe Val Pro 

35 40 45 

gaa att agg aag tac ctt gee agg gta gga ctg cct ttt aac gtt ttt 
Glu He Arg Lys Tyr Leu Ala Arg Val Gly Leu Pro Phe Asn Val Phe 
50 55 60 65 

ttg ata ttg gat aat gec cct ggc cac cca gca ct 
Leu He Leu Asp Asn Ala Pro Gly His Pro Ala 
70 75 

<210> 3657 
<211> 415 
<212> DNA 
<213> Homo sapiens 



200 



248 



283 



60 



ffl <400> 3657 

ni gtctctggcc ttcccctttt aggaaacaaa ggacccgtgm cagagcctac ttatcccgtt 

5 2 acagctcctg gtgagaaggg cgaasgatgt cagaaataat agaaaaggct ttttcctttg 120 

X aaattatcka aacgttcaaa gatgggaaca geegcagggg ggagadtact gtget atg 178 
%J Met 

O i 

caa gtt gat ctg att ttg tgg acc ate cat ttc caa ttg gga age tea 226 
Gin Val Asp Leu He Leu Trp Thr He His Phe Gin Leu Gly Ser Ser 

5 10 15 

ctt act ttc aac ttg aag cat cag aaa acc aga ctt aca gca get tea 274 
Leu Thr Phe Asn Leu Lys His Gin Lys Thr Arg Leu Thr Ala Ala Ser 

20 25 30 

gec tat agg ggt tta ttt ttc tea tgt aac aag aag aac aga agt gga 322 
Ala Tyr Arg Gly Leu Phe Phe Ser Cys Asn Lys Lys Asn Arg Ser Gly 

35 40 45 

cag agg ccg agt tct caa ggr etc agt ttc ttt ctg tec cac caa cct 370 
Gin Arg Pro Ser Ser Gin Gly Leu Ser Phe Phe Leu Ser His Gin Pro 
50 55 60 65 

tac cat gtt gga ttg tea tct ttg tgc ttg ttg cct cat gat ggc 415 
Tyr His Val Gly Leu Ser Ser Leu Cys Leu Leu Pro His Asp Gly 
70 75 80 



<210> 3658 
<211> 347 
<212> DNA 



2253 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 135. .347 



<400> 3658 

cacagccgaa ctagtcccaa cgcgtttgca aatattcccc 
cccgaatatt ggtaagatcg atcaatggct tcaggacatg 
caagtgctca ctgc atg aag act ggc ttg tct cag 
Met Lys Thr Gly Leu Ser Gin 
1 5 
agg get gtc tct tgg tec aca cct cgc tec ctg 
Arg Ala Val Ser Trp Ser Thr Pro Arg Ser Leu 

15 20 
age ccc cat caa atg ace ttg gec aag tea egg 
Ser Pro His Gin Met Thr Leu Ala Lys Ser Arg 

30 35 
ggt tgg ttg get gat tgg tgg aaa gta ggg tgg 
Gly Trp Leu Ala Asp Trp Trp Lys Val Gly Trp 
45 50 55 

gtg age agt cag cac cag ttc tgc acc age age 
Val Ser Ser Gin His Gin Phe Cys Thr Ser Ser 
65 70 



tggtagecta cttccttacc 
ggttctcttc tgtgatcatt 
tgt ttc aac etc acc 
Cys Phe Asn Leu Thr 
10 

tta gtg ccg tat gac 
Leu Val Pro Tyr Asp 
25 

ttt etc tgt ggt caa 
Phe Leu Cys Gly Gin 
40 

acc aaa gga ggc cac 
Thr Lys Gly Gly His 
60 



60 
120 
170 



218 



266 



314 



347 



<210> 3659 

<211> 454 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 276 . .452 



<400> 3659 

aagegagace gtccatccag aggaaggcaa gtttttggct egggeggctg agaagacege 
gcggggctgg agacaggtag cagtaegggg geggggctte atgccggatg tgatagtctg 
cagtegttte ggttggcagc ctggcgggtg ggagatgegg cggccacctg ctgcaaagaa 
ccgaagggaa ggttagaagt acgaaggcag tttggagctg gggctaagca gctgtcgcac 
ggtcagatca tgggctccac caagcactgg ggega atg get cct gaa ctt gaa 

Met Ala Pro Glu Leu Glu 
1 5 
ggt ggc ten nnc ggc gtc ttt ggt gtg gee ttt eta gee aga gtc gee 
Gly Gly Ser Xaa Gly Val Phe Gly Val Ala Phe Leu Ala Arg Val Ala 

10 15 20 

ctg gtt ttc tat ggc gtc ttc cag gac egg acc ctg cac gtg agg tat 
Leu Val Phe Tyr Gly Val Phe Gin Asp Arg Thr Leu His Val Arg Tyr 

25 30 35 

acg gac ate gac tac cag gtc ttc asc gac gec gcg cgc ttc gtc acg 
Thr Asp He Asp Tyr Gin Val Phe Xaa Asp Ala Ala Arg Phe Val Thr 

40 45 50 

g a g 999 C 9 C tc 9 cct ta 



60 
120 
180 
240 
293 



341 



389 



437 



454 



2254 



Glu Gly Arg Ser Pro 
55 

<210> 3660 

<211> 453 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .451 



J2 

o 



301 



349 



<400> 3660 

gagggcccca ggacagaagc agacagacac ggctcctgct gtcgattccg atccagccag 60 
a atg cct cca act cag gcc gaa agt gtt ata agg agt att ata cga gaa 109 
Met Pro Pro Thr Gin Ala Glu Ser Val He Arg Ser He He Arg Glu 
15 10 15 

p ata gga caa gaa tgt gca gcc cat gga gag att gtt tct gaa act ctg 157 
.U He Gly Gin Glu Cys Ala Ala His Gly Glu He Val Ser Glu Thr Leu 
SR 20 25 30 

f: att get ttt atg gtg aaa get gtt gtc ctg gat cca agt aat ggc ttt 205 
H He Ala Phe Met Val Lys Ala Val Val Leu Asp Pro Ser Asn Gly Phe 
W 35 40 45 

aac atg gat aga acc etc atg aaa agt gat gtg cag aat ctt gtt aag 253 
Asn Met Asp Arg Thr Leu Met Lys Ser Asp Val Gin Asn Leu Val Lys 

50 55 60 

ctt tgt atg act egg eta ttg gat act aaa aat cca tec ctg gac act 
Leu Cys Met Thr Arg Leu Leu Asp Thr Lys Asn Pro Ser Leu Asp Thr 
65 70 75 80 

att aag atg caa gtc tac ttc gat atg aat tat acg aat cga gtg gaa 
He Lys Met Gin Val Tyr Phe Asp Met Asn Tyr Thr Asn Arg Val Glu 
2 85 90 95 

2 ttt etc gaa gaa cat cac egg gtc eta gag tct aga tta ggc tct gtt 3 97 

U Phe Leu Glu Glu His His Arg Val Leu Glu Ser Arg Leu Gly Ser Val 

100 105 HO 

acc cga gaa att aca gat aac aga gca tgt get aaa gaa gaa ttg gaa 445 
Thr Arg Glu He Thr Asp Asn Arg Ala Cys Ala Lys Glu Glu Leu Glu 

115 120 125 

age etc ta 
Ser Leu 
130 

<210> 3661 
<211> 366 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81. .365 



453 



<400> 3661 



2255 



UP 



tagttaagtw gcttttacag agttaacagg tctccaagaa attttaaaaa aggtcattat 60 
tgcwgtggtt tgagctcagc atg get gta gtc ate cgt tta ctg ggg ctt cct 113 

Met Ala Val Val He Arg Leu Leu Gly Leu Pro 
15 10 
ttt atw gcg ggg cct gtg gat att cgt cac ttc ttc acg gga ttg act 161 
Phe He Ala Gly Pro Val Asp He Arg His Phe Phe Thr Gly Leu Thr 

15 20 25 

att cct gat gga gga gtg cat ata att gga ggg gaa ath sgg gag get 209 
He Pro Asp Gly Gly Val His He He Gly Gly Glu He Xaa Glu Ala 

30 35 40 

ttt ath att ttt gca aca sat gaa gat gca aga cgt gec ata agt cgt 257 
Phe He He Phe Ala Thr Xaa Glu Asp Ala Arg Arg Ala He Ser Arg 

45 50 55 

tea gga ggg ttt ate aag gat tea tct gta gag etc ttt ctt agt age 3 05 

Ser Gly Gly Phe He Lys Asp Ser Ser Val Glu Leu Phe Leu Ser Ser 
60 65 70 75 

aag gca gaa atg cag aag act ata gma atg aaa aga act gat cgt gta 353 
Lys Ala Glu Met Gin Lys Thr He Xaa Met Lys Arg Thr Asp Arg Val 

80 85 90 

gga aga ggg cgt c 366 
Gly Arg Gly Arg 
95 

<210> 3662 
<211> 271 
<212> DNA 

<213> Homo sapiens 



U <220> 

fU <221> CDS 

ffi <222> 26. .271 



<400> 3662 

geggegggag tggcgtggcg caggg atg gca caa aag aaa tat ctt caa gca 52 

Met Ala Gin Lys Lys Tyr Leu Gin Ala 
1 5 
aaa ttg ace cag ttt tta agg gaa gac agg att caa ctt tgg aaa cct 
Lys Leu Thr Gin Phe Leu Arg Glu Asp Arg He Gin Leu Trp Lys Pro 
10 15 20 25 

cca tat aca gat gaa aat aaa aaa gtt ggt ttg gca tta aag gac ctt 
Pro Tyr Thr Asp Glu Asn Lys Lys Val Gly Leu Ala Leu Lys Asp Leu 

30 35 40 

get aag cag tac tct gac aga eta gaa tgc tgt gaa aat gaa gta gaa 196 
Ala Lys Gin Tyr Ser Asp Arg Leu Glu Cys Cys Glu Asn Glu Val Glu 

45 50 55 

aag gta ata gaa gaa ata cgt tgc aag gca att gag cgt gga aca gga 244 
Lys Val He Glu Glu He Arg Cys Lys Ala He Glu Arg Gly Thr Gly 

60 65 70 

aat gac aat tat aga aca acg gga aaa 
Asn Asp Asn Tyr Arg Thr Thr Gly Lys 
75 80 



100 



148 



271 



<210> 3663 



2256 



<211> 313 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .311 



<400> 3663 

ccaagtcctc ccaagttatt aactggtcaa aaaggmttaa aggmttagtt cttaatagtt 60 
aagatgccac ccattcaggg ttttttgctt tctaagaggg aacttttaca ggcataattg 120 
agaga atg cat aca tgc tct eta cct tgt ctt etc ttt get cag ctg eta 170 
Met His Thr Cys Ser Leu Pro Cys Leu Leu Phe Ala Gin Leu Leu 
15 10 15 

gaa ttt tgt age ttt cct cca gat gtg cct cat aac tgt gcg cct att 218 
Glu Phe Cys Ser Phe Pro Pro Asp Val Pro His Asn Cys Ala Pro lie 

20 25 30 

gtc tea gtc agg ccg cct aat att gta gca gec ttt gaa ggg tgc tct 266 
Val Ser Val Arg Pro Pro Asn lie Val Ala Ala Phe Glu Gly Cys Ser 

35 40 45 

gta gee act get ctt ttt cct ccc ttg tgc ate tec aca ggg aat ga 313 
Val Ala Thr Ala Leu Phe Pro Pro Leu Cys lie Ser Thr Gly Asn 
50 55 60 

- 5~ 

^ <210> 3664 

^ <211> 191 

^ <212> DNA 

4*J <213> Homo sapiens 

flj <220> 

<221> CDS 
« <222> 27 . .191 



<400> 3664 

gactggaggc gcgcgacgsg ggegea atg gcg ggg ace egg ggc ttg atg ctg 53 

Met Ala Gly Thr Arg Gly Leu Met Leu 
1 5 

ctt ggg cct ggc cca gtg gcg ggt cct agg gac gtg ggt acc tgc aga 101 

Leu Gly Pro Gly Pro Val Ala Gly Pro Arg Asp Val Gly Thr Cys Arg 

10 15 20 25 

ggc egg cag atg gag att cag aaa cat aag gac aac aag aaa ctt ccc 149 

Gly Arg Gin Met Glu lie Gin Lys His Lys Asp Asn Lys Lys Leu Pro 

30 35 40 

caa ggt ate att ata gtc ttt aga ctt cag aca cac acc tec 191 
Gin Gly lie He He Val Phe Arg Leu Gin Thr His Thr Ser 
45 50 55 

<210> 3665 
<211> 422 
<212> DNA 

<213> Homo sapiens 



2257 



<220> 
<221> CDS 
<222> 52 . .420 



<400> 3665 

gtcggccgct tgcgacgctc cggaagtgac gtgctttccc gagccggggc c atg gca 57 

Met Ala 
1 

cct gca agg tgt ttc tea gca aga ttg agg acc gtg ttt cag ggc gtg 105 

Pro Ala Arg Cys Phe Ser Ala Arg Leu Arg Thr Val Phe Gin Gly Val 

5 10 15 

ggg cat tgg get ttg tec acw kgg get ggc ctg aag ccc age egg eta 153 

Gly His Trp Ala Leu Ser Thr Xaa Ala Gly Leu Lys Pro Ser Arg Leu 

20 25 30 

ctg cca cag egg get tct ccc agg ctg etc teg gtc age cgt gcg gac 201 

Leu Pro Gin Arg Ala Ser Pro Arg Leu Leu Ser Val Ser Arg Ala Asp 

_ 35 40 45 50 

□ etc gee aag cat cag gaa etc ccg ggg aag aag ctg etc tct gag aaa 24 9 

*0 L ^u Ala Lys His Gin Glu Leu Pro Gly Lys Lys Leu Leu Ser Glu Lys 

55 60 65 

aag ctg aaa agg tac ttt gtg gac tat egg aga gtg ctt gtc tgt gga 2 97 

Lys Leu Lys Arg Tyr Phe Val Asp Tyr Arg Arg Val- Leu Val Cys Gly 

70 75 80 

gga aac gga ggc get ggg gca age tgc ttc cac agt gag ccc cgc aag 34 5 

^ Gly Asn Gly Gly Ala Gly Ala Ser Cys Phe His Ser Glu Pro Arg Lys 

85 90 95 

gag ttt wga ggc cct gat gga ggg gac gga ggc aac ggt gga cac gtm 3 93 

Glu Phe Xaa Gly Pro Asp Gly Gly Asp Gly Gly Asn Gly Gly His Val 

100 105 110 

vtt ctg aga gtt gac cag caa gtc aag tc 422 
Xaa Leu Arg Val Asp Gin Gin Val Lys 
115 120 

<210> 3666 
<211> 421 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 80 . .421 



<400> 3666 

actattgaga ctatgacttt ggaagggcaa gesmkeagaa gcaagaacat gacaaggcta 60 
ttgcagttat tcagtgtta atg tac cgc ggt gag get ctt gaa gat ttc aca 112 

Met Tyr Arg Gly Glu Ala Leu Glu Asp Phe Thr 
15 10 
ggc ccg gat tgt cgt ttt gtg aat ttt aaa aaa ggt gat cct gta tat 160 
Gly Pro Asp Cys Arg Phe Val Asn Phe Lys Lys Gly Asp Pro Val Tyr 

15 20 25 

gtt tac tat aaa ctg gca aga gga tgg cct gaa gtt tgg get gga agt 208 
Val Tyr Tyr Lys Leu Ala Arg Gly Trp Pro Glu Val Trp Ala Gly Ser 



2258 



30 

gtt gga cgc act ttt gga 
Val Gly Arg Thr Phe Gly 
45 

cat gaa tat acc aaa gaa 
His Glu Tyr Thr Lys Glu 
60 65 
ttt gtt tgt ttt gat gga 
Phe Val Cys Phe Asp Gly 
80 

gaa gaa ctt tta ggg ttt 
Glu Glu Leu Leu Gly Phe 
95 

tct gag aaa get gta gaa 
Ser Glu Lys Ala Val Glu 
110 



35 

tat ttt cca aaa gat tta 
Tyr Phe Pro Lys Asp Leu 
50 55 
gag eta caa gtt cca aca 
Glu Leu Gin Val Pro Thr 
70 

gga aga gat gat ttt cat 
Gly Arg Asp Asp Phe His 
85 

ttg gaa ctg tac aat tct 
Leu Glu Leu Tyr Asn Ser 
100 

aaa 
Lys 



40 

ate cag gta gtt 256 
He Gin Val Val 

gat gag acg gat 304 
Asp Glu Thr Asp 
75 

aat tat aat gta 352 
Asn Tyr Asn Val 
90 

gca get aca gat 400 
Ala Ala Thr Asp 
105 

421 



.-33 : 



<210> 3667 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 21. .419 



s <400> 3667 

p ctttagatga cctcacttgg atg gat gec gag aca aaa aag aga get gaa gaa 53 
fy Met Asp Ala Glu Thr Lys Lys Arg Ala Glu Glu 

15 10 
aag gee tta gca att aaa gaa agg ate ggc tat cct gat gac att gtt 101 
Lys Ala Leu Ala He Lys Glu Arg He Gly Tyr Pro Asp Asp He Val 
_ 15 20 25 

^ tea aat gat aac aaa ctg art aat rag tac etc gag ttg aac tac aaa 14 9 

Ser Asn Asp Asn Lys Leu Xaa Asn Xaa Tyr Leu Glu Leu Asn Tyr Lys 

30 35 40 

gaa gat gaa tac ttc gag aac ata att caa aat ttg aaa ttc age caa 197 
Glu Asp Glu Tyr Phe Glu Asn He He Gin Asn Leu Lys Phe Ser Gin 

45 50 55 

agt aaa caa ctg aag aag etc cga gaa aar rtg gac aaa gat gag tgg 245 
Ser Lys Gin Leu Lys Lys Leu Arg Glu Lys Xaa Asp Lys Asp Glu Trp 
60 65 70 75 

ata agt gga gca get gta gtc aat gca ttt tac tct tea gga aga aat 293 
He Ser Gly Ala Ala Val Val Asn Ala Phe Tyr Ser Ser Gly Arg Asn 

80 85 90 

cag ata gtc ttc cca gee ggc att ctg cag ccc ccc ttc ttt agt gec 341 
Gin He Val Phe Pro Ala Gly He Leu Gin Pro Pro Phe Phe Ser Ala 

95 100 105 

cag cag tec aac tea ttg aac tat ggg ggc ate ggc atg gtc ata gga 389 
Gin Gin Ser Asn Ser Leu Asn Tyr Gly Gly He Gly Met Val He Gly 

110 115 120 

cac gaa ate acc cat ggc ttc gat gac aat 419 
His Glu He Thr His Gly Phe Asp Asp Asn 
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in 



125 130 

<210> 3668 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 140. .319 



<400> 3668 

atcttggcaa gaggcgaasg gcagcggttc ctgtcaaggg ggcagcaggt ccagagctgc 60 
tggtgctccc gttccccaga ccctacccct atccccagtg gagccggagt gcgggcgcgc 120 
cccascaccg gccctcacc atg gtg ctg ttg gca gca gcg gtc tgc aca aaa 172 

Met Val Leu Leu Ala Ala Ala Val Cys Thr Lys 
15 10 
gca gga aag get att gtt tct cga cag ttt gtg gaa atg acc cga act 220 
Ala Gly Lys Ala He Val Ser Arg Gin Phe Val Glu Met Thr Arg Thr 

15 20 25 

egg att gag ggc tta tta gca get ttt cca aag etc atg aac act gga 268 
H Arg He Glu Gly Leu Leu Ala Ala Phe Pro Lys Leu Met Asn Thr Gly 

30 35 40 

^ aaa caa cat acg ttt gtt gaa aca gag agt gta aga tat gtc tac cag 316 
b tS Lys Gin His Thr Phe Val Glu Thr Glu Ser Val Arg Tyr Val Tyr Gin 
45 50 55 

cgt c 320 
Arg 
60 

<210> 3669 
<211> 446 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. .444 



«^400> 3669 

tattagaaaa aaaccgagta gtaaggcaaa atecegggga aaggaattat cacatatttt 60 
atg cac tgc tgg cag ggc tgg aac atg aag aaa gag aag aat ttt att 108 
Met His Cys Trp Gin Gly Trp Asn Met Lys Lys Glu Lys Asn Phe He 
15 10 15 

tat eta cgc cag aaa act amc act act ttg aaw cag tct gga tgt gta 156 
Tyr Leu Arg Gin Lys Thr Xaa Thr Thr Leu Xaa Gin Ser Gly Cys Val 

20 25 30 

gaa gac aag aca ate agt gac cag gaa tec ttt agg gaa gtt att acg 204 
Glu Asp Lys Thr He Ser Asp Gin Glu Ser Phe Arg Glu Val He Thr 

35 40 45 

gca atg gac gtg atg cag ttc age aag gag gaa gtt tgg gaa gtg teg 252 
Ala Met Asp Val Met Gin Phe Ser Lys Glu Glu Val Trp Glu Val Ser 



2260 



50 

agg ctg ctt get ggt ata 
Arg Leu Leu Ala Gly lie 
65 70 
get ggt ggg gca cag gtt 
Ala Gly Gly Ala Gin Val 
85 

gag tta ctt ggg ctg gac 
Glu Leu Leu Gly Leu Asp 
100 

aga tea atg ttc etc agg 
Arg Ser Met Phe Leu Arg 
115 

ca 



55 60 
ctg cat ctt ggg aac ata 
Leu His Leu Gly Asn lie 
75 

tec ttc aaa aca get ttg 
Ser Phe Lys Thr Ala Leu 
90 

cca aca cag etc aca gat 
Pro Thr Gin Leu Thr Asp 
105 

gga gaa gag ate etc acg 
Gly Glu Glu He Leu Thr 
120 



gaa ttt ate act 300 
Glu Phe He Thr 
80 

ggc aga tct gcg 348 
Gly Arg Ser Ala 
95 

get ttg ace cag 396 
Ala Leu Thr Gin 
110 

cct etc aat gtt 444 

Pro Leu Asn Val 

125 

446 





<210> 


3670 




<211> 


483 




<212> 


DNA 




<213> 


Homo 








y I 


<220> 






<221> 


CDS 




<222> 


296. 



<400> 3670 
tgggagaata 
gacttcagag 
aacattaagt 
taatttttat 
aaatgttagc 



attgttagtg 
gaacctcttt 
kggtcctttt 
agaacagatg 
acagtgctgc 



taggtaagtt 
gggaagctaa 
kgtttcagaa 
cttaattttt 
agaagectaa 



gttggtttta 
tgattcaggg 
gttcattgtt 
agagcatttt 
tcctctctat 



tccacctcaa acctgattgg 60 

tattgaagac attagcatag 120 

gtgattaaat tgccatctga 180 

tctattttcc agectttgea 240 

aatcagaata cagat atg 298 
Met 



gtc cag 
Val Gin 

agt gta 
Ser Val 

aaa ccc 
Lys Pro 
35 

cag sag 
Gin Xaa 
50 



aaa tea 
Lys Ser 
5 

aac ate 
Asn He 
20 

cag cag 
Gin Gin 



gtc age 
Val Ser 

age eta 
Ser Leu 

cca tea 
Pro Ser 



cct atg aat gtg 
Pro Met Asn Val 
55 



aaa 
Lys 

gac 
Asp 

ctg 

Leu 

40 

atg 

Met 



ace ttg ccc 
Thr Leu Pro 
10 

aac tta eta 
Asn Leu Leu 
25 

aat aca atg 
Asn Thr Met 

act caa agt 
Thr Gin Ser 



tct act tgg tct gac ccc 346 
Ser Thr Trp Ser Asp Pro 
15 

cct ggt atg cag cct tec 394 
Pro Gly Met Gin Pro Ser 
30 

att cag caa cag aat atg 442 
He Gin Gin Gin Asn Met 
45 

ttt gga get gt 483 

Phe Gly Ala 

60 



<210> 3671 
<211> 445 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 59. .445 



2261 



<400> 3671 

acaagctcca cagagccgcg ggaggacggt tgcctggtat tattagcaag cagcaaat 58 
atg gcg gtg gcg cgc gtg gac gcg get ttg cct ccc gga gaa gga tea 106 
Met Ala Val Ala Arg Val Asp Ala Ala Leu Pro Pro Gly Glu Gly Ser 
15 10 15 

gtg gtc aat tgg tea gga cag gga eta cag aaa tta ggt cca aat tta 154 
Val Val Asn Trp Ser Gly Gin Gly Leu Gin Lys Leu Gly Pro Asn Leu 

20 25 30 

ccc tgt gaa get gat att cac act ttg att ctg gat aaa aat cag att 202 
Pro Cys Glu Ala Asp He His Thr Leu He Leu Asp Lys Asn Gin He 

35 40 45 

att aaa ttg gaa aat ctg gag aaa tgc aaa cga tta ata cag tta tea 250 
He Lys Leu Glu Asn Leu Glu Lys Cys Lys Arg Leu He Gin Leu Ser 

50 55 60 

gta get aat aat egg ctg gtt egg atg atg ggt gtg gee aag ctg acg 298 
Val Ala Asn Asn Arg Leu Val Arg Met Met Gly Val Ala Lys Leu Thr 
p| 65 70 75 80 

% ttg ctt cgt gta tta aat ttg cct cat aat age att ggc tgt gtg gaa 346 
?S Leu Leu Arg Val Leu Asn Leu Pro His Asn Ser He Gly Cys Val Glu 
"?} 85 90 95 

ggg eta aag gaa eta gta srt ctg gaa tgg ctg aat ttg gca gga aat 394 
yJ Giy Leu Lys Glu Leu Val Xaa Leu Glu Trp Leu Asn Leu Ala Gly Asn 
%S 100 105 110 

%J aat ctt aag gee atg gva cag ate aat age tgc aca get eta cag cat 442 
: ip Asn Leu Lys Ala Met Xaa Gin He Asn Ser Cys Thr Ala Leu Gin His 
r 115 120 125 

Q etc 

hi Leu 

<210> 3672 
J <211> 343 

O <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 47 . ,343 



445 



<400> 3672 

ttatttsamg gmaegtatat cacagcttac tttgemaagm mggmag atg gtt gtc 55 

Met Val Val 
1 

tec sam gtg gac ate gca aaa vet gat cca get get gca tec cac cct 103 
Ser Xaa Val Asp He Ala Lys Xaa Asp Pro Ala Ala Ala Ser His Pro 

5 10 15 

eta tya ctg amt ggm gat get act gts gee cag ama aat cca ggc teg 151 
Leu Xaa Leu Xaa Gly Asp Ala Thr Val Ala Gin Xaa Asn Pro Gly Ser 
20 25 30 35 

gtg get gac aac aac ctg tgc age cag tat gag gag aag gtg cgc ccc 199 
Val Ala Asp Asn Asn Leu Cys Ser Gin Tyr Glu Glu Lys Val Arg Pro 
40 45 50 



2262 



tgc ate gac etc att gac tec ctg csg get eta ggt gtg gag cag gac 247 
Cys He Asp Leu He Asp Ser Leu Xaa Ala Leu Gly Val Glu Gin Asp 

55 60 65 

ctg gec ctg cca gee ate gee gtc ate ggg gac cag age teg ggc aag 295 
Leu Ala Leu Pro Ala He Ala Val He Gly Asp Gin Ser Ser Gly Lys 

70 75 80 

asc tec gtg ttg gag gca ctg tea gga gtt gee ctt ccc aga ggc age 343 
Xaa Ser Val Leu Glu Ala Leu Ser Gly Val Ala Leu Pro Arg Gly Ser 
85 90 95 

<210> 3673 

<211> 313 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
_ <222> 74 . . 313 

. & 

Iff <400> 3673 

;TJ acttgaactc catttcatct tttttcatac catctctaag attgetgecg catttgettg 60 
I.s ttaaactgaa age atg ttt ctt gca aag get eta ttg gaa gga gca gat 109 

Met Phe Leu Ala Lys Ala Leu Leu Glu Gly Ala Asp 
~L 15 10 

% s cga ggt ctt gga gaa get ctt gga ggc etc ttt gga gga ggt ggt cag 157 
L J3 Arg Gly Leu Gly Glu Ala Leu Gly Gly Leu Phe Gly Gly Gly Gly Gin 
2 15 20 25 

O aga aga gaa gga gga gga aga aat att gga ggg ata gtt gga gga att 205 
H| Arg Arg Glu Gly Gly Gly Arg Asn He Gly Gly He Val Gly Gly He 
H| 30 35 40 

J* 9tg aat ttt ate agt gag get gca gca get cag tat act cca gaa ccg 253 
% Val Asn Phe He Ser Glu Ala Ala Ala Ala Gin Tyr Thr Pro Glu Pro 

5f 45 50 55 60 

^ 5 cct ccc act cag cag cat ttc ace agt gtg gag gec tea gaa agt gag 301 
Pro Pro Thr Gin Gin His Phe Thr Ser Val Glu Ala Ser Glu Ser Glu 

65 70 75 

gaa gtt agg eta 313 
Glu Val Arg Leu 
80 

<210> 3674 

<211> 196 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .195 



<400> 3674 

cacttgaaag aaaaactatt caaataatta ccaaggcatc ac atg age atg aag 

Met Ser Met Lys 



2263 





:.?3 



ccg a 
Pro 

<210> 3676 

<211> 373 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 7. .372 



<400> 3676 

gtagcc atg cag cga gcc gat tec gag cag ccc tec aag cgt ccc cgt 
Met Gin Arg Ala Asp Ser Glu Gin Pro Ser Lys Arg Pro Arg 



102 



150 



1 

ata aaa gtc ctg aaa cag ttt tgc agt egg cca att aag ttg gaa tat 
He Lys Val Leu Lys Gin Phe Cys Ser Arg Pro He Lys Leu Glu Tyr 
5 10 15 20 

gca agg ttg gtt aag ttg gcc caa gaa gac acc cca cca gaa acc gat 
Ala Arg Leu Val Lys Leu Ala Gin Glu Asp Thr Pro Pro Glu Thr Asp 

25 30 35 

tat cgt tta cat cat gta gtg gtc tac ttt ate cag aac cag cca c 196 
Tyr Arg Leu His His Val Val Val Tyr Phe He Gin Asn Gin Pro 
40 45 50 

<210> 3675 
<211> 309 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81 . . 308 



<400> 3675 

ttcaagacct ggaacgaaaa cttcgcttca aggaggacct cctgaacaat ggccagccga 60 
ggttaacata cgaagaaaga atg get cgt cga ctg eta ggt get gac agt gca 113 

Met Ala Arg Arg Leu Leu Gly Ala Asp Ser Ala 
15 10 
act gtc ttt aat att cag gag cca gaa gag gaa aca get aat cag gaa 161 
Thr Val Phe Asn He Gin Glu Pro Glu Glu Glu Thr Ala Asn Gin Glu 

15 20 25 

tac aaa gtc tec age tgt gaa cag aga etc ate agt gaa ata gag tac 



209 



ffj Tyr Lys Val Ser Ser Cys Glu Gin Arg Leu He Ser Glu He Glu Tyr 

]g 30 35 40 

Z agg eta gaa agg tct cct gtg gat gaa tea ggt gat gaa gtt cag tat 257 

S Ar g Leu Glu Ar 9 Ser Pr ° Val As p Glu Ser G1 y Asp Glu Val Gln Tyr 

45 50 55 

gga gat gtg cct gtg gaa aat gga atg gca cca dtc ttt gag atg aag 

Gly Asp Val Pro Val Glu Asn Gly Met Ala Pro Xaa Phe Glu Met Lys 
60 65 70 75 



305 



309 



48 



2264 



ft 



tgc gat gac 
Cys Asp Asp 
15 

gac tgg tec 
Asp Trp Ser 

ccg gag cag 
Pro Glu Gin 



gtg 
Val 

cct 
Pro 

ggg 

Gly 
95 
cac 
His 



ctg ctg 
Leu Leu 

65 
tgt ctt 
Cys Leu 
80 

gag agg 
Glu Arg 

gtt gat 
Val Asp 



age 
Ser 

ccg 
Pro 

gtg 

Val 

50 

aag 

Lys 



ccg aga ace 
Pro Arg Thr 
20 

ggc ctg gaa 
Gly Leu Glu 
35 

tgc tec ttc 
Cys Ser Phe 

aac ate cga 
Asn lie Arg 



gat gag 
Asp Glu 

aag aag 
Lys Lys 

aca atg 
Thr Met 
115 



tct cgt 
Ser Arg 
85 

ctg ctt 
Leu Leu 
100 

aag gta 
Lys Val 



ccc 
Pro 

etc 
Leu 

etc 
Leu 

gaa 

Glu 

70 

ttt 

Phe 

agt 
Ser 

att 
He 



tea 
Ser 

cat 
His 

agg 

Arg 

55 

aat 

Asn 



10 

aac ace cct 
Asn Thr Pro 
25 

ccc gac tac 
Pro Asp Tyr 
40 

cgc ggt ggc 
Arg Gly Gly 

gaa ate aca 
Glu He Thr 



gaa aat 
Glu Asn 

tat ate 
Tyr He 

aat gat 
Asn Asp 
120 



ctt gga 
Leu Gly 

90 
cag cga 
Gin Arg 
105 

cct ate 
Pro He 



tec 
Ser 

aag 
Lys 

ttt 
Phe 

ggc 
Gly 
75 

gta 

Val 



gca 
Ala 

aca 
Thr 

gaa 

Glu 

60 

gca 

Ala 



gag gca 
Glu Ala 

30 
tgg ggt 
Trp Gly 
45 

gag ccg 
Glu Pro 

tta ctg 
Leu Leu 



agt tec ttg 
Ser Ser Leu 



ttg gtt caa ate 
Leu Val Gin He 
110 

c 



96 



144 



192 



240 



288 



336 



373 



<210> 3677 
<211> 321 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 49. .321 



<400> 3677 

gecattttga gctcctccgc egggeggggt aacaaaggcg 



gec ggc att 
Ala Gly He 
5 

sck cck acc 
Xaa Pro Thr 
20 

cac aga atg 
His Arg Met 

aac aga tgt 
Asn Arg Cys 

aat acg etc 
Asn Thr Leu 
70 

ccg aca get 
Pro Thr Ala 



ttg tac 
Leu Tyr 

ccr rsa 
Pro Xaa 

ccc gky 
Pro Xaa 

40 
tec ttc 
Ser Phe 
55 

cct etc 
Pro Leu 



teg cga 
Ser Arg 
10 

gca cca 
Ala Pro 
25 

cac ccc 
His Pro 

gtc tgc 
Val Cys 

aac tec 
Asn Ser 



etc age cac atg 
Leu Ser His Met 



ccc caa tec cca 
Pro Gin Ser Pro 



ggg ctt tgg 
Gly Leu Trp 

aar aac acc 
Lys Asn Thr 
45 

etc gar gcg 
Leu Glu Ala 
60 

rwc aac age 

Xaa Asn Ser 

75 

sea 

Xaa 



aag 

Lys 

30 

tec 

Ser 

tec 
Ser 

tac 
Tyr 



ccgccgcc atg tec gag 
Met Ser Glu 
1 

get grt gec ggc cgc 
Ala Xaa Ala Gly Arg 
15 

tgg tec cct cgc tec 
Trp Ser Pro Arg Ser 
35 

cga aac gee gca cct 
Arg Asn Ala Ala Pro 
50 

cgc ttt cat ccg cac 
Arg Phe His Pro His 
65 

car atg gca gee gee 
Gin Met Ala Ala Ala 
80 



57 



105 



153 



201 



249 



297 



321 



2265 



85 90 

<210> 3678 
<211> 361 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145 . .360 



60 



<400> 3678 

ctggcaaacc gaatccagca gcacatcaaa aagcttatcc accatgatca agtgggcttc 
atccatgggr tgcaaggctg gttcaacacr cgaraatcaa taraagkaat ccatcatata 120 
aacagaacca aagacaaaac ccac atg att ate tea ata gat gca gaa aag 171 

Met He He Ser He Asp Ala Glu Lys 
1 5 

gec ttc aac aaa att caa caa tgc ttc atg eta aaa act etc aat aat 219 
Ala Phe Asn Lys He Gin Gin Cys Phe Met Leu Lys Thr Leu Asn Asn 
10 15 20 25 

tta ggt att gat ggg acg aat etc aaa ata ata aga get att tat gac 267 
Leu Gly He Asp Gly Thr Asn Leu Lys He He Arg Ala He Tyr Asp 
30 35 40 

^ aaa ccc aca gee aat ate ata ctg aat ggg caa aaa ctg gaa gca ttc 315 
^ Lys Pro Thr Ala Asn He He Leu Asn Gly Gin Lys Leu Glu Ala Phe 
*D 45 50 55 

3 cct ttg aaa act ggc ata aga caa gga tgc cat etc tea cca etc c 361 

O Pro Leu Lys Thr Gly He Arg Gin Gly Cys His Leu Ser Pro Leu 
|U 60 65 70 

f* f 

V <210> 3679 

A <211> 320 

% <212> DNA 

^ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 49. -318 



<400> 3679 

ttacaagaat taggagctta tgttgatgaa gaacttcctg attacatt atg gtg atg 57 

Met Val Met 
1 

gtg gec aac aag aaa agt cag gac caa atg aca gag gat ctg tec ctg 105 
Val Ala Asn Lys Lys Ser Gin Asp Gin Met Thr Glu Asp Leu Ser Leu 

5 10 15 

ttt eta ggg aac aac aca att cga ttc ace gta tgg ctt cat ggt gta 153 
Phe Leu Gly Asn Asn Thr He Arg Phe Thr Val Trp Leu His Gly Val 
20 25 30 35 

tta gat aaa ctt cgc tct gtt aca act gaa ccc tct agt ctg aag tct 201 
Leu Asp Lys Leu Arg Ser Val Thr Thr Glu Pro Ser Ser Leu Lys Ser 
40 45 50 



2266 



tct gat acc aac ate ttt 
Ser Asp Thr Asn lie Phe 
55 

ttc agt egg gga gat gag 
Phe Ser Arg Gly Asp Glu 
70 

gec ann cct age gcg aga 
Ala Xaa Pro Ser Ala Arg 
85 



gat agt aac gtg cct tea 
Asp Ser Asn Val Pro Ser 
60 

a 99 a 99 cat 9 aa 9 c t 9C a 
Arg Arg His Glu Ala Ala 
75 

ccg tc 

Pro 

90 



aac aag age aat 24 9 

Asn Lys Ser Asn 
65 

gtg cca cca ctt 297 

Val Pro Pro Leu 

80 

320 



<210> 3680 

<211> 349 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 163. .348 



<400> 3680 

ttggcaacag gaggtggaga ggagatgege cgagggatgg aggtgtatgt caccgaggag 60 
gctgctgcgc tcctgcccca mgccctgggc ccttgaaggg etctgegagt gacccggcgg 120 
^ gcgagctccg tgctgsatgr aaamsgctgm agaaggchca ar atg gmc aat cag 174 
^3 Met Xaa Asn Gin 

^0 i 

gtg ctg ggc tac aag gac ctg get gee ate ccc aag gac aag gec ate 222 
s Val Leu Gly Tyr Lys Asp Leu Ala Ala lie Pro Lys Asp Lys Ala lie 

r% 5 10 15 20 

fl I ctg gac ate gag egg ccc gac etc atg ate tac gag cct cac ttc act 
f\i Leu Asp He Glu Arg Pro Asp Leu Met He Tyr Glu Pro His Phe Thr 
§ » 25 30 35 

£ tat wmc etc ctg gaa cac gtg gag ctg cct cgc age cgc gag cgc teg 318 
^ Tyr Xaa Leu Leu Glu His Val Glu Leu Pro Arg Ser Arg Glu Arg Ser 
O 40 45 50 

ctg tea ccc aaa tec aca tec ccc cct aca c 
Leu Ser Pro Lys Ser Thr Ser Pro Pro Thr 
55 60 



270 



349 



<210> 3681 

<211> 286 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 14 . .286 



<400> 3681 

tcgagatgtg agg atg att tct gac aga aat tea aga cgt tec aaa gga 
Met He Ser Asp Arg Asn Ser Arg Arg Ser Lys Gly 
15 10 

att get tat gtg gag ttc gtc gat gtt age tea gtg cct eta gca ata 



2267 



He Ala Tyr Val Glu Phe 
15 

gga tta act ggc cad cga 
Gly Leu Thr Gly Xaa Arg 
30 

tea cag gta att ttt ttg 
Ser Gin Val He Phe Leu 
45 50 
gaa age etc ctg ttg cat 
Glu Ser Leu Leu Leu His 
65 

get cat tac gtt gag teg 
Ala His Tyr Val Glu Ser 
80 



Val Asp Val Ser Ser Val 
20 

gtt tta ggc gtg cca ate 
Val Leu Gly Val Pro He 
35 40 
ttg gtt aag agt ttg att 
Leu Val Lys Ser Leu He 
55 

ggt ata gtg ctg ttg tgt 
Gly He Val Leu Leu Cys 
70 

gat gtt ttc agg act ttt 
Asp Val Phe Arg Thr Phe 
85 



Pro Leu Ala He 
25 

ata gta cag gca 145 
He Val Gin Ala 

att ggt ggt gtt 193 
He Gly Gly Val 
60 

tct gtg act get 241 
Ser Val Thr Ala 
75 

ttt ttt ttt 286 
Phe Phe Phe 
90 



UJ 



<210> 3682 

<211> 443 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 214 . .441 



<400> 3682 

tcgctgtcaa tctcaagaac tccctcaagc aactcaccga cccctactac ctgtggagga 60 
agagcaagct ggactgttgc atctgggtag tgagcttcct ctcctccttc ttcctcargc 120 
ctgccctatg gtgtggcagt gggkgtcgcc ttctccgtcc tggtcgtggt cttccagact 180 
cagtttcgaa atggctatgc actggcccag gtc atg gac act gac att tat gtg 234 

Met Asp Thr Asp He Tyr Val 

1 5 

aat ccc aag ace tat aat agg gee cag gat ate cag ggg att aar ate 282 
Asn Pro Lys Thr Tyr Asn Arg Ala Gin Asp He Gin Gly He Lys He 

10 15 20 

ate acg tac tgc tec cct etc tac ttt gee aac tea gag ate ttc agg 330 
He Thr Tyr Cys Ser Pro Leu Tyr Phe Ala Asn Ser Glu He Phe Arg 

25 30 35 

caa aag gtc ate gee aag aca ggm atg gds ccc cag aaa gta tta cwa 3 78 

Gin Lys Val He Ala Lys Thr Gly Met Xaa Pro Gin Lys Val Leu Xaa 
40 45 50 55 

gee aag caa aaa ata cct caa gaa gca gga gaa gcg gag aat gag gee 
Ala Lys Gin Lys lie Pro Gin Glu Ala Gly Glu Ala Glu Asn Glu Ala 

60 65 70 

cac aca aca gag gag gt 443 
His Thr Thr Glu Glu 
75 



426 



<210> 3683 

<211> 337 

<212> DNA 

<213> Homo sapiens 



<220> 



2268 



<221> CDS 
<222> 3 . .335 



<Q <210> 3684 

5*5 <211> 378 



ru 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 216 . .377 



<400> 3683 

at atg gga aag ate etc ccc gaa tac etc age aac tgg ace atg gga 47 
Met Gly Lys lie Leu Pro Glu Tyr Leu Ser Asn Trp Thr Met Gly 
15 10 15 

aaa gtc aga cga gag ggg gtt aag gtg atg ccc aat get att gtg caa 95 
Lys Val Arg Arg Glu Gly Val Lys Val Met Pro Asn Ala lie Val Gin 

20 25 30 

tec gtt gga gtc age agt ggc aag tta ctt ate aag ctg aaa gac ggc 143 
Ser Val Gly Val Ser Ser Gly Lys Leu Leu He Lys Leu Lys Asp Gly 

35 40 45 

agg aag gta gaa act gac cac ata gtg gca get gtg ggc ctg gag ccc 191 
Arg Lys Val Glu Thr Asp His He Val Ala Ala Val Gly Leu Glu Pro 

50 55 60 

aat gtt gag ttg gee aag act ggt ggc ctg gaa ata gac tea gat ttt 239 
Asn Val Glu Leu Ala Lys Thr Gly Gly Leu Glu He Asp Ser Asp Phe 

65 70 75 

ggt ggc ttc egg gta aat gca gag eta caa gca cgc tct aac ate tgg 
Gly Gly Phe Arg Val Asn Ala Glu Leu Gin Ala Arg Ser Asn He Trp 
80 85 90 95 

gtg gca gga gat get gca tgc ttc tac gat ata aag ttg gga agg arg 335 
Val Ala Gly Asp Ala Ala Cys Phe Tyr Asp He Lys Leu Gly Arg Xaa 
100 105 110 

ac 



287 



337 



<400> 3684 

tagtttagaa atattattaa atgtggcaat atggacaata aattattttg aggtaccaca 60 
aggcaccaaa atttaaaaag caaccaaaac ttcctcaaat tactttctct acttaaagag 120 
gaggcttcaa ttaaaattat tcctcattca gtgtgtccat ttaktttgaa aaggcaaaaa 180 
ggaaagcgtt taccttatgt ttcgctgaat gctgg atg age tct gta att aac 233 

Met Ser Ser Val He Asn 
1 5 

act ttg tec tgt tgc aac ctt cgc ttc ata age ttg gag cag ttg ata 281 
Thr Leu Ser Cys Cys Asn Leu Arg Phe He Ser Leu Glu Gin Leu He 

10 15 20 

tta atg get tec aaa atg tgg gat gta ttg tat tec aca aat ggc egg 329 
Leu Met Ala Ser Lys Met Trp Asp Val Leu Tyr Ser Thr Asn Gly Arg 

25 30 35 

eta tea att age age act ttt tec gtt cca ctt tec age aga gee acc a 378 
Leu Ser He Ser Ser Thr Phe Ser Val Pro Leu Ser Ser Arg Ala Thr 
40 45 50 



2269 



<210> 3685 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .284 



<400> 3685 

catttggaaa aatacaagaa agtgaaaaaa ctctt atg atg aac aca tta tat 53 

Met Met Asn Thr Leu Tyr 
1 5 

aag ctt cat gat cga ttg gca cag ctt gca gga gat cat gaa tgt ggc 101 
Lys Leu His Asp Arg Leu Ala Gin Leu Ala Gly Asp His Glu Cys Gly 
10 15 20 

C3 agt tct agt caa aga meg ctt tct gtt caa gag gca get gcg tat tta 149 
3 Ser Ser Ser Gin Arg Xaa Leu Ser Val Gin Glu Ala Ala Ala Tyr Leu 
25 30 35 

aaa gat tta ggt cct gaa tat gaa ggt ata ttt aac act tea ttg cag 197 
Lys Asp Leu Gly Pro Glu Tyr Glu Gly He Phe Asn Thr Ser Leu Gin 

40 45 50 

tgg ate tta gaa aat gga aaa gat gtt gga ata agg tgt gtt ggt ttt 245 
Trp He Leu Glu Asn Gly Lys Asp Val Gly He Arg Cys Val Gly Phe 
*Q 55 60 65 70 

s ggc cct gag gaa gaa ttg nca aat ata act gat gtg cag t 285 

O Gly Pro Glu Glu Glu Leu Xaa Asn He Thr Asp Val Gin 
|U 75 80 

: J <210> 3686 

% t <211> 189 

b£ <212> DNA 

M <213> Homo sapiens 

<220> 
<221> CDS 
<222> 31. .189 



<400> 3686 

aaccttttta ctgttgcttg cacaggctaa atg eta tec tgt etc aag caa cat 

Met Leu Ser Cys Leu Lys Gin His 



cct 


tgc 


tgt 


gac 


etc 


tac 


ttg 


tta 


1 
cct 


cct 


etc 


cca 


5 

gat 


att 


tgc 


aca 


Pro 


Cys 
10 


Cys 


Asp 


Leu 


Tyr 


Leu 
15 


Leu 


Pro 


Pro 


Leu 


Pro 
20 


Asp 


He 


Cys 


Thr 


gtt 


cac 


ttc 


kgc 


cct 


kaa 


ttc 


agg 


act 


tgc 


tea 


aat 


gtt 


att 


ttt 


tct 


Val 


His 


Phe 


Xaa 


Pro 


Xaa 


Phe 


Arg 


Thr 


Cys 


Ser 


Asn 


Val 


He 


Phe 


Ser 


25 










30 










35 










40 


gac 


agg 


act 


ttc 


ctg 


acc 


aga 


ngt 


tta 


aga 


ata 


gtc 


tct 








Asp 


Arg 


Thr 


Phe 


Leu 
45 


Thr 


Arg 


Xaa 


Leu 


Arg 
50 


He 


Val 


Ser 









2270 



<210> 3687 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 151. .396 



./safe 



<400> 3687 

aaagctacat taatsraaac agtgtatgac tagcataaaa acagacgtct agacaaatgg 60 
aacagaatag agagctcaga aataaaccca caatgatgaa aatatagtct cttcaataaa 120 
tagtgttgga aaaattggat agccacatga atg aaa ctg gac tct tat gtt ata 174 

Met Lys Leu Asp Ser Tyr Val lie 
1 5 

eta cat gca aac att aac tea aaa tgg att aaa gtc tta aac ata aaa 222 
Leu His Ala Asn He Asn Ser Lys Trp He Lys Val Leu Asn He Lys 

10 15 20 

cct gaa gca ata aaa cgt tta gac aaa aac atg ggg gaa aat att eta 270 
Pro Glu Ala He Lys Arg Leu Asp Lys Asn Met Gly Glu Asn He Leu 
25 30 35 40 

9 ac att 9 fc 9 ct 9 9 CC aat 9 at tta tt: 9 9 at atg aca cca aag tgg gat 318 
Asp He Val Leu Ala Asn Asp Leu Leu Asp Met Thr Pro Lys Trp Asp 

•sJ 45 50 55 

^0 tat acc aag tgg gat tac ate aaa eta aaa ace tec tgc act ggc egg 366 

s Tyr Thr Lys Trp Asp Tyr He Lys Leu Lys Thr Ser Cys Thr Gly Arg 

O 60 65 70 

ill gtg egg tgg etc acg cct gta gtc cca gca ca 3 98 

fjj Val Arg Trp Leu Thr Pro Val Val Pro Ala 

T J 75 80 

=3t=! 

^ <210> 3688 

U <211> 262 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .261 



<400> 3688 

tctctctcgc cggagacctc cgttgcgccg agtccattcg gcctctagca ccgggtcctg 60 
ggb atg ctt tec ccg gga agg agg cgc gcg ggg get ctg ccg cac gtg 108 
Met Leu Ser Pro Gly Arg Arg Arg Ala Gly Ala Leu Pro His Val 
15 10 15 

a 99 99 c ak 9 9 CC 9 ca 99t caa a 9 c cta 9 a 9 cc 9 gtt tct 9 fct a 9 c a 9 c 156 
Arg Gly Xaa Ala Ala Gly Gin Ser Leu Glu Pro Val Ser Val Ser Ser 

20 25 30 

ggt gtt tgg ctg ttt krt cag gca ttt cca gca gtg aag gag aca gec 204 
Gly Val Trp Leu Phe Xaa Gin Ala Phe Pro Ala Val Lys Glu Thr Ala 
35 40 45 



2271 



aga age aag ctt kdg gag ctg aag gaa cct kwg aca gaa get agt ccc 252 
Arg Ser Lys Leu Xaa Glu Leu Lys Glu Pro Xaa Thr Glu Ala Ser Pro 

50 55 60 

tec tct gaa t 262 
Ser Ser Glu 
65 

<210> 3689 
<211> 230 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38 . .229 



<400> 3689 

Q taacgtatgc acagaagctg tttttttatt attggga atg etc cgc age atg ctg 55 
°r Met Leu Arg Ser Met Leu 

5 1 5 

{V act tea cct tgg caa tea gaa gaa gag gga tct tgg etc cga gaa tat 103 

f" Thr Ser Pro Trp Gin Ser Glu Glu Glu Gly Ser Trp Leu Arg Glu Tyr 

^ 10 15 20 

cct gtg acc ctg atg cag ttc ttc aga tat ntg tat cac aac gtg cca 151 

C- Pro Val Thr Leu Met Gin Phe Phe Arg Tyr Xaa Tyr His Asn Val Pro 
25 30 35 

gac ctt gec tec atg tgg atg age cct gac ttc ctg tgt gca tta gca 199 

Asp Leu Ala Ser Met Trp Met Ser Pro Asp Phe Leu Cys Ala Leu Ala 

40 45 50 

gee acc gtc ttc ccc ttc aat att cgc cca t 230 

Ala Thr Val Phe Pro Phe Asn lie Arg Pro 

55 60 

<210> 3690 
<211> 411 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120 . .410 



III 



<400> 3690 

actcacgtgg cccttgcttc atccagcaca gctctcaggt gggcactgea gggacactgg 60 
tgtcttccat gtagcgtccc agctttgggc tcctgtaaca gacctctttt tggttatgg 119 
atg get cac aaa ata ggg ccc cca atg eta ttt ttt ttt tta agt ttg 167 
Met Ala His Lys lie Gly Pro Pro Met Leu Phe Phe Phe Leu Ser Leu 
15 10 15 

ttt aat tat ttg tta aga ttg tct aag gee aaa ggc aat tgc gaa ate 215 
Phe Asn Tyr Leu Leu Arg Leu Ser Lys Ala Lys Gly Asn Cys Glu lie 

20 25 30 

aag tct gtc aag tac aat aac att ttt aaa aga aaa tgg ate cca ctg 263 



2272 





Lys 

ttc 
Phe 

att 

He 

65 

gaa 

Glu 



Ser Val Lys 
35 

etc ttt gee 
Leu Phe Ala 
50 

tea aaa caa 
Ser Lys Gin 

cgt mag gtg 
Arg Xaa Val 



Tyr Asn Asn 



aca 
Thr 

ace 
Thr 

aag 
Lys 
85 



gag aaa 
Glu Lys 
55 

atg atg 
Met Met 
70 

cag cca 
Gin Pro 



He Phe 
40 

gca ccc 
Ala Pro 

gak tgg 
Xaa Trp 

ggt gaa 
Gly Glu 



Lys Arg 

aga cgc 
Arg Arg 

egg cma 
Arg Xaa 

75 
agg cct 
Arg Pro 
90 



Lys Trp 

45 
cam agg 
Xaa Arg 
60 

gtc cag 
Val Gin 

ggc ggg 
Gly Gly 



He Pro Leu 

etc tgt cgc 
Leu Cys Arg 

cct ttt aaa 
Pro Phe Lys 
80 

gag gaa agt 
Glu Glu Ser 
95 



gaa 
Glu 



311 



359 



407 



411 



<210> 3691 
<211> 354 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 152 . .352 



m 



<400> 3691 

cagagtccct tggaaagatg ccttgagctt 

ttcttttccc caaattctga catgtgctgg 

tctgccatcc atccaggaag aactgeggea 



gta gga 
Val Gly 

gaa aaa 
Glu Lys 

25 
ttg cct 
Leu Pro 
40 

ccc aag 
Pro Lys 



aat 

Asn 

10 

gac 

Asp 

aag 
Lys 

aag 
Lys 



atg 
Met 

aac 
Asn 

ggt 
Gly 

get 
Ala 



act 
Thr 

tea 
Ser 

gta 
Val 

tgg 
Trp 
60 



gga 
Gly 

gag 
Glu 

gtc 

Val 
45 
aga 
Arg 



acc act 
Thr Thr 
15 

ttg ggg 
Leu Gly 
30 

ctg aaa 
Leu Lys 

cag aag 
Gin Lys 



gtctcaggtc cctaaactta gaaagtccta 
atcagagtgt tctcatttcc aataggccag 
c atg get gat ggt get aga gag 
Met Ala Asp Gly Ala Arg Glu 
1 5 
gag ate aac tea gat caa ggc eta 
Glu He Asn Ser Asp Gin Gly Leu 
20 

agt gaa act egg tac cca ctg eta 
Ser Glu Thr Arg Tyr Pro Leu Leu 
35 

ctg aag cca gtt gee gac cgt ttc 
Pro Val Ala Asp Arg Phe 



Leu Lys 

50 

cgt tea tea gtc ct 
Arg Ser Ser Val 
65 



55 



60 
120 
172 



220 



268 



316 



354 



<210> 3692 

<211> 208 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40. .207 



<400> 3692 



2273 



ccctttcatc atgatcaact ggatcggata tttagtgtc atg ggg ttt cct gca 54 

Met Gly Phe Pro Ala 
1 5 
gat aaa gac tgg gaa gat att aga aag mtg cca gaa tat ccc aca ctt 
Asp Lys Asp Trp Glu Asp He Arg Lys Xaa Pro Glu Tyr Pro Thr Leu 

10 15 20 

caa aaa gac ttt aga aga aca acg tat gcc aac agt age etc ata aag 
Gin Lys Asp Phe Arg Arg Thr Thr Tyr Ala Asn Ser Ser Leu He Lys 

25 30 35 

tac atg gag aaa cac aag gtc aag cct gac age aaa gtg ttc etc ttg 
Tyr Met Glu Lys His Lys Val Lys Pro Asp Ser Lys Val Phe Leu Leu 

40 45 50 

ctt cag aaa c 
Leu Gin Lys 
55 

<210> 3693 

<211> 251 
Q <212> DNA 
^ <213> Homo sapiens 

'iff 

tl <220> 
r! <221> CDS 
^ <222> 45. .251 



102 



150 



198 



208 



<400> 3693 

ttaggacggg cgggtgcaat cctcgaaggg gagtctcagc gacc atg ggg gac ace 56 

Met Gly Asp Thr 
1 

ate cac tgt aag aka aca acg gca ggg ggc gtc agt ata gga tgg aam 104 

He His Cys Lys Xaa Thr Thr Ala Gly Gly Val Ser He Gly Trp Xaa 

5 10 15 20 

kgg egg ggg gtg tgc agg ggg gcg tgg get gcg ccg cgc tgg gcc eta 152 

Xaa Arg Gly Val Cys Arg Gly Ala Trp Ala Ala Pro Arg Trp Ala Leu 

25 30 35 

ccg teg gaa gtc tgc gag egg gga acc aga atg tac cag gtc gag aag 
Pro Ser Glu Val Cys Glu Arg Gly Thr Arg Met Tyr Gin Val Glu Lys 

40 45 50 

cac tgg get gaa cca caa gaa gcc aat agg agg ggg gaa teg gga cgt 
His Trp Ala Glu Pro Gin Glu Ala Asn Arg Arg Gly Glu Ser Gly Arg 
55 60 65 



200 



248 



cca 
Pro 

<210> 3694 
<211> 260 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77 . . 259 



251 



2274 




acc g 
Thr 





<210> 


3695 




<211> 


318 




<212> 


DNA 


<213> 


Homo 


yj 


<220> 




:.?= 
'^5c5 


<221> 
<222> 


CDS 
34 . . 



<400> 3694 

tggttggacc aggtgtgtca tttacataac gtgcgaagaa gatggctacc ccaccctaat 60 
cttttattat gcagat atg tgc cat att gcc tgt ttc ttt act gta cac gtk 112 
Met Cys His He Ala Cys Phe Phe Thr Val His Val 
1 5 10 

rtg aca aag aaa agg gaa gat gga gcc tec atg ctg aac atg cct ggt 160 
Xaa Thr Lys Lys Arg Glu Asp Gly Ala Ser Met Leu Asn Met Pro Gly 

15 20 25 

ccc cag gta gcc ttt tec tat tgg cat age tgc cag cat tea tec atg 208 
Pro Gin Val Ala Phe Ser Tyr Trp His Ser Cys Gin His Ser Ser Met 

30 35 40 

caa get tec agt ttg ctt ate tat gtt tgc age tea act ttt cag gcc 256 
Gin Ala Ser Ser Leu Leu He Tyr Val Cys Ser Ser Thr Phe Gin Ala 
45 50 55 60 



260 



102 



150 



<400> 3695 

acagcagegg cgcgkwagac tgeggggegg gcc atg gcg gcg aac ctg age egg 54 

Met Ala Ala Asn Leu Ser Arg 
1 5 
aac ggg cca gcg ctg caa gag gcc tac gtg egg gtg gtc acc gag aag 
Asn Gly Pro Ala Leu Gin Glu Ala Tyr Val Arg Val Val Thr Glu Lys 

10 15 20 

tec ccg acc gac tgg get etc ttt acc tat gaa ggc aac age aat gac 
Ser Pro Thr Asp Trp Ala Leu Phe Thr Tyr Glu Gly Asn Ser Asn Asp 

25 30 35 

ate cgc gtg get ggc aca ggg gag ggt ggc ctg gag gag atg gtg gag 198 
He Arg Val Ala Gly Thr Gly Glu Gly Gly Leu Glu Glu Met Val Glu 
40 45 50 55 

gag etc aac age ggg aag gtg atg tac gcc ttc tgc aga gtg aag gac 246 
Glu Leu Asn Ser Gly Lys Val Met Tyr Ala Phe Cys Arg Val Lys Asp 

60 65 70 

ccc aac tct gga ctg ccc aaa ttt gtc etc ate aac tgg aca ggc gag 294 
Pro Asn Ser Gly Leu Pro Lys Phe Val Leu He Asn Trp Thr Gly Glu 

75 80 85 

ggc gtg aac gat gtg egg aca ggg 318 
Gly Val Asn Asp Val Arg Thr Gly 
90 95 

<210> 3696 
<211> 433 
<212> DNA 



2275 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 226 . .432 



<400> 3696 

gcgctttgtt caagatgtgg gtctggcgct ttcgtgactc aagaccctct taggaacttc 60 
ttcactgaac tcaaggagga gatcaggcaa gatctgtgct gtgcagatcc tttggattga 120 
ggctgctgtg cacaggavta tggatggata ctctccaagc tgtaaggaag aagtcaagga 180 
ttaaggagac ctggactgga gaggagcctt tttcaaaaaa caaca atg aca aga gaa 237 

Met Thr Arg Glu 

1 

aat gta gcc cac aat get ctg aga caa gag ggc ctt gtg aag ggg aag 285 

Asn Val Ala His Asn Ala Leu Arg Gin Glu Gly Leu Val Lys Gly Lys 

5 10 15 20 

gat gat acc tgg aaa tgg gga acc age ttc caa gga agt age tec tct 333 

Asp Asp Thr Trp Lys Trp Gly Thr Ser Phe Gin Gly Ser Ser Ser Ser 

25 30 35 

gtt tgg gag acc tec cac eta cac ttt aga caa tta cgt tac cat gag 381 
Val Trp Glu Thr Ser His Leu His Phe Arg Gin Leu Arg Tyr His Glu 

40 45 50 

aca tct gga ccc cag gaa gcc ctg age egg etc agg gaa etc tgt cgc 42 9 

Thr Ser Gly Pro Gin Glu Ala Leu Ser Arg Leu Arg Glu Leu Cys Arg 
55 60 65 



egg t 
s Arg 

%ss 

fy <210> 3697 

jffjj <211> 356 

£ p <212> DNA 

J! <213> Homo sapiens 

O <220> 

<221> CDS 
<222> 195. .356 



433 



<400> 3697 

ctaaaatttc aacttttcag ggctgcccca tcttccctgt 
aaccagtgcc ccttgttgat gtatttaggt tattttagtt 
cctttctcct atttaaagga aaaaggctag ccctgtggac 
ttgggtacat ccat atg gtg gaa cgt cat gcg ggt 
Met Val Glu Arg His Ala Gly 
1 5 
tgt gag gaa ttt gag att gga gca gga tgg tgt 
Cys Glu Glu Phe Glu lie Gly Ala Gly Trp Cys 



15 



20 



gga aga ggt aga gtg tgt get gtg ate aca gcc 
Gly Arg Gly Arg Val Cys Ala Val lie Thr Ala 

30 35 
tct aat tta gag age ana ata aag ata tat 
Ser Asn Leu Glu Ser Xaa He Lys He Tyr 



ggatggcccg taatttattt 
ctgatgaact aaaaattatt 
tccatgagct ttttgeacca 
tta aaa age age gta 
Leu Lys Ser Ser Val 
10 

get aca gta gga aat 
Ala Thr Val Gly Asn 
25 

tta ttt cct ctg act 
Leu Phe Pro Leu Thr 
40 



60 
120 
180 
230 



278 



326 



356 



2276 



101 



45 50 

<210> 3698 
<211> 250 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24. .248 



<400> 3698 

aacggtgttt ggtggagccc gcg atg gcc gaa cct gcg tct gtc gcg get gaa 53 

Met Ala Glu Pro Ala Ser Val Ala Ala Glu 
15 10 
tct etc gcg ggc age agg gcg cgc get gca cgc aca gta eta ggt cag 
Ser Leu Ala Gly Ser Arg Ala Arg Ala Ala Arg Thr Val Leu Gly Gin 
O 15 20 25 

yg gtg gtg etc ccg ggt gag gag ctg etc ctg ccg gaa cag gag gay gcg 149 
lp Val Val Leu Pro Gly Glu Glu Leu Leu Leu Pro Glu Gin Glu Asp Ala 
iyl 30 35 40 

s-.? gaa ggc cct ggg ggt gca gtk dag cga ccg ttg age vtg aat get aga 197 
*S Glu Gly Pro Gly Gly Ala Val Xaa Arg Pro Leu Ser Xaa Asn Ala Arg 

45 50 55 

^ gcg tgc teg cgc gtg cgc gtt gta tgc ggt ccg ggc ctt egg cgc tgt 245 
ffl Ala Cys Ser Arg Val Arg Val Val Cys Gly Pro Gly Leu Arg Arg Cys 
s 60 65 70 

Q ggg gt 

Til Gly 

ru 75 

#Z <210> 3699 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 302 . .460 



250 



<400> 3699 

tgatacttag cttcagcgac ttgacaacag taacctttag tcttttaata cttacctgac 
agtatttgtg cattactgta aataactaat gagacttata ttttataaac taaatatatt 
tttacatagc tatcaaacaa aaaaatccct tcggttgtga ttccatagtg tatcctctgg 
tgaattactt ttaaaaaatt tttctttttt tatagagaaa aggtctcact atgttgctca 
ggctggtctt aacctcctgg cctcaaacac tcctccagct ttggcttccc aaagtgctgg 
g atg aca gat ctg age ere cat gcc tgg cct gtg aat tac ttt tat aaa 
Met Thr Asp Leu Ser Xaa His Ala Trp Pro Val Asn Tyr Phe Tyr Lys 
15 10 15 

gtg gaa atg tct ttc ttt tgt gtg naw tat ctt agt tgt ttc ttc aga 
Val Glu Met Ser Phe Phe Cys Val Xaa Tyr Leu Ser Cys Phe Phe Arg 
20 25 30 



60 
120 
180 
240 
300 
349 



397 



2277 



tat aaa ata ctg tgt gta tgt atg caw gtg tgt gta cac acc aca cac 
Tyr Lys He Leu Cys Val Cys Met Xaa Val Cys Val His Thr Thr His 

35 40 45 

ata tta agt gca age a 
He Leu Ser Ala Ser 
50 

<210> 3700 
<211> 385 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144 . .383 



60 



<400> 3700 

Q gatttttcta gcgatttcca gtgtgcatgc tcaagagtta ttttaaagta gaegcaagtg 

tttctcatgc cacagacatt ttgttaaaaa cctaacttga aatatacaag tgagttcacc 120 
S aaactcataa aaatgtcctt aaa atg ata aaa tgg aga act ttg ggg tec caa 173 

Met He Lys Trp Arg Thr Leu Gly Ser Gin 
15 10 
caa aga gga att aag gec tgg ate atg att acc tct gtt ttc cat gtg 221 
Gin Arg Gly He Lys Ala Trp He Met He Thr Ser Val Phe His Val 
15 20 25 

S act ttg aaa gca gca ggg ctg gag cca agt tgg ccc tgc tec etc eta 269 

Thr Leu Lys Ala Ala Gly Leu Glu Pro Ser Trp Pro Cys Ser Leu Leu 
g 30 35 40 

U 999 aca gca ggg ttg atg tec acc tec att nbc att tgc ttc tgt bca 317 
fs Gly Thr Ala Gly Leu Met Ser Thr Ser He Xaa He Cys Phe Cys Xaa 
S 45 50 55 

£ gec ggc agg cct tgg egg ccc etc ctg get ctg gag ctt tac ata ctt 365 
~ J Ala Gly Arg Pro Trp Arg Pro Leu Leu Ala Leu Glu Leu Tyr He Leu 
3 60 65 70 

tct tat tct ate cgc ate ca 

Ser Tyr Ser He Arg He 

75 80 

<210> 3701 
<211> 307 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62. .307 



385 



<400> 3701 

ccttcctgca cagcatcacc agaatgttwt kctttctttt cattcacctc tgtcatcatc 
c atg eta tgg tgt tta tgg agg atg tak tct gca gca gga agt gtg atg 
Met Leu Trp Cys Leu Trp Arg Met Xaa Ser Ala Ala Gly Ser Val Met 
15 10 15 



2278 



ggc act gac gsy gca gra 
Gly Thr Asp Xaa Ala Xaa 
20 

acg ata aat gcg ggt aaa 
Thr lie Asn Ala Gly Lys 
35 

ktc tct ttc gck tea att 
Xaa Ser Phe Ala Ser He 
50 

aaa act aaa cac ctt tct 
Lys Thr Lys His Leu Ser 
65 70 
ctg cct 
Leu Pro 



aga etc ctg kbg tec ace 
Arg Leu Leu Xaa Ser Thr 
25 

tct caa tec ttt aat ate 
Ser Gin Ser Phe Asn He 
40 

tct att ttc tea tgt tea 
Ser He Phe Ser Cys Ser 
55 60 
eta aca tgt tgc ttt aat 
Leu Thr Cys Cys Phe Asn 
75 



teg gga get gac 157 
Ser Gly Ala Asp 
30 

ttt atg act tct 205 

Phe Met Thr Ser 

45 

agg ctg aca ttc 253 
Arg Leu Thr Phe 

tat tta age att 301 
Tyr Leu Ser He 
80 

307 





<210> 


3702 






<211> 


297 






<212> 


DNA 






<213> 


Homo 


sapiens 


. P~ 
~\ « 








r, r~ 


<220> 






y • 


<221> 


CDS 




u 


<222> 


112 . 


.297 




<400> 


3702 





gaggtgagtc tggagawgag agtttccacg ttgtcatcat aggatctgga ctcaagtgac 
caaaaccttg cttggatttt tacctgatga agtttgtctt gaaaagtgaa a atg gtt 

Met Val 
1 

cca wtt cca ttt tec chg 
Pro Xaa Pro Phe Ser Xaa 
5 

tgt gag tgt gtg agt gtg 
Cys Glu Cys Val Ser Val 
20 

cat aga aca ccc aca cat 
His Arg Thr Pro Thr His 
35 40 
tea tgc atg gat tct tgt 
Ser Cys Met Asp Ser Cys 



dtc ttm aag 
Xaa Xaa Lys 
10 

tgc aag tgt 
Cys Lys Cys 
25 

gca ccc ace 
Ala Pro Thr 

tea cga agt 
Ser Arg Ser 



ggt aat tea 
Gly Asn Ser 

gtg tgc gtg 
Val Cys Val 
30 

cac atg cag 
His Met Gin 
45 

ace cac cgc 
Thr His Arg 
60 



get ttc ttt 
Ala Phe Phe 
15 

cag tct ccc 
Gin Ser Pro 

aca cgc aca 
Thr Arg Thr 



gtg 165 
Val 

cag 213 
Gin 

tac 261 
Tyr 
50 

297 



<210> 3703 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 208 . .363 



<400> 3703 



2279 





taaaggacta agagtaaaaa caaaaccagc aaggaaactg gaagaaaata gaggttttta 60 
aaagtaattt gagagaatga gtaaaacagt gggatctttc ttacccccta ataaaatgaa 120 
aaagtgaggg aatttaagaa attagttttt tgttgttatc atctgtttta cagattattg 180 
tggatatttg caatggtagg ctgaata atg tac ccc tec aaa gat act cat gtt 234 

Met Tyr Pro Ser Lys Asp Thr His Val 

1 5 

tta ate cet aaa acc tgt gca tat gtt gcg tta gat ggt aaa ttg gat 282 

Leu He Pro Lys Thr Cys Ala Tyr Val Ala Leu Asp Gly Lys Leu Asp 

10 15 20 25 

ttt gca aat ttg att aag gat ctt gca atg ggg agg ctg tec tgg ata 330 

Phe Ala Asn Leu He Lys Asp Leu Ala Met Gly Arg Leu Ser Trp He 

30 35 40 

act gga ttg gec cag tgt gat cac aaa ggt tec 363 
Thr Gly Leu Ala Gin Cys Asp His Lys Gly Ser 
45 50 



97 



<210> 3704 

<211> 206 

Q <212> DNA 

<213> Homo sapiens 

L& <220> 

f! <221> CDS 

^ <222> 2 . .205 



<400> 3704 

a atg gtg gcg ggt cgn egg age tct gat cgc egg gaa mcc ttg ccg ctg 4 9 

Met Val Ala Gly Arg Arg Ser Ser Asp Arg Arg Glu Xaa Leu Pro Leu 
15 10 15 

ctg tec tgc gac ccc aag caa ggt ata gac acg tgt ggc cgt tta cgc 
Leu Ser Cys Asp Pro Lys Gin Gly He Asp Thr Cys Gly Arg Leu Arg 

20 25 30 

tgt agg ate etc att ccc act ggc ttt gaa cat ttt ggg gac tta caa 145 
O Cys Arg He Leu He Pro Thr Gly Phe Glu His Phe Gly Asp Leu Gin 
35 40 45 

tgc cgc cac ccg scg gac ate gtc aag gtg gee ata gan tgg ccg ggc 193 
Cys Arg His Pro Xaa Asp He Val Lys Val Ala He Xaa Trp Pro Gly 

50 55 60 

gee tac ccc aaa c 
Ala Tyr Pro Lys 
65 

<210> 3705 
<211> 247 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68. .247 



206 



<400> 3705 



2280 



catttgcctt ttgattttgt ttaatttctt tatggtactt attttactaa ctgaggtttg 60 
aatgtaa atg gta tac ata acc ate ttt tec tct gtg gtt tct tec att 109 

Met Val Tyr He Thr He Phe Ser Ser Val Val Ser Ser He 

15 10 
acc tkk atg ctt aga aat tct tgc eta tct gag ate aga tat tea cca 157 
Thr Xaa Met Leu Arg Asn Ser Cys Leu Ser Glu He Arg Tyr Ser Pro 
15 20 25 30 

gta ttt tct ttt gga att tgt ttg ttt att tac tat ttg tct ttt ccc 205 
Val Phe Ser Phe Gly He Cys Leu Phe He Tyr Tyr Leu Ser Phe Pro 

35 40 45 

etc agg gtt age aga eta agt eta tgg ggc aaa tct ggc cac 247 
Leu Arg Val Ser Arg Leu Ser Leu Trp Gly Lys Ser Gly His 
50 55 60 

<210> 3706 

<211> 235 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .233 



yj <400> 3706 

*8 atcagacctg caagttgccc tettgetttt tccgtaaycc tcatcacttt aatcatccct 60 

%Q ttgaggactc agca atg acc aga ggg tgc tgg gaa ggg cga gca eta ctt 110 
,_n Met Thr Arg Gly Cys Trp Glu Gly Arg Ala Leu Leu 

7 1 5 10 

cgc arg cac ggg aty cty mag cac cag ggg aac acr gta gtt cca gga 158 
Arg Xaa His Gly He Leu Xaa His Gin Gly Asn Thr Val Val Pro Gly 

15 20 25 

agt tct ggg tgt tec tgg gga gag age ggc ttg tea ttt egg agg cca 206 
Ser Ser Gly Cys Ser Trp Gly Glu Ser Gly Leu Ser Phe Arg Arg Pro 

30 35 40 

ggg aaa ggg gee tec tgc cac cgc ctg cc 235 
Gly Lys Gly Ala Ser Cys His Arg Leu 
45 50 

<210> 3707 

<211> 259 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11 . .259 



<400> 3707 

aatactttta atg ctt ata gta tat att gtg atg ggc ctt get ggg gga 
Met Leu He Val Tyr He Val Met Gly Leu Ala Gly Gly 
15 10 

tac tgg act aaa cag ccc etc ccc ccc ttt ttt ttt ctg agg egg agt 



2281 



Tyr Trp Thr Lys Gin Pro 
15 

etc agt ctg tec agg ctg 
Leu Ser Leu Ser Arg Leu 
30 35 
aac etc tgc cgc cca ggt 
Asn Leu Cys Arg Pro Gly 
50 

gta get ggt att aca ggc 
Val Ala Gly He Thr Gly 
65 

ttt tta gta gag acg gga 
Phe Leu Val Glu Thr Gly 
80 



Leu Pro Pro Phe Phe Phe 
20 25 
gag tgc att ggc gca aty 
Glu Cys He Gly Ala He 
40 

tea age gat ttt ctt gee 
Ser Ser Asp Phe Leu Ala 
55 

gee tgc cac tgt gee egg 
Ala Cys His Cys Ala Arg 
70 



Leu Arg Arg Ser 

tct tct cac tgc 145 
Ser Ser His Cys 
45 

tea gee tec caa 193 
Ser Ala Ser Gin 
60 

eta att ttt gta 241 
Leu He Phe Val 
75 

259 



<210> 3708 
<211> 440 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 180. .440 



<400> 3708 

attgaagatc gatttgacaa atatcttgat ccgtcctttt ttcaacatcg gattcattgg 60 
^ ttttcaattt tcaactcctt catgatggtg atcttcttgg tgggcttagt ttcaatgatt 120 
^ ttaatgagaa cattaagaaa agaattaatg mctcsggtac aktaaagagg aagaaatgg 179 
Q atg ang atg gat aga gac eta gga gat gaa tat gga tgg aaa cag gtg 227 
fy Met Xaa Met Asp Arg Asp Leu Gly Asp Glu Tyr Gly Trp Lys Gin Val 
15 10 15 

cat gga gat gta ttt aga cca tea agt cac cca ctg ata ttt tec tct 275 
His Gly Asp Val Phe Arg Pro Ser Ser His Pro Leu He Phe Ser Ser 

20 25 30 

ctg att ggt tct gga tgt cag ata ttt get gtg tct etc ate gtt atw 323 
Leu He Gly Ser Gly Cys Gin He Phe Ala Val Ser Leu He Val He 

35 40 45 

att gtt gca atg ata gaa gnt tta tat act gag agg gga tea atg etc 371 
He Val Ala Met He Glu Xaa Leu Tyr Thr Glu Arg Gly Ser Met Leu 

50 55 60 

agt aca gee ata ttt gtc tat get gmt amg tct ccc agt gaa tgg tta 419 
Ser Thr Ala He Phe Val Tyr Ala Xaa Xaa Ser Pro Ser Glu Trp Leu 
65 70 75 80 

ttt tgg agg aag tct gta tgc 
Phe Trp Arg Lys Ser Val Cys 
85 



440 



<210> 3709 
<211> 277 
<212> DNA 

<213> Homo sapiens 



<220> 



2282 



<221> CDS 
<222> 112 . .276 



<400> 3709 

ctgattttct ttgacagttt ttattgccca tgtatttttt 
ttgataaatc caaaatatat atttaaggta tgcaatgtga 



gga 
Gly 

etc 
Leu 

aaa 

Lys 

35 

att 

He 



ttg tgd 
Leu Xaa 
5 

acc tea 
Thr Ser 
20 

cct gtg 
Pro Val 

aac tac 
Asn Tyr 



mat gat tac 
Xaa Asp Tyr 

gta ccc gtt 
Val Pro Val 

att tac tct 
He Tyr Ser 
40 

cgt ccc c 
Arg Pro 
55 



cac agt gaa 
His Ser Glu 
10 

ttt ttg tgt 
Phe Leu Cys 
25 

cag cag att 
Gin Gin He 



get aat 
Ala Asn 

gtg ttt 
Val Phe 

tea agt 
Ser Ser 
45 



tcagctttgt tgaggtataa 
tgctttgatg t atg tat 

Met Tyr 

1 

caa tat gtt cgt cag 
Gin Tyr Val Arg Gin 
15 

gtg tgt gtg gtg aga 
Val Cys Val Val Arg 
30 

aca caa tct att gtc 
Thr Gin Ser He Val 
50 



60 
117 



165 



213 



261 



277 



<210> 3710 

<211> 335 

<212> DNA 

<213> Homo sapiens 



IU 



<220> 
<221> CDS 
<222> 100. 



.333 



<400> 3710 

ttacggmatg gcggccacct gcatataaaa atawaactta gtggagagat cactataaat 
actgatgawa ttgatttggc tggtgatatc atccagtca atg gca tea ttt ktt 

Met Ala Ser Phe Xaa 
1 5 
get att gaa gac ctt caa gta gaa gcg gat ttt cct gtc tat ttt gag 
Ala He Glu Asp Leu Gin Val Glu Ala Asp Phe Pro Val Tyr Phe Glu 

10 15 20 

gaa tta cga aag gtg eta gtt aag gtg gat gaa tat cat tea gtg cat 
Glu Leu Arg Lys Val Leu Val Lys Val Asp Glu Tyr His Ser Val His 

25 30 35 

cag aag etc agt get gat atg get gat cat tct aat ttg ate cga agt 
Gin Lys Leu Ser Ala Asp Met Ala Asp His Ser Asn Leu He Arg Ser 

40 45 50 

tng ctg gtc gga get gag grt get cgt ctg atg agg gwe atg aaa aca 
Xaa Leu Val Gly Ala Glu Xaa Ala Arg Leu Met Arg Xaa Met Lys Thr 

55 60 65 

atg aag agt cgt nat atg gaa etc tat ga 
Met Lys Ser Arg Xaa Met Glu Leu Tyr 
70 75 



60 
114 



162 



210 



258 



306 



335 



<210> 3711 



2283 



<211> 375 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121. .375 





<400> 3711 


























gaggactaca ccagtttggc aaaatcattg 


ctcttcgtga 


ccacctccag tttccagctg 




gcttcctgat caaaggttcc tgatgttatt 


agcagcataa 


ggcaattatc taaageggee 




atg 


aaa 




gga 


kgc 


ma a 


mcc 


chg 


gca 


aad 


ata 


aat gwk hac 


gee 


ttt 




Met 


Lys 


Xaa Gly 


Xaa 


Xaa 


xaa 


Xaa 


Ala 


Xaa 


He 


Asn Xaa Xaa 


Ala 


Phe 




1 






5 










10 






15 






tac 


aac 


tct 


cag 


aag 


ttc 


gaa 


gtc 


ctg 


tac 


tgt 


gga aag gtg 


acc 


gtg 




Tyr 


Asn 


Ser 


Gin 


Lys 


Phe 


Glu 


Val 


Leu 


Tyr 


Cys 


Gly Lys Val 


Thr 


Val 








20 










25 






30 








acc 


cac 


aag 


aag 


gec 


ccc 


tea 


age 


etc 


ate 


gmt 


gac tgc atg 


gag 


aag 




Thr 


His 


Lys 


Lys 


Ala 


Pro 


Ser 


Ser 


Leu 


He 


Xaa 


Asp Cys Met 


Glu 


Lys 






35 










40 








45 






y i 


ttc 


age 


ctg 


cac 


gaa 


cag 


cag 


cgc 


ctg 


aag 


ate 


caa ggc gag 


cag 


cgc 




Phe 


Ser 


Leu 


His 


Glu 


Gin 


Gin 


Arg 


Leu 


Lys 


He 


Gin Gly Glu 


Gin 


Arg 






50 










55 










60 








ggt 


ccg 


gam 


cma 


gga 


gag 


gac 


mwg 


get 


gac 


wtg 


gag gtg gtg 


gtg 


ccc 


~=? 


Gly 


Pro 


Xaa 


Xaa 


Gly Glu Asp 


Xaa 


Ala 


Asp 


Xaa 


Glu Val Val 


Val 


Pro 




65 










70 










75 






80 




ggg 


tec 


ccc 


gga 


aga 






















Gly 


Ser 


Pro 


Gly 


Arg 






























85 





















<210> 3712 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .400 



60 
120 
168 



216 



264 



312 



360 



375 



<400> 3712 

cccttctttt tcctccctcc cctccaaccg cgccccccct cccggatggg gaaaaaaaaa 60 
gatgtcagct cctccgctgt agtattgetc cttaaaaacc cctctctctg aaaatgac 118 
atg ccc teg caa kgt aac tec gaa etc gta cgc gga sec ttg get gcg 166 
Met Pro Ser Gin Xaa Asn Ser Glu Leu Val Arg Gly Xaa Leu Ala Ala 
15 10 15 

ccc ggc gga gga gag cgc tat age egg age gca ggc atg tat atg cag 214 
Pro Gly Gly Gly Glu Arg Tyr Ser Arg Ser Ala Gly Met Tyr Met Gin 

20 25 30 

tct ggg agt gac ttc aat tgc ggg gtg atg agg ggc tgc ggg etc gcg 2 62 

Ser Gly Ser Asp Phe Asn Cys Gly Val Met Arg Gly Cys Gly Leu Ala 

35 40 45 

ccc teg etc tec aag agg gac gag ggc age age ccc age ytc gee etc 310 



2284 





Pro Ser Leu Ser Lys Arg Asp Glu Gly Ser Ser Pro Ser Xaa Ala Leu 

50 55 60 

aac ann tat ccg tec tac etc teg cag ctg gac tec tgg ggc gac ccc 358 
Asn Xaa Tyr Pro Ser Tyr Leu Ser Gin Leu Asp Ser Trp Gly Asp Pro 
65 70 75 80 

aaa gec gee tat cgc htg gaa maa cct gtt ggc agg ccg ctg t 401 
Lys Ala Ala Tyr Arg Xaa Glu Xaa Pro Val Gly Arg Pro Leu 
85 90 

<210> 3713 
<211> 314 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .314 



<400> 3713 

gtagagggtt tcatcatgtt ggccaggatg gtctcaatct cttgacctca tgatccgccc 60 
gcctcggcct cccaaggtgc tgggattgea ggcgtgagcr accatacccg gee atg 116 

Met 
1 

tgt gat tta gtt eta tgc aat att ate ace tgt gtc aat tec tct gaa 
Cys Asp Leu Val Leu Cys Asn He He Thr Cys Val Asn Ser Ser Glu 

5 10 15 

cac tac agt caa gna tat aga gta gtt cca tea cag gaa ttc etc atg 212 
His Tyr Ser Gin Xaa Tyr Arg Val Val Pro Ser Gin Glu Phe Leu Met 
20 25 30 

!LH eta ccc ttc tac age caa acc acc tea cdw ttc tac cct cac cac cat 
Leu Pro Phe Tyr Ser Gin Thr Thr Ser Xaa Phe Tyr Pro His His His 
35 40 45 

O caa rny ccc atg aaa cca etc gtc tgg tct cca tct cct ttt dtc ccc 
p Gin Xaa Pro Met Lys Pro Leu Val Trp Ser Pro Ser Pro Phe Xaa Pro 
~* 50 55 60 65 

etc cac 
Leu His 



~ 3 



164 



260 



308 



314 



<210> 3714 

<211> 239 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . .239 



<400> 3714 

tccacaccaa aaccccatct gcatgtcacc atcatcaaag accaaaggta gataaaacca 60 
caaag atg ggg aaa aaa cag aac aga aaa act gaa aat tct aaa aat cag 110 
Met Gly Lys Lys Gin Asn Arg Lys Thr Glu Asn Ser Lys Asn Gin 
15 10 15 



2285 





aga acc tct tct tct cca aag gaa rngc age tec tea cca gca gcg gaa 158 
Arg Thr Ser Ser Ser Pro Lys Glu Xaa Ser Ser Ser Pro Ala Ala Glu 

20 25 30 

caa age tgg atg gag aat gac ttt gat gag ttg aga gaa gaa ggc ttc 206 
Gin Ser Trp Met Glu Asn Asp Phe Asp Glu Leu Arg Glu Glu Gly Phe 

35 40 45 

aga cga tea aac ttc tec gag eta aag gag gag 239 
Arg Arg Ser Asn Phe Ser Glu Leu Lys Glu Glu 
50 55 

<210> 3715 
<211> 207 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 7. .207 



%0 <400> 3715 

!H ttttcc atg acc ata ggt cac tgt eta cac tgg gta cac ttt gta cca 48 
|V Met Thr He Gly His Cys Leu His Trp Val His Phe Val Pro 

J st 1 5 10 

% gtg teg gee tec act gat get ggt get cag gca cct ctg tec aag gac 96 
^ Val Ser Ala Ser Thr Asp Ala Gly Ala Gin Ala Pro Leu Ser Lys Asp 
15 20 25 30 

aat ccc ttt cac aaa caa acc age tgc ctt tgt ate ttg tac ctt ttc 144 
s Asn Pro Phe His Lys Gin Thr Ser Cys Leu Cys He Leu Tyr Leu Phe 
Q 35 40 45 

fy aga gaa agg gag gta tec ctg tgc caa agg etc cag gec tct ccc stg 192 
Fy Arg Glu Arg Glu Val Ser Leu Cys Gin Arg Leu Gin Ala Ser Pro Xaa 

50 55 60 

f^ z caa etc agg acc cca 207 
2; Gin Leu Arg Thr Pro 

<210> 3716 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15. .455 



<400> 3716 

atttcagect ggcg atg tec age aac cgc ccg gtg gaa att gtc gaa gat 50 
Met Ser Ser Asn Arg Pro Val Glu He Val Glu Asp 
15 10 
ccc egg gtc gtc ggg ate tgg acc aaa aac aag gag ctg gag ctg teg 98 
Pro Arg Val Val Gly He Trp Thr Lys Asn Lys Glu Leu Glu Leu Ser 
15 20 25 



2286 



3.' = 



290 



338 



gtg ccc aaa ttc aag ate gat gag ttc tarn gtg ggc ccg rtg cct meg 146 
Val Pro Lys Phe Lys He Asp Glu Phe Xaa Val Gly Pro Xaa Pro Xaa 

30 35 40 

aag cds gtg aca htt gec aag ctk hat gat aac ate cgt gaa aac ttc 194 
Lys Xaa Val Thr Xaa Ala Lys Leu Xaa Asp Asn He Arg Glu Asn Phe 
45 50 55 60 

ctg agg gac atg tgc aag aag tat ggk vag gtg gag gag gtg gag att 242 
Leu Arg Asp Met Cys Lys Lys Tyr Gly Xaa Val Glu Glu Val Glu He 

65 70 75 

ttg tac aac ccc aag acc aag aag cac ctg ggc att gee aag gtg gtc 
Leu Tyr Asn Pro Lys Thr Lys Lys His Leu Gly He Ala Lys Val Val 

80 85 90 

ttt gec acg gtc egg gga gec aag gat gec gtt cag cac ttg cac age 
Phe Ala Thr Val Arg Gly Ala Lys Asp Ala Val Gin His Leu His Ser 

95 100 105 

act tec gtc atg ggc aac att ate cac gtg gag ctg gac acc aaa ggg 386 
Thr Ser Val Met Gly Asn He He His Val Glu Leu Asp Thr Lys Gly 

110 115 120 

gaa acc cga atg egg ttc tat gaa ctg ttg gtc act ggc cga tac acc 434 
Glu Thr Arg Met Arg Phe Tyr Glu Leu Leu Val Thr Gly Arg Tyr Thr 
125 130 135 140 

ccc car acc etc cca gtg ggc ga 457 
Pro Gin Thr Leu Pro Val Gly 
145 

<210> 3717 
<211> 244 
^ <212> DNA 

<213> Homo sapiens 

fy <220> 
fU <221> CDS 
r <222> 56. .244 



<400> 3717 

aatctcaegg atatcctctg ttgggggaga agagtcttgc tctgtcgccc ccagg atg 58 

Met 
1 

gtg ttt agt ggc atg ate teg get cac tgc aac ata ccc etc ctg ggt 106 
Val Phe Ser Gly Met He Ser Ala His Cys Asn lie Pro Leu Leu Gly 

5 10 15 

tea agt gat tct tct gnn tea gee tec caa gta get ggg att aca ggt 154 
Ser Ser Asp Ser Ser Xaa Ser Ala Ser Gin Val Ala Gly He Thr Gly 

20 25 30 

gtg cac cac cac acc tgg eta att ttw gta ttt tta gta gag atg ggc 202 
Val His His His Thr Trp Leu He Xaa Val Phe Leu Val Glu Met Gly 

35 40 45 

ttt cgc cat gtt ggc cag get ggt etc aaa etc egg acc tea 244 
Phe Arg His Val Gly Gin Ala Gly Leu Lys Leu Arg Thr Ser 
50 55 60 



<210> 3718 
<211> 257 



2287 




208 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92 . .256 



<400> 3718 

aactgaatgg cgttgaaacc ctgccgggga cctcgtggca ttccatgaaa cgacctcatc 60 
acaggggaat gaactttatc ttgaaggcta g atg aga ate tgt eta tgt tgc 112 

Met Arg lie Cys Leu Cys Cys 

1 5 

cca ggc tgg tct cca act cct gac ttc aag caa tec tec tgc etc age 160 
Pro Gly Trp Ser Pro Thr Pro Asp Phe Lys Gin Ser Ser Cys Leu Ser 

10 15 20 

etc cca aag tgc tgg gat tac agg cat gag cca bag tgc cca gec cca 
Leu Pro Lys Cys Trp Asp Tyr Arg His Glu Pro Xaa Cys Pro Ala Pro 

25 30 35 

etc cca ttt tct gaa tct ttc aga att tea gat tgc ctt aaa ctg ccc a 257 
Leu Pro Phe Ser Glu Ser Phe Arg He Ser Asp Cys Leu Lys Leu Pro 
40 45 50 55 

<210> 3719 

<211> 244 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 80. .244 



<400> 3719 

agaaaacacc actaaagccc cagcacagga gagaaccacc cagcccagaa gttccaggga 60 
aggaactctc cggtccacc atg gag tac etc tea get ctg aac ccc agt gac 112 

Met Glu Tyr Leu Ser Ala Leu Asn Pro Ser Asp 
15 10 
tta etc agg tea gta tct aat ata age teg gag ttt gga egg agg gtc 
Leu Leu Arg Ser Val Ser Asn He Ser Ser Glu Phe Gly Arg Arg Val 

15 20 25 

tgg acc tea get cca cca ccc cag cga cct ttc cgt gtc tgt gat cac 
Trp Thr Ser Ala Pro Pro Pro Gin Arg Pro Phe Arg Val Cys Asp His 

30 35 40 

aag egg acc ate egg aaa ggc ctg aca get gec ttc 
Lys Arg Thr He Arg Lys Gly Leu Thr Ala Ala Phe 
45 50 55 



160 



208 



244 



<210> 3720 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<220> 



2288 



<221> CDS 
<222> 160 . .402 



222 



270 



318 



<400> 3720 

aacaaagaca gaaaggatgg ctatgtgctg agactcaacc gagtgaacga cgcccaggaa 60 
tacagacggg gtggcctggg atctctgttc tatcttacac tggatgtgct agagactgac 120 
tgccatgtgc tcagaaagaa ggcatggcaa gactgtgga atg agg ata ttt ttt 174 

Met Arg lie Phe Phe 
1 5 
gaa tea gtt tat ggt caa tgc aaa gca ata ttt tat atg aac aac cca 
Glu Ser Val Tyr Gly Gin Cys Lys Ala He Phe Tyr Met Asn Asn Pro 

10 15 20 

agt aga gtt etc tat kna get get tat aac tgt act ctt cgc cca gtt 
Ser Arg Val Leu Tyr Xaa Ala Ala Tyr Asn Cys Thr Leu Arg Pro Val 

25 30 35 

tea aaa aaa aag att tac atg acg tgc cct gac tgc cca age tec ata 
Ser Lys Lys Lys He Tyr Met Thr Cys Pro Asp Cys Pro Ser Ser He 
Q 40 45 50 

ccc act gac tct tec aat cac caa gtg ctg gag get gec ace gag tct 366 
7n Pro Thr Asp Ser Ser Asn His Gin Val Leu Glu Ala Ala Thr Glu Ser 

55 60 65 

H cwn gcg aaa tac aac aat gag aac aca tec aag cag ta 
^ Xaa Ala Lys Tyr Asn Asn Glu Asn Thr Ser Lys Gin 
W 70 75 80 

%P <210> 3721 

a <211> 526 

Q <212> DMA 

f%i <213> Homo sapiens 

<220> 
% <221> CDS 

^ <222> 132 . .464 

B 

<221> sig__peptide 
<222> 132 . . 176 
<223> score 9.3 

seq ALVLLLCIGALLG/HS 



404 



<400> 3721 

aatctgaagc ctgctggacg ctggattaga aggcagcaaa aaaagctctg tgctggctgg 60 
agccccctca gtgtgcaggc ttagagggac taggctgggt gtggagctgc agegtatcca 12 0 
caggccccag g atg cag gee ctg gtg eta etc etc tgc att gga gee etc 170 
Met Gin Ala Leu Val Leu Leu Leu Cys He Gly Ala Leu 
-15 ~10 -5 

etc ggg cac age age tgc cag aac cct gee age ccc ccg gag gag ggc 218 
Leu Gly His Ser Ser Cys Gin Asn Pro Ala Ser Pro Pro Glu Glu Gly 

15 10 
tec cca gac ccc gac age aca ggg gcg ctg gtg gag gag gag gat cct 266 
Ser Pro Asp Pro Asp Ser Thr Gly Ala Leu Val Glu Glu Glu Asp Pro 
15 20 25 30 

ttc ttc aaa gtc ccc gtg aac aag ctg gca gcg get gtc tec aac ttc 314 



2289 





362 



410 



458 



526 



Phe Phe Lys Val Pro Val Asn Lys Leu Ala Ala Ala Val Ser Asn Phe 

35 40 45 

ggc tat gac ctg tac egg gtg cga tec wgc acg age ccc acg acc aac 
Gly Tyr Asp Leu Tyr Arg Val Arg Ser Xaa Thr Ser Pro Thr Thr Asn 

50 55 60 

gtg etc ctg tct cct etc agt gtg gee acg gee etc teg gee etc teg 
Val Leu Leu Ser Pro Leu Ser Val Ala Thr Ala Leu Ser Ala Leu Ser 

65 70 75 

ctg gga gcg gas age gaa cag aat cca tea ttc acc ggg etc tct act 
Leu Gly Ala Xaa Ser Glu Gin Asn Pro Ser Phe Thr Gly Leu Ser Thr 

80 85 90 

atg act tgatcagcag cccagacatc catggtacct ataaggagct ccttgacacg 514 
Met Thr 
95 

gtcaccgccc cc 

<210> 3722 
<211> 660 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 244 . .588 

<221> sig_peptide 
<222> 244. .297 
<223> score 5.1 

seq VFLLFLCFHLRFC/KV 



<400> 3722 

gtggaaacaa gttcctattg gtcacctccc tcagctcttt aatgggaagg ccattttttg 60 
gtttcagtta eggtaaatet ctctggattt cagecaaatt ctttcagagt tcaaaagtac 120 
aaagctcttt aggaggtttg ttcttttgaa acattttttc agaggttaaa aattaaattt 180 
caaaagaata cctggagtgg aaaagagttc tcagcagaga caaagacccc gaacacctcc 24 0 
aac atg aag ctt ctt cat gtt ttc ctg tta ttt ctg tgc ttc cac tta 288 
Met Lys Leu Leu His Val Phe Leu Leu Phe Leu Cys Phe His Leu 
-15 "10 -5 

agg ttt tgc aag gtc act tat aca tct caa gag gat ctg gtg gag aaa 336 
Arg Phe Cys Lys Val Thr Tyr Thr Ser Gin Glu Asp Leu Val Glu Lys 

15 10 
aag tgc tta gca aaa aaa tat act cac etc tec tgc gat aaa gtc ttc 
Lys Cys Leu Ala Lys Lys Tyr Thr His Leu Ser Cys Asp Lys Val Phe 

15 20 25 

tgc cag cca tgg cag aga tgc att gag ggc acc tgt gtt tgt aaa eta 432 
Cys Gin Pro Trp Gin Arg Cys He Glu Gly Thr Cys Val Cys Lys Leu 
30 35 40 45 

ccg tat cag tgc cca aag aat ggc act gca gtg tgt gca act aac agg 4 80 

Pro Tyr Gin Cys Pro Lys Asn Gly Thr Ala Val Cys Ala Thr Asn Arg 

50 55 60 

aga age ttc cca aca tac tgt caa caa aag agt ttg gaa tgt ctt cat 
Arg Ser Phe Pro Thr Tyr Cys Gin Gin Lys Ser Leu Glu Cys Leu His 

65 70 75 



384 



528 



2290 



cca ggg aca aag ttt tta nrt aac gga aca tgc aca gcc gaa gaa agt 
Pro Gly Thr Lys Phe Leu Xaa Asn Gly Thr Cys Thr Ala Glu Glu Ser 

80 85 90 

tta gtg ttt cct tgaagcatgg aaatacagat tcagnnggaa tagttgaagt 
Leu Val Phe Pro 
95 

aaaacttgtg gaccawgata agacaatgtt ca 



<210> 3723 

<211> 507 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 43 . .477 



<221> sig_peptide 
n <222> 43. .99 

SIS 

uf% <223> score 9.8 

seq GIFLFLCSTPAWA/KE 

Saw 

^ <400> 3723 

attttacttc atttcttctc aggctccaag aaggggaaaa aa atg aag att ttg 54 
bjj Met Lys lie Leu 

*8 ata ctt ggt att ttt ctg ttt tta tgt agt acc cca gcc tgg gcg aaa 102 
3 He Leu Gly He Phe Leu Phe Leu Cys Ser Thr Pro Ala Trp Ala Lys 

fl -15 -10 -5 1 

Wi gaa aag cat tat tac att gga att att gaa acg act tgg gat tat gcc 
^1 Glu Lys His Tyr Tyr He Gly He He Glu Thr Thr Trp Asp Tyr Ala 
§ J 5 10 15 

£ tct gac cat ggg gaa aag aaa ctt att tct gtt gac acg gaa cat tec 
W Ser Asp His Gly Glu Lys Lys Leu He Ser Val Asp Thr Glu His Ser 

O 20 25 30 

aat ate tat ctt caa aat ggc cca gat aga att ggg aga eta tat aag 
Asn He Tyr Leu Gin Asn Gly Pro Asp Arg He Gly Arg Leu Tyr Lys 

35 40 45 

aag gcc ckk tat ctt cag tac aca gat gaa acc ttt agg aca act ata 
Lys Ala Xaa Tyr Leu Gin Tyr Thr Asp Glu Thr Phe Arg Thr Thr He 
50 55 60 65 

gaa aaa ccg gtc tgg ctt ggg ttt tta ggc cct att ate aaa gyt gaa 
Glu Lys Pro Val Trp Leu Gly Phe Leu Gly Pro He He Lys Xaa Glu 

70 75 80 

act gga gat aaa gtt tat gta cac tta aaa aac ctt gcc tct agg ccc 
Thr Gly Asp Lys Val Tyr Val His Leu Lys Asn Leu Ala Ser Arg Pro 

85 90 95 

tac acc ttt cat tea cat gga ata ctt act ata agg aac atg agg ggg 
Tyr Thr Phe His Ser His Gly He Leu Thr He Arg Asn Met Arg Gly 

100 105 110 

cca tct acc ctg ata aca cca cag att ttc aag age aga tgacaaagta 
Pro Ser Thr Leu He Thr Pro Gin He Phe Lys Ser Arg 

115 120 125 

tatcaggaga gcagtataca 



150 



198 



246 



294 



342 



390 



438 



487 



507 



2291 





201 



<210> 3724 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .423 

<221> sigjpeptide 
<222> 58 . . 114 
<223> score 10.8 

seq ILFLVAAATGAHS/QV 

<400> 3724 

atcacccaaa aaccacaccc ctccttggga gaatccccta gatcacagct cctcacc 57 
atg gac tgg acc tgg age ate ctt ttc ttg gtg gca gca gca aca ggt 105 
O Met Asp Trp Thr Trp Ser He Leu Phe Leu Val Ala Ala Ala Thr Gly 
J -15 -10 -5 

|R gec cac tec cag gtt cag ytg gtg cag tct gga get gag gtg aag aag 153 
^ Ala His Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

n i s io 

^ cct ggg gec tea gtg aag gtc tec tgc aag ret tct ggt tac acc ttt 
^ p r o Gly Ala Ser Val Lys Val Ser Cys Lys Xaa Ser Gly Tyr Thr Phe 

15 20 25 

^0 acc age tat ggt ate anc tgg gtg cga cag gec cct gga caa ggg ctt 249 
s Thr Ser Tyr Gly He Xaa Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
p 30 35 40 45 

m gag tgg atg gga tgg ate age gst tac aat ggt aac aca rac tat gca 297 
sT; Glu Trp Met Gly Trp He Ser Xaa Tyr Asn Gly Asn Thr Xaa Tyr Ala 
S jf 50 55 60 

J cag rag ytc cag ggc aga gtc acc atg acn aca gac aca tec acg aac 345 
y Gin Xaa Xaa Gin Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Asn 
M 65 70 75 

aca gee tac wtg gan ctg agg agn ctg aga yet gac gac acg gec gtg 393 

Thr Ala Tyr Xaa Xaa Leu Arg Xaa Leu Arg Xaa Asp Asp Thr Ala Val 
80 85 90 

tat tac tgt gcg aga ccg atg gga tta ctt tgagagtcgt ggtagatga 442 

Tyr Tyr Cys Ala Arg Pro Met Gly Leu Leu 
95 100 

<210> 3725 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .442 

<221> sig_peptide 
<222> 83 . . 139 



2292 



<223> score 11.9 

seq LSLVLAVLQGVFA/EV 



taaaaccttc cgcggt 

<210> 3726 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .379 

<221> sig_peptide 
<222> 62. . 118 
<223> score 9.9 

seq FLFWAAATGVQS/QV 



160 



208 



<400> 3725 

aaacccaggg ctcccctcca cagtgagtct ccytcacyrc ccagctggga tctcagkgct 60 
tymttttctg tcctcctcca gg atg ggg tea acc gtc ate ctt tec etc gtc 112 

Met Gly Ser Thr Val lie Leu Ser Leu Val 
-15 -10 
ctg get gtt etc caa ggt gtc ttt gee gag gtg cag ctg ttg cag tct 
Leu Ala Val Leu Gin Gly Val Phe Ala Glu Val Gin Leu Leu Gin Ser 

-5 1 5 

gca gca gag gtg aaa aga ccc ggg gag tct ctg agg ate tec tgt aag 
Ala Ala Glu Val Lys Arg Pro Gly Glu Ser Leu Arg He Ser Cys Lys 

10 15 20 

act tct gga tac age ttt acc age tac tgg ate cac tgg gtg cgc cag 256 
Thr Ser Gly Tyr Ser Phe Thr Ser Tyr Trp He His Trp Val Arg Gin 

25 30 35 

atg ccc ggg aaa gaa ctg gag tgg atg ggg age ate tat cct ggg aac 3 04 

4f Met Pro Gly Lys Glu Leu Glu Trp Met Gly Ser He Tyr Pro Gly Asn 
*J3 40 45 50 55 

Ml tct gat acc aga tac age cca tec ttc caa ggc cac gtc acc ate tea 352 
H Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gin Gly His Val Thr He Ser 
y 60 65 70 

i gee gac age tec age age acc gee tac ctg cag tgg age age ctg aag 400 
ft Ala Asp Ser Ser Ser Ser Thr Ala Tyr Leu Gin Trp Ser Ser Leu Lys 
" 75 80 85 

gee teg gac gee gee atg tat tat tgt gtg aga ngg acc ate 442 
Ala Ser Asp Ala Ala Met Tyr Tyr Cys Val Arg Xaa Thr He 
90 95 100 



458 



<400> 3726 

agcatcacat aacaaccaca ttcctcctct aaagaagece ctgggagcac agctcatcac 
c atg gac tgg acc tgg agg ttc etc ttt gtg gtg gca gca get aca ggt 
Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
-15 -10 -5 

gtc cag tec cag gtg cag ctg gtg cag tct ggg get gag gtg aag aag 
Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 



2293 







<210> 


3727 




<211> 


470 




<212> 


DNA 


y * 


<213> 


Homo sapiens 






hi 


<220> 






<221> 


CDS 


. ?~ 


<222> 


62 . .382 










<221> 


sig_peptide 




<222> 


62 . . 118 


= 1 % 


<223> 


score 9 . 9 


ru 




seq FLFWAAATGVQS/QV 



205 



15 10 
cct ggg tec teg gtg aag gtc tec tgc aag ret tct gga ggc acc ttc 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Xaa Ser Gly Gly Thr Phe 

15 20 25 

age age tmt get ate age tgg gtg cga cag gee cct gga caa ggg ctt 253 
Ser Ser Xaa Ala He Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

gag tgg atg gga ggg ate ayn ccw ntc wtt aca gca rac tac gca cag 301 
Glu Trp Met Gly Gly He Xaa Pro Xaa Xaa Thr Ala Xaa Tyr Ala Gin 

50 55 60 

aas ttc cag ggc aga gts tec gat tac cgc gga cga ate cac gag cac 
Xaa Phe Gin Gly Arg Val Ser Asp Tyr Arg Gly Arg He His Glu His 

65 70 75 

aac eta cat gga att gag cag cct gag ate tgaggacacg geegtctatt 399 
Asn Leu His Gly He Glu Gin Pro Glu He 

80 85 
actgtgcgag agaggegegg gaatggcagt ggctggtgt 438 



349 



60 
109 



U <400> 3727 

Q agcatcacat aacaaccaca ttcctcctct aaagaagece ctgggagcac agctcatcac 
c atg gac tgg acc tgg agg ttc etc ttt gtg gtg gca gca get aca ggt 
Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
-15 -10 -5 

gtc cag tec cag gtg car ctg gtg cag tct ggg get gag gtg aag aag 157 
Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

15 10 
cct ggg tec teg gtg aag gtc tec tgc aag get tct gga ggc acc ttc 205 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe 

15 20 25 

age anc tat gck ate arc tgg gtg cga cag gec cct gga caa ggg ctt 253 
Ser Xaa Tyr Ala He Xaa Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 
30 35 40 45 

gag tgg atg gga ggg atm aye ccw wtc ttt ggn aca sea aac tac gca 301 
Glu Trp Met Gly Gly He Xaa Pro Xaa Phe Gly Thr Xaa Asn Tyr Ala 

50 55 60 

cmg aag ttc cag grc aga gtc acs att acc gcg gac gaa tec acg aac 349 
Xaa Lys Phe Gin Xaa Arg Val Thr He Thr Ala Asp Glu Ser Thr Asn 

65 70 75 

acc nnn nta tat ggg act gac cag cct gac ate tgaggacacg gmcatttact 



402 



2294 



Thr Xaa Xaa Tyr Gly Thr Asp Gin Pro Asp He 

80 85 
actgtgcgag angyccggcg ccttcrgtga ctacatatcg tccttanrnt tactactacg 
gtatggac 



<210> 3728 

<211> 378 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 50. .370 



<221> sig_peptide 
<222> 50 . . 106 
<223> score 9.9 

seq FLF WAAATGVQS / QV 



=3 S 
5 W 



106 



202 



<400> 3728 

tacaaccatt cctcctctra agaagcccct gggagcacrg ctcatcacc atg gac tgg 58 

Met Asp Trp 

acc tgg agg ttc etc ttt gtg gtg gca gca get aca ggt gtc cag tec 
Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly Val Gin Ser 

-15 -10 -5 

cag gtg mag ctg gwa cag tct ggg ama ggg ntn asg aag cct ggg tec 154 
Gin Val Xaa Leu Xaa Gin Ser Gly Xaa Gly Xaa Xaa Lys Pro Gly Ser 
15 10 15 

tea gtg aag ate tec tgc aag gtt tct gga gac tec ttc gee aac tat 
Ser Val Lys He Ser Cys Lys Val Ser Gly Asp Ser Phe Ala Asn Tyr 

20 25 30 

ggt ate cac tgg gtg cga cag gec cct gga maa ggg ctg gag tgg atg 250 
Gly He His Trp Val Arg Gin Ala Pro Gly Xaa Gly Leu Glu Trp Met 

35 40 45 

gga ggc ate gtc cct etc ttt ggt aca gca gac aac gca cag agg ttc 
Gly Gly He Val Pro Leu Phe Gly Thr Ala Asp Asn Ala Gin Arg Phe 

50 55 60 

cag age aaa gtc acg att acc gmn nac aga tec acg acc aya gtc ttc 346 
Gin Ser Lys Val Thr He Thr Xaa Xaa Arg Ser Thr Thr Xaa Val Phe 
65 70 75 80 

atg gag gtg aag cag cct gag ate tgacgaca 378 
Met Glu Val Lys Gin Pro Glu He 
85 



298 



<210> 3729 

<211> 495 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 1 . .453 



2295 





•sat? 



lie Gly Phe Cys Phe Thr Ala 
120 125 
gtagagtggt gg 

<210> 3730 
<211> 462 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .375 

<221> sig_peptide 
<222> 34 . . 93 
<223> score 9 

seq WIFATFVTLCNA/SC 



48 



96 



<221> sig_peptide 
<222> 1 . . 75 
<223> score 3.9 

seq RVGLLLGGGGVYG/SR 



<400> 3729 

atg ccc egg aag egg aag tgc gat ctt egg get gtc aga gtt ggt ctg 
Met Pro Arg Lys Arg Lys Cys Asp Leu Arg Ala Val Arg Val Gly Leu 
-25 -20 -15 -10 

tta etc ggt ggt ggc gga gtc tac gga age cgt ttt cgc ttc act ttt 
Leu Leu Gly Gly Gly Gly Val Tyr Gly Ser Arg Phe Arg Phe Thr Phe 

-5 15 
cct ggc tgt aga gcg ctt tec ccc tgg egg gtg aga gtg cag aga cga 144 
Pro Gly Cys Arg Ala Leu Ser Pro Trp Arg Val Arg Val Gin Arg Arg 

10 15 20 

agg tgc gag atg age act atg ttc gcg gac act etc etc ate gtt ttt 192 
Arg Cys Glu Met Ser Thr Met Phe Ala Asp Thr Leu Leu He Val Phe 

25 30 35 

ate tct gtg tgc acg get ctg etc gca gag ggc ata ace tgg gtc ctg 240 
^ He Ser Val Cys Thr Ala Leu Leu Ala Glu Gly He Thr Trp Val Leu 
40 45 50 55 

gtt tac agg aca gac aag tac aag aga ctg aag gca gaa gtg gaa aaa 
% s Val Tyr Arg Thr Asp Lys Tyr Lys Arg Leu Lys Ala Glu Val Glu Lys 
v3 60 65 70 

"0 cag agt aaa aaa ttg gaa aag aag aag gaa aca ata aca gag tea get 3 36 

C J Gin Ser Lys Lys Leu Glu Lys Lys Lys Glu Thr He Thr Glu Ser Ala 
s 75 80 85 

n ggt cga caa cag aaa aag anm ata gag aga caa gaa gag aaa ctg rag 3 84 

at Gly Arg Gin Gin Lys Lys Xaa He Glu Arg Gin Glu Glu Lys Leu Xaa 

90 95 100 

^ aat aac aac aga gat eta tea atg gtt cga atg aaa tec atg ttt get 
% Asn Asn Asn Arg Asp Leu Ser Met Val Arg Met Lys Ser Met Phe Ala 
U 105 HO 115 

D att ggc ttt tgt ttt act gee taatgggrat gttcaattcc atatttgatg 



288 



432 



483 



495 



2296 





54 



102 



<400> 3730 

agtacctgtc tataaggagt cctgcttatc aca atg aat gtt etc ctg ggc age 

Met Asn Val Leu Leu Gly Ser 
-20 -15 
gtt gtg ate ttt gee ace ttc gtg act tta tgc aat gca tea tgc tat 
Val Val He Phe Ala Thr Phe Val Thr Leu Cys Asn Ala Ser Cys Tyr 

-10 -5 1 

ttc ata cct aat gag gga gtt cca gga gat tea ace agg aaa tgc atg 150 
Phe He Pro Asn Glu Gly Val Pro Gly Asp Ser Thr Arg Lys Cys Met 

5 10 15 

gat etc aaa gga aac aaa cac cca ata aac teg gag tgg cag act gac 198 
Asp Leu Lys Gly Asn Lys His Pro He Asn Ser Glu Trp Gin Thr Asp 
20 25 30 35 

aac tgt gag aca tgc act tgc tac gaa aca gaa att tea tgt tgc acc 246 
Asn Cys Glu Thr Cys Thr Cys Tyr Glu Thr Glu He Ser Cys Cys Thr 

40 45 50 

ctt gtt tct aca cct gtg ggt tat gac aaa gac aac tgc caa aga ate 2 94 

Leu Val Ser Thr Pro Val Gly Tyr Asp Lys Asp Asn Cys Gin Arg He 
55 60 65 

5 ttc aag aag gag gac tgc aag tat ate gtg gtg gag aag aag gac cca 342 
Phe Lys Lys Glu Asp Cys Lys Tyr He Val Val Glu Lys Lys Asp Pro 

70 75 80 

aaa aag acc tgt tct gtc agt gaa tgg ata ate taatgtgctt ctagtaggca 395 
Lys Lys Thr Cys Ser Val Ser Glu Trp He He 

85 90 
cagggctccc aggccaggcc tcattctcct ctggcctcta atagtcaatg attgtgtagc 455 



462 



atgeact 

<210> 3731 
<211> 435 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . .338 

<221> sig_j?eptide 
<222> 30 . . 128 
<223> score 5 

seq LAAARLLSRXSSC/RR 



<400> 3731 

teateggcaa atacgecagt cattggcgt atg acc gca acc ctt gee get gee 53 

Met Thr Ala Thr Leu Ala Ala Ala 
-30 

get gac ate get acc atg gtc tec ggc age age ggc etc gee gee gee 101 

Ala Asp He Ala Thr Met Val Ser Gly Ser Ser Gly Leu Ala Ala Ala 

-25 -20 -15 -10 

cgt etc ctg teg cgc ast tec tec tgc cgc aga atg gaa ttc ggc att 149 

Arg Leu Leu Ser Arg Xaa Ser Ser Cys Arg Arg Met Glu Phe Gly He 

-5 1 5 

gtt cct aca cag ctt etc ggc aac ate tct atg ttg ata aaa ata caa 197 



2297 



Val Pro Thr Gin Leu Leu Gly Asn He Ser Met Leu He Lys He Gin 

10 15 20 

aga tta ttt gcc agg gtt tea ctg gca aac agg gca cct ttc aca gec 245 
Arg Leu Phe Ala Arg Val Ser Leu Ala Asn Arg Ala Pro Phe Thr Ala 

25 30 35 

age agg cat tgg aat atg gca cca aac teg ttg gag gaa cca etc cag 293 
Ser Arg His Trp Asn Met Ala Pro Asn Ser Leu Glu Glu Pro Leu Gin 
40 45 50 55 

gga aag gag gcc aga cac ate tgg get tac ctg tct tta ata ctg 338 
Gly Lys Glu Ala Arg His He Trp Ala Tyr Leu Ser Leu He Leu 

60 65 70 

tgaaggaggc caaagaacag acaggagcaa eggcttntgt catttatgtt cctccgcctt 398 
ttgctgctgc tgccattaat gaagctattg aggcaga 435 





<210> 


3732 




<211> 


444 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 




y £ 


<221> 


CDS 


<222> 


90. .419 


w 


<221> 
<222> 


sig_peptide 
90. .185 


. 


<223> 


score 7 

seq ITFLLQAIRNTTA/AE 



<400> 3732 



gctcctggga aacctgctca gccccgaca 


atg 


tgg 


tec 


gga 


aac 


agg 


cag 


agg 


















Met 


Trp 


Ser Gly Asn 

_ -J A 


Arg 


Gin 


Arg 
-25 


aaa 


cct 


atg 


aga 


ata 


ntc 


cca 


ggc 


cag 


tea 


aag 


ate 


aca 


ttc 


etc 


tta 


Lys 


Pro 


Met 


Arg 


He 


Xaa 


Pro 


Gly 


Gin 


Ser 


Lys 


He 


Thr 


Phe 


Leu 


Leu 








-20 










-15 










-10 




caa 


gcc 


ate 


aga 


aat 


aca 


aca 


get 


get 


gaa 


gag 


get 


aga 


caa 


atg 


gcc 


Gin 


Ala 


He 


Arg 


Asn 


Thr 


Thr 


Ala 


Ala 
1 


Glu 


Glu 


Ala 


Arg 
5 


Gin 


Met 


Ala 


gcc 


gtt 


etc 


-5 
eta 


aga 


cgt 


etc 


ttg 


tec 


tct 


gca 


ttt 


gat 


gaa 


gtc 


tat 


Ala 


Val 


Leu 


Leu 


Arg 


Arg 


Leu 


Leu 


Ser 


Ser 


Ala 


Phe 


Asp 


Glu 


Val 


Tyr 




10 










15 










20 










cca 


gca 


ctt 


ccc 


tct 


gat 


gtt 


cag 


act 


gcc 


ate 


aag 


agt 


gag 


eta 


etc 


Pro 


Ala 


Leu 


Pro 


Ser 


Asp 


Val 


Gin 


Thr 


Ala 


He 


Lys 


Ser 


Glu 


Leu 


Leu 


25 










30 










35 










40 


atg 


att 


att 


cag 


atg 


gaa 


aca 


caa 


tct 


age 


atg 


agg 


aaa 


aaa 


gtt 


tgt 


Met 


He 


He 


Gin 


Met 


Glu 


Thr 


Gin 


Ser 


Ser 


Met 


Arg 


Lys 


Lys 


Val 


Cys 










45 










50 










55 




gat 


att 


gcg 


gsa 


gaa 


ctg 


gcc 


agg 


aat 


tta 


ata 


gat 


gag 


gat 


ggc 


aat 


Asp 


He 


Ala 


Xaa 


Glu 


Leu 


Ala 


Arg 


Asn 


Leu 


He 


Asp 


Glu 


Asp 


Gly 


Asn 






60 










65 










70 






aac 


cag 


tgg 


ccc 


gaa 


gtt 


tgaagttcct 


ttttgattca gtcag 








Asn 


Gin 


Trp 


Pro 


Glu 


Val 























60 
113 



161 



209 



257 



305 



353 



401 



444 



2298 



75 

<210> 3733 

<211> 713 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 240. .641 

<221> sig_peptide 
<222> 240. .278 
<223> score 5.3 

seq MLSRWLSAAATA/AP 



<400> 3733 

H gaattgcttc tatggctcca tcctgctttc cggctgtcgc cctcatgcga taggctctca 60 

gcgttacttg actcttctcg cgataatttt kktttaaaaa tctcccaagg aaagttgaag 120 

m gaagagtaca aaattttcat ctcgcgagac ttgtgagcgg ccatcttggt tctgccctga 180 

?! cagattctcc tatcggggtc acagggacgc taagattgct acctggactt tcgttgacc 239 

ft atg ctg tec egg gtg gta ctt tec gee gee gee aca gcg gec ccc tct 287 
4f Met Leu Ser Arg Val Val Leu Ser Ala Ala Ala Thr Ala Ala Pro Ser 

yy -io -5 i 

ctg aag aat gca gec ttc eta ggt cca ggg gta ttg cag gca aca agg 335 
S Leu Lys Asn Ala Ala Phe Leu Gly Pro Gly Val Leu Gin Ala Thr Arg 
3 5 10 15 

fl ace ttt cat aca ggg cag cca cac ctt gtc cct gta cca cct ctt cct 383 
jfp Thr Phe His Thr Gly Gin Pro His Leu Val Pro Val Pro Pro Leu Pro 
^ 20 25 30 35 

^ gaa tac gga gga aaa gtt cgt tat gga ctg ate cct gag gaa ttc ttc 431 
2 Glu Tyr Gly Gly Lys Val Arg Tyr Gly Leu He Pro Glu Glu Phe Phe 
M 40 45 50 

Q cag ttt ctt tat cct aaa act ggt gta aca gga ccc tat gta etc gga 479 
Gin Phe Leu Tyr Pro Lys Thr Gly Val Thr Gly Pro Tyr Val Leu Gly 

55 60 65 

act ggg ctt ate ttg tac get tta tec aaa gaa ata tat gtg att age 527 
Thr Gly Leu He Leu Tyr Ala Leu Ser Lys Glu He Tyr Val He Ser 

70 75 80 

gca gag ace ttc act gee eta tea gta eta ggt gta atg gtc tat gga 575 
Ala Glu Thr Phe Thr Ala Leu Ser Val Leu Gly Val Met Val Tyr Gly 

85 90 95 

att aaa aaa tat ggt ccc ttt gtt gca gac ttt get gat aac tea atg 623 
He Lys Lys Tyr Gly Pro Phe Val Ala Asp Phe Ala Asp Asn Ser Met 
100 105 HO 115 

age aaa aac ttg ccc aac tagaagaggc grasaggctt ccatccaamc 671 
Ser Lys Asn Leu Pro Asn 
120 

atccagaatg caattgatac ggagragtcr caacaggcac tg 713 

<210> 3734 
<211> 516 
<212> DNA 



2299 





102 



150 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .408 

<221> sig_peptide 
<222> 43 . . 87 
<223> score 9.4 

seq LLTGLVFCSLVLX/VS 



<400> 3734 

aagacaggga cccgcagctc agctacagca cagatcagca cc atg aag ctt etc 54 

Met Lys Leu Leu 
-15 

acg ggc ctg gtt ttc tgc tec ttg gtc ctg rgt gtc age age cga age 
Thr Gly Leu Val Phe Cys Ser Leu Val Leu Xaa Val Ser Ser Arg Ser 
n -10 -5 1 5 

"5 ttc ttt teg ttc ctt ggc gag get ttt gat ggg get egg gac atg tgg 
™ Phe Phe Ser Phe Leu Gly Glu Ala Phe Asp Gly Ala Arg Asp Met Trp 
IT! 10 15 20 

aga gec tac tct gac atg aga gaa gec aat tac ate ggc tea gac aaa 198 
U Arg Ala Tyr Ser Asp Met Arg Glu Ala Asn Tyr He Gly Ser Asp Lys 
C ; 25 30 35 

^ tac ttc cat get egg ggg aac tat gat get gee aaa agg gga cct ggg 246 
■£e Tyr Phe His Ala Arg Gly Asn Tyr Asp Ala Ala Lys Arg Gly Pro Gly 

40 45 50 

h\ ggt gtc tgg get gca gaa gcg ate age gat gec aga gag aat ate cag 2 94 

S Gly Val Trp Ala Ala Glu Ala He Ser Asp Ala Arg Glu Asn He Gin 
*M 55 60 65 

■■jf aga ttc ttt ggc cat ggt gcg gag gac teg ctg get gat cag get gec 342 
*P Arg Phe Phe Gly His Gly Ala Glu Asp Ser Leu Ala Asp Gin Ala Ala 
O 70 75 80 85 

Q aat gaa tgg ggc agg agt ggc aaa gac ccc aat cac ttc cga cct get 
Asn Glu Trp Gly Arg Ser Gly Lys Asp Pro Asn His Phe Arg Pro Ala 

90 95 100 

ggc ctg cct gag aaa tac tgagcttcct cttcactctg ctctcaggag 438 
Gly Leu Pro Glu Lys Tyr 
105 

atctggctgt gaggccctca gggcagggat acaaageggg gagagggtac acaatgggta 4 98 
tctaataaat acttaaga 

<210> 3735 
<211> 583 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .576 

<221> sig_peptide 
<222> 124 . . 180 



390 



516 



2300 



<223> score 12.1 

seq TFLLLALSTAAQA/EP 



■ ^ 



<400> 3735 

agctgtggtt actggtgaca ggtcgcctga ctgggctcct ccccgggccc gccccgacag 60 



Met 



-15 



15 20 



etc 


ctg 


gcg 


etc 


age 


acc 


Leu 


Leu 


Ala 


Leu 


Ser 


Thr 


-10 










-5 


gac 


tgc 


ggt 


tct 


gtg 


gat 


Asp 


Cys 


Gly 


Ser 


Val 


Asp 








10 






tgc 


ccc 


acc 


caa 


ccc 


tgc 


Cys 


Pro 


Thr 


Gin 


Pro 


Cys 






25 








aat 


gtc 


acc 


ttc 


acc 


age 


Asn 


Val 


Thr 


Phe 


Thr 


Ser 



120 
168 



216 



264 



312 



30 35 40 

aat att cag tct aaa age age aag gec gtg gtg cat ggc ate ctg atg 360 
Asn He Gin Ser Lys Ser Ser Lys Ala Val Val His Gly He Leu Met 
45 50 55 60 

ggc gtc cca gtt ccc ttt ccc att cct gag cct gat ggt tgt aag agt 408 
Gly Val Pro Val Pro Phe Pro He Pro Glu Pro Asp Gly Cys Lys Ser 
65 70 75 

"% gga att aac tgc cct ate caa aaa gac aag acc tat age tac ctg aat 456 
'"0 Gly He Asn Cys Pro He Gin Lys Asp Lys Thr Tyr Ser Tyr Leu Asn 

80 85 90 

s aaa eta cca gtg aaa age gaa tat ccc tct ata aaa ctg gtg gtg gag 504 
O Lys Leu Pro Val Lys Ser Glu Tyr Pro Ser He Lys Leu Val Val Glu 
fl] 95 100 105 

n\ tgg caa ctt cag gat gac aaa aac caa agt etc ttc tgc tgg gaa ate 552 
5 S Trp Gin Leu Gin Asp Asp Lys Asn Gin Ser Leu Phe Cys Trp Glu He 
% 110 115 120 

2 cca gta cag ate gtt tct cat etc taagtgc 
W pro Val Gin He Val Ser His Leu 
125 130 

<210> 3736 

<211> 1443 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 603 . .1433 

<221> sig_peptide 
<222> 603 . .710 
<223> score 4.2 

seq LCFFGVALFCGCG/HE 



583 



<400> 3736 



2301 



695 



791 



839 



887 



aaagcccttt tcattgcagg agaagaggac aaagatactc agagagaaaa agtaaaagac 60 
cgaagaagga ggctggagag accaggatcc ttccagctga acaaagtcag ccacaaagca 12 0 
gactagccag ccggctacaa ttggagtcag agtcccaaag acatgggctt gttagagtgc 180 
tgtgcaagat gtctggtagg ggcccccttt gcttccctgg tggccactgg attgtgtttc 240 
tttggggwgg cnnngttctt nggctgtgga catgaagccc tcactggcac agaaaagcta 300 
attgagacct atttctccaa aaaaaaaccc ccccntacca agactatgag tatctcatca 360 
atgtgatcca tgccttccag taatgtcatc tatggaactg cctctttctt cttccttttt 420 
akggggttgc tgkcaatsag aaagcccttt tcattgcagg agaagaggac aaagatactc 480 
agagagaaaa agtaaaagac cgaagaagga ggctggagag accaggatcc ttccagctga 54 0 
acaaagtcag ccacaaagca gactagccag ccggctacaa ttggagtcag agtcccaaag 600 
ac atg ggc ttg tta gag tgc tgt gca aga tgt ctg gta ggg gcc ccc 647 
Met Gly Leu Leu Glu Cys Cys Ala Arg Cys Leu Val Gly Ala Pro 
-35 -30 -25 

ttt get tec ctg gtg gcc act gga ttg tgt ttc ttt ggg gtg gca ctg 
Phe Ala Ser Leu Val Ala Thr Gly Leu Cys Phe Phe Gly Val Ala Leu 

-20 -15 -10 

ttc tgt ggc tgt gga cat gaa gcc etc act ggc aca gaa aag eta att 743 
Phe Cys Gly Cys Gly His Glu Ala Leu Thr Gly Thr Glu Lys Leu He 
_ -5 1 5 10 

W gag ace tat ttc tec aaa aac tac caa gac tat gag tat etc ate aat 
Glu Thr Tyr Phe Ser Lys Asn Tyr Gin Asp Tyr Glu Tyr Leu He Asn 
IM 15 20 25 

jU gtg ate cat gcc ttc cag tat gtc ate tat gga act gcc tct ttc ttc 
hi Val He His Ala Phe Gin Tyr Val He Tyr Gly Thr Ala Ser Phe Phe 

30 35 40 

% ttc ctt tat ggg gcc etc ctg ctg get gag ggc ttc tac acc acc ggc 
^ Phe Leu Tyr Gly Ala Leu Leu Leu Ala Glu Gly Phe Tyr Thr Thr Gly 
^ 45 50 55 

5 gca gtc agg cag ate ttt ggc gac tac aag acc acc ate tgc ggc aag 935 
O Ala Val Arg Gin He Phe Gly Asp Tyr Lys Thr Thr He Cys Gly Lys 
nj 60 65 70 75 

HJ ggc ctg age gca acg gta aca ggg ggc cag aag ggg agg ggt tec aga 983 
IE Gly Leu Ser Ala Thr Val Thr Gly Gly Gin Lys Gly Arg Gly Ser Arg 
g 80 85 90 

S ggc caa cat caa get cat tct ttg gag egg gtg tgt cat tgt ttg gga 1031 
^ Gly Gin His Gin Ala His Ser Leu Glu Arg Val Cys His Cys Leu Gly 
95 100 105 

aaa tgg eta gga cat ccc gac aag ttt gtg ggc ate acc tat gcc ctg 1079 
Lys Trp Leu Gly His Pro Asp Lys Phe Val Gly He Thr Tyr Ala Leu 

110 115 120 

acc gtt gtg tgg etc ctg gtg ttt gcc tgc tct get gtg cct gtg tac 1127 
Thr Val Val Trp Leu Leu Val Phe Ala Cys Ser Ala Val Pro Val Tyr 

125 130 135 

att tac ttc aac acc tgg acc acc tgc cag tct att gcc ttc ccc age 1175 
He Tyr Phe Asn Thr Trp Thr Thr Cys Gin Ser He Ala Phe Pro Ser 
140 145 150 155 

aag acc tct gcc agt ata ggc agt etc tgt get gat gcc aga atg tat 1223 
Lys Thr Ser Ala Ser He Gly Ser Leu Cys Ala Asp Ala Arg Met Tyr 

160 165 170 

ggt gtt etc cca tgg aat get ttc cct ggc aag gtt tgt ggc tec aac 1271 
Gly Val Leu Pro Trp Asn Ala Phe Pro Gly Lys Val Cys Gly Ser Asn 

175 180 185 

ctt ctg tec ate tgc aaa aca get gag ttc caa atg acc ttc cac ctg 1319 
Leu Leu Ser He Cys Lys Thr Ala Glu Phe Gin Met Thr Phe His Leu 



2302 



Ul 



1443 



190 195 200 

ttt att get gca ttt gtg ggg get gca get aca ctg gtt tec ctg etc 1367 
Phe He Ala Ala Phe Val Gly Ala Ala Ala Thr Leu Val Ser Leu Leu 

205 210 215 

acc ttc atg att get gee act tac aac ttt gee gtc ctt aaa etc atg 1415 
Thr Phe Met He Ala Ala Thr Tyr Asn Phe Ala Val Leu Lys Leu Met 
220 225 230 235 

ggc cga ggc acc aag ttc tgatcccccg 
Gly Arg Gly Thr Lys Phe 
240 

<210> 3737 
<211> 521 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85. .396 



207 



<221> sig_peptide 

<222> 85 . . 132 

<223> score 6 

^ seq SRLTAVSASWVQA/HP 



<400> 3737 

aatcgaaaaa ctatctcccg ggtgaacgga getttegcag ctggagaaga eggagtcttg 60 
ctctgttgcc caggctggag tgea atg gtg cga tct egg etc act gca gtv 111 

Met Val Arg Ser Arg Leu Thr Ala Val 
*v -15 -10 

53 : 

s *f tec gec tct tgg gtt cag get cat cca cct gca gac atg ggg cgc aga 159 
4* Ser Ala Ser Trp Val Gin Ala His Pro Pro Ala Asp Met Gly Arg Arg 
M -5 15 

O aag tea aaa cga aag ccg cct ccc aag aag aag atg aca ggc acc etc 
Lys Ser Lys Arg Lys Pro Pro Pro Lys Lys Lys Met Thr Gly Thr Leu 
10 15 20 25 

gag acc cag ttc acc tgc ccc ttc tgc aac cac gag aaa tec tgt gat 255 
Glu Thr Gin Phe Thr Cys Pro Phe Cys Asn His Glu Lys Ser Cys Asp 

30 35 40 

gtg aaa atg gac cgt gee cgc aac acc gga gtc ate tct tgt acc gtg 303 
Val Lys Met Asp Arg Ala Arg Asn Thr Gly Val He Ser Cys Thr Val 

45 50 55 

tgc eta gag gaa ttc cag acg ccc ata acg tat ctg tea gaa ccy gtg 351 
Cys Leu Glu Glu Phe Gin Thr Pro He Thr Tyr Leu Ser Glu Pro Val 

60 65 70 

gat gtg tac agt gat tgg ata gac gec tgc gag gcg gee aat cag 
Asp Val Tyr Ser Asp Trp He Asp Ala Cys Glu Ala Ala Asn Gin 

75 80 85 

tagegacaca gaggacccgc cccctgagca gccccgcgta ctgtggatcc agctgttcgg 456 
ttctggtcca gagacattcc aggggtccag ggtgtgggtc ctgggctgtm cagccgtgtg 516 
tgtgt 



396 



521 



<210> 3738 



2303 



<211> 1066 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .744 

<221> sig_peptide 
<222> 43 . . 93 
<223> score 9.2 

seq WFLTLSVTWIGA/AP 



§15 



100 










105 










110 










115 


etc 


cat 


gtt 


att 


tec 


aat 


gac 


gtg 


tgt 


gcg 


caa 


gtt 


cac 


cct 


cag 


aag 


Leu 


His 


Val 


He 


Ser 
120 


Asn 


Asp 


Val 


Cys 


Ala 
125 


Gin 


Val 


His 


Pro 


Gin 
130 


Lys 


gtg 


acc 


aag 


ttc 


atg 


ctg 


tgt 


get 


gga 


cgc 


tgg 


aca 


ggg 


ggc 


aaa 


age 


Val 


Thr 


Lys 


Phe 


Met 


Leu 


Cys 


Ala 


Gly Arg 


Trp 


Thr 


Gly 


Gly 


Lys 


Ser 








135 










140 










145 






acc 


tgc 


teg 


ggt 


gat 


ctg 


ggg 


gec 


cac 


ttg 


tct 


gta 


atg 


gtg 


tgc 


ttc 


Thr 


Cys 


Ser 
150 


Gly 


Asp 


Leu 


Gly 


Ala 
155 


His 


Leu 


Ser 


Val 


Met 
160 


Val 


Cys 


Phe 


aag 


gta 


tea 


cgt 


cat 


ggg 


gca 


gtg 


aac 


cat 


gtg 


ccc 


tgc 


ccg 


aaa 


ggc 


Lys 


Val 
165 


Ser 


Arg 


His 


Gly 


Ala 
170 


Val 


Asn 


His 


Val 


Pro 
175 


Cys 


Pro 


Lys 


Gly 



<400> 3738 

aagccccaag cttaccacct gcacccggag agctgtgtca cc atg tgg gtc ccg 54 

Met Trp Val Pro 
-15 

gtt gtc ttc etc acc ctg tec gtg acg tgg att ggt get gca ccc etc 102 
Val Val Phe Leu Thr Leu Ser Val Thr Trp He Gly Ala Ala Pro Leu 

ate ctg tct egg att gtg gga ggc tgg gag tgc gag aag cat tec caa 150 

He Leu Ser Arg He Val Gly Gly Trp Glu Cys Glu Lys His Ser Gin 
5 10 15 

y§ ccc tgg cag gtg ctt gtg gec tct cgt ggc agg gca gtc tgc ggc ggt 198 

=D Pro Trp Gin Val Leu Val Ala Ser Arg Gly Arg Ala Val Cys Gly Gly 

,J 20 25 30 35 

gtt ctg gtg cac ccc cag tgg gtc etc aca get gee cac tgc ate agg 246 

s*s Val Leu Val His Pro Gin Trp Val Leu Thr Ala Ala His Cys He Arg 

40 45 50 

^ aag cca ggt gat gac tec age cac gac etc atg ctg etc cgc ctg tea 294 

^ Lys Pro Gly Asp Asp Ser Ser His Asp Leu Met Leu Leu Arg Leu Ser 
4= 55 60 65 

O gag cct gec gag mtc acg gat get gtg aag gtc atg gac ctg ccc amc 342 

O Glu Pro Ala Glu Xaa Thr Asp Ala Val Lys Val Met Asp Leu Pro Xaa 
70 75 80 

cag gag cca gca ctg ggg acc acc tgc tac gec tea ggc tgg ggc age 3 90 

Gin Glu Pro Ala Leu Gly Thr Thr Cys Tyr Ala Ser Gly Trp Gly Ser 

85 90 95 

att gaa cca gag gag ttc ttg acc cca aag aaa ctt cag tgt gtg gac 438 

He Glu Pro Glu Glu Phe Leu Thr Pro Lys Lys Leu Gin Cys Val Asp 

486 



534 



582 



630 



2304 



yj 



<400> 3739 

tcttttgctc tctatggtta ggagcgcaac ctctcttcgg cccggaaaga tttaagttcg 



726 



ctt ccc tgt aca cca agg tgg tgc att acc gga agt gga tea agg aca 678 
Leu Pro Cys Thr Pro Arg Trp Cys He Thr Gly Ser Gly Ser Arg Thr 
180 185 190 195 

cca teg tgg cca acc cct gag cac ccc tat caa etc cct att gta gta 
Pro Ser Trp Pro Thr Pro Glu His Pro Tyr Gin Leu Pro He Val Val 

200 205 210 

aac ttg gaa cct tgg aaa tgaccaggcc aagactcaag cctccccagt 774 
Asn Leu Glu Pro Trp Lys 
215 

tctactgacc tttgtcctta ggtgtgaggt ccagggttgc taggaaaaga aatcagcaga 834 
cacaggtgta gaccagagtg tttcttaaat ggtgtaattt tgtcctctct gtgtcctggg 894 
gaatactggc catgcctgga gacatatcac tcaatttctc tgaggacaca gataggatgg 954 
ggtgtctgtg ttatttgtgg ggtacagaga tgaaagaggg gtgggatcca cactgagaga 1014 
gtggagagtg acatgtgctg gacactgtcc atgaagcact gagcagaagc tg 1066 

<210> 3739 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .408 

<221> sig_peptide 
<222> 64 . . 147 
<223> score 7.8 

seq FSLWFSCGGCWS/VT 



60 
108 



tga atg cat acg caa gac teg gag gta gtt ccg gtt ccg gcg tgg cca 
M Met His Thr Gin Asp Ser Glu Val Val Pro Val Pro Ala Trp Pro 

Q -25 -20 -15 

ttt teg ttg gtg gtg ttc agt tgt ggc ggt tgc tgg tea gta aca gee 156 
Phe Ser Leu Val Val Phe Ser Cys Gly Gly Cys Trp Ser Val Thr Ala 

-10 -5 1 

aag atg ctg egg aat ctg ctg get ctt cgt cag att ggg cag agg acg 204 
Lys Met Leu Arg Asn Leu Leu Ala Leu Arg Gin He Gly Gin Arg Thr 

5 10 15 

ata age act get tec cgc agg cat ttt aaa aat aaa gtt ccg gag aag 252 
He Ser Thr Ala Ser Arg Arg His Phe Lys Asn Lys Val Pro Glu Lys 
20 25 30 35 

caa aaa ctg ttc cag gag gat gat gaa att cca ctg tat eta aag ggt 
Gin Lys Leu Phe Gin Glu Asp Asp Glu He Pro Leu Tyr Leu Lys Gly 

40 45 50 

ggg gta get gat gee etc ctg tat aga gee acc atg att ctt aca gtt 
Gly Val Ala Asp Ala Leu Leu Tyr Arg Ala Thr Met He Leu Thr Val 

55 60 65 

ggt gga aca gca tat gec ata tat gag ctg get gtg get tea ttt ccc 
Gly Gly Thr Ala Tyr Ala He Tyr Glu Leu Ala Val Ala Ser Phe Pro 

70 75 80 

aag aag cag gag tgacttcagt catcccagca atcgcttggt tcagtttcat 448 



300 



348 



396 



2305 





Lys Lys Gin Glu 
85 

tcagctctct atggaccagt aatctgataa ataaccgagc tcttctttgg ggatcaatat 508 
ttattgactt gtagtaactg 528 

<210> 3740 
<211> 661 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 306 . . 629 

<221> sig_peptide 
<222> 306. .353 
<223> score 3.9 

seq CAKLACTPSLIRA/GS 

: =xr 

Iff <400> 3740 

JV gtgaaaagcg gcccgacctg cttggggtgt agtgggcgga ccgcgcggct ggaggtgtga 60 
JTg ggrtccgaac ccaggggtgg ggggtggagg cggctcctgc gatcgaagag gacttgagac 120 
^ tcaccggccg cacgccatga gggccctgtg ggtgctgggc ctctgctgcg tcctgtgagt 180 
^ cccactcctt cgacctctgc tgcagcccgt gccgccgccg cctcctggga agagaggaag 240 
^? cgggagagga gcccacgtcg cctgtcaccc aatatctcca gccgcgcagt cccgaagagt 300 
S gtaag atg ttc gcc tgc gcc aag etc gec tgc acc ccc tct ctg ate cga 
s Met Phe Ala Cys Ala Lys Leu Ala Cys Thr Pro Ser Leu He Arg 

-15 -10 -5 

get gga tec aga gtt gca tac aga cca att tct gca tea gtg tta tct 
Ala Gly Ser Arg Val Ala Tyr Arg Pro He Ser Ala Ser Val Leu Ser 

15 10 15 

cga cca gag get agt agg act gga gag ggc tct acg gta ttt aat ggg 
Arg Pro Glu Ala Ser Arg Thr Gly Glu Gly Ser Thr Val Phe Asn Gly 

20 25 30 

gcc cag aat ggt gtg tct cag eta ate caa agg gag ttt cag acc agt 
Ala Gin Asn Gly Val Ser Gin Leu He Gin Arg Glu Phe Gin Thr Ser 

35 40 45 

gca ate age aga gac att gat act get gcc aaa ttt att ggt gca ggt 542 
Ala He Ser Arg Asp He Asp Thr Ala Ala Lys Phe He Gly Ala Gly 

50 55 60 

get gca aca gta gga gtg get ggt tct ggt get ggt att gga aca gtc 590 
Ala Ala Thr Val Gly Val Ala Gly Ser Gly Ala Gly He Gly Thr Val 

65 70 75 

ttt ggc age tta tea ttg gtt atg cca gaa ant nnt cgc tgaagcagca 639 
Phe Gly Ser Leu Ser Leu Val Met Pro Glu Xaa Xaa Arg 
80 85 90 

gctgttctca tatgetatec tg 661 

<210> 3741 
<211> 525 
<212> DNA 

<213> Homo sapiens 



=s*f 
sa : 
~ 3 I 



350 



398 



446 



494 



2306 



<220> 
<221> CDS 
<222> 191. .511 

<221> sig_peptide 
<222> 191. .292 
<223> score 5.1 

seq ASLLNFWNPPTTA/QV 



<400> 3741 

agaactgaga gaggagggga cagagaggtg tcctgggcct gaccccgccc atgagcctga 60 
gaagtgctcc tgccccggga agaggctcag cacagaagga ggaaggacag cacagctgac 12 0 
agccgtrctc aggaagyttc tggatcctag gctyatctcc acagaggaga acacacaagc 180 
agcagagacc atg ggg ccc etc tea gec cct ccc tgc aca cas ckc ate 229 
Met Gly Pro Leu Ser Ala Pro Pro Cys Thr Xaa Xaa He 
-30 -25 
act tgg aag ggg stc ctg etc aca gca tea ctt tta aac ttc tgg aay 277 
O Thr Trp Lys Gly Xaa Leu Leu Thr Ala Ser Leu Leu Asn Phe Trp Asn 
%p -20 -15 -10 

m ccg ccc acm act gec caa gtc acg att gaa gee cag cca ccc aaa gtt 325 
?! Pro Pro Thr Thr Ala Gin Val Thr He Glu Ala Gin Pro Pro Lys Val 
H -5 1 5 10 

tcy gag ggg aag gat gtt ctt eta ctt gtc cac aat ttg ccc cag aat 373 
^ ser Glu Gly Lys Asp Val Leu Leu Leu Val His Asn Leu Pro Gin Asn 
W 15 20 25 

"*S ctt get ggc tac att tgg tac aaa ggg caa atg aca tac etc tac cat 421 
s Leu Ala Gly Tyr He Trp Tyr Lys Gly Gin Met Thr Tyr Leu Tyr His 

O 30 35 40 

m tac att aca tea tat gta gta gac ggt caa aga att ata tat ggg cct 
Tyr He Thr Ser Tyr Val Val Asp Gly Gin Arg He He Tyr Gly Pro 

45 50 55 

gca tac agt gga aga gaa aga gta tat tec aat gca tec tgc 511 
Ala Tyr Ser Gly Arg Glu Arg Val Tyr Ser Asn Ala Ser Cys 
60 65 70 

tgatccagaa tgtc 525 

<210> 3742 
<211> 575 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73. .546 

<221> sig_peptide 
<222> 73 . . 141 
<223> score 8.6 

seq LVLALALILVLES/SV 



<400> 3742 

acagagagca ccctgctaca tttcctaatc aagaagttgg cgtgcagctg ggagagctag 60 



n I 



469 



2307 



207 



actaagttgg tc atg atg cag aag eta etc aaa tgc agt egg ctt gtc ctg 111 
Met Met Gin Lys Leu Leu Lys Cys Ser Arg Leu Val Leu 
-20 -15 
get ctt gee etc ate ctg gtt ctg gaa tec tea gtt caa ggt tat cct 159 
Ala Leu Ala Leu He Leu Val Leu Glu Ser Ser Val Gin Gly Tyr Pro 
-10 -5 1 5 

acg erg aga gec agg tac caa tgg gtg cgc tgc aat cca gac agt aat 
Thr Xaa Arg Ala Arg Tyr Gin Trp Val Arg Cys Asn Pro Asp Ser Asn 

10 15 20 

tct gca aac tgc ctt gaa gaa aaa gga cca atg ttc gaa eta ctt cca 255 
Ser Ala Asn Cys Leu Glu Glu Lys Gly Pro Met Phe Glu Leu Leu Pro 

25 30 35 

ggt gaa tec aac aag ate ccc cgt ctg agg act gac ctt ttt cca aag 303 
Gly Glu Ser Asn Lys He Pro Arg Leu Arg Thr Asp Leu Phe Pro Lys 

40 45 50 

acg aga ate cag gac ttg aat cgt ate ttc cca ctt tct gag gac tac 351 
Thr Arg He Gin Asp Leu Asn Arg He Phe Pro Leu Ser Glu Asp Tyr 
55 60 65 70 

tct gga tea ggc ttc ggc tec ggc tec ggc tct gga tea gga tct ggg 399 
Ser Gly Ser Gly Phe Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly 

75 80 85 

agt ggc ttc eta acg gaa atg gaa cag gat tac caa eta gta gac gaa 447 
Ser Gly Phe Leu Thr Glu Met Glu Gin Asp Tyr Gin Leu Val Asp Glu 

90 95 100 

agt gat get ttc cat gac aac ctt agg tct ctt gac agg aat ctg ccc 495 
Ser Asp Ala Phe His Asp Asn Leu Arg Ser Leu Asp Arg Asn Leu Pro 

105 HO 115 

tea gac age cag gac ttg ggt caa cat gga tta gaa gag gat ttt atg 543 
Ser Asp Ser Gin Asp Leu Gly Gin His Gly Leu Glu Glu Asp Phe Met 

120 125 130 

tta taaaagagga ttttcccacc ttgacacca 575 
Leu 
135 

<210> 3743 
<211> 860 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 139, .741 

<221> sig_peptide 
<222> 139. .192 
<223> score 10.5 

seq VLTVLSLLPLLEA/QI 



<400> 3743 

aagtgctggc asgattgtgt cacagacaca gagtaaactt ttgctgggct ccaagtgacc 
geccatagtt tattataaag gtgactgeae cctgcagcca ccagcactgc ctggctccac 
gtgcctcctg gtctcagt atg gcg ctg tec tgg gtt ctt aca gtc ctg age 

Met Ala Leu Ser Trp Val Leu Thr Val Leu Ser 



2308 



-15 -10 
etc eta cct ctg ctg gaa gee cag ate cca ttg tgt gec aac eta gta 
Leu Leu Pro Leu Leu Glu Ala Gin lie Pro Leu Cys Ala Asn Leu Val 
-5 15 



219 



267 



ccg gtg ccc ate ace aac gec acc ctg gac cag ate act ggc aag tgg 
Pro Val Pro He Thr Asn Ala Thr Leu Asp Gin He Thr Gly Lys Trp 
10 15 20 25 

ttt tat ate gca teg gec ttt cga aac gag gag tac aat aag teg gtt 315 
Phe Tyr He Ala Ser Ala Phe Arg Asn Glu Glu Tyr Asn Lys Ser Val 

30 35 40 

cag gag ate caa gca acc ttc ttt tac ttc acc ccc aac aag aca gag 363 
Gin Glu He Gin Ala Thr Phe Phe Tyr Phe Thr Pro Asn Lys Thr Glu 

45 50 55 

gac acg ate ttt etc aga gag tac cag acc cga cag gac cag tgc ate 411 
Asp Thr He Phe Leu Arg Glu Tyr Gin Thr Arg Gin Asp Gin Cys He 
60 65 70 

_ tat aac acc acc tac ctg aat gtc cag egg gaa aat ggg acc ate tec 459 
O Tyr Asn Thr Thr Tyr Leu Asn Val Gin Arg Glu Asn Gly Thr He Ser 
%0 75 80 85 

03 aga tac gtg gga ggc caa gag cat ttc get cac ttg ctg ate etc agg 507 
M, Arg Tyr Val Gly Gly Gin Glu His Phe Ala His Leu Leu He Leu Arg 
90 95 100 105 

gac acc aag acc tac atg ctt get ttt gac gtg aac gat gag aag aac 555 
Asp Thr Lys Thr Tyr Met Leu Ala Phe Asp Val Asn Asp Glu Lys Asn 
^ 110 115 120 

^ tgg ggg ctg tct gtc tat get gac aag cca gag acg acc aag gag caa 603 
s Trp Gly Leu Ser Val Tyr Ala Asp Lys Pro Glu Thr Thr Lys Glu Gin 

Q 125 130 135 

fU ctg gga gag ttc tac gaa get etc gac tgc ttg cgc att ccc aag tea 651 
fy Leu Gly Glu Phe Tyr Glu Ala Leu Asp Cys Leu Arg He Pro Lys Ser 
> 140 145 150 

1*1 gat gtc gtg tac acc gat tgg aaa aag gat aag tgt gag cca ctg gag 
2 Asp Val Val Tyr Thr Asp Trp Lys Lys Asp Lys Cys Glu Pro Leu Glu 
W 155 160 165 

aag cag cac gag aag gag agg aaa cag gag gag ggg gaa tec 741 
Lys Gin His Glu Lys Glu Arg Lys Gin Glu Glu Gly Glu Ser 
170 175 180 

tagcaggaca cagccttgga tcaggacaga gacttggggg ccatcctgcc cctccaaccc 801 
gacatgtgta cctcagcttt ttccctcact tgcatcaata aagcttctgt gtttggaac 

<210> 3744 
<211> 562 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 132. .536 

<221> sig_peptide 
<222> 132 . .203 
<223> score 10.9 

seq LAGLCCLVPVSLA/ED 



699 



860 



2309 



yj 



266 



<400> 3744 

aatgccttaa acttatgagt aaggaaaata acgattcggg gtgacgcccg aatcctcact 60 
gctaatgtga gacgaatttt tgagctcctc agcttcaggc accaccactg acctgggaca 120 
gtgaatcgac a atg ccg tct tct gtc teg tgg ggc ate etc ctg ctg gca 170 
Met Pro Ser Ser Val Ser Trp Gly lie Leu Leu Leu Ala 
-20 -15 
ggc ctg tgc tgc ctg gtc cct gtc tec ctg get gag gat ccc cag gga 218 
Gly Leu Cys Cys Leu Val Pro Val Ser Leu Ala Glu Asp Pro Gin Gly 

-10 -5 15 

gat get gec cag aag aca gat aca tec cac cat gat cag gat cac cca 
Asp Ala Ala Gin Lys Thr Asp Thr Ser His His Asp Gin Asp His Pro 

10 15 20 

ace ttc aac aag ate acc ccc aac ctg get gag ttc gee ttc age eta 314 
Thr Phe Asn Lys lie Thr Pro Asn Leu Ala Glu Phe Ala Phe Ser Leu 

25 30 35 

tac cgc cag ctg gca cac cag tec aac age acc aat ate ttc ttc tec 362 
Tyr Arg Gin Leu Ala His Gin Ser Asn Ser Thr Asn He Phe Phe Ser 
40 45 50 

y3 cca gtg age ate get aca gee ttt gca atg etc tec ctg ggg acc aag 410 
HI Pro Val Ser He Ala Thr Ala Phe Ala Met Leu Ser Leu Gly Thr Lys 
55 60 65 

get gac act cac gat gaa ate ctg gag ggc ctg aat ttc aac etc acg 
Ala Asp Thr His Asp Glu He Leu Glu Gly Leu Asn Phe Asn Leu Thr 
70 75 80 85 

gag att ccg gag get cag ate cat gaa ggc ttc cag gaa etc etc gta 
Glu He Pro Glu Ala Gin He His Glu Gly Phe Gin Glu Leu Leu Val 

90 95 100 

ccc tea acc age cag aca gee age tec age tgaccaccgg caatggcctg 556 
Pro Ser Thr Ser Gin Thr Ala Ser Ser Ser 
105 110 

ttcctc 

<210> 3745 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .413 

<221> sig_peptide 
<222> 48 . . 116 
<223> score 6.2 

seq ILYFYALLFLSST/CV 



458 



506 



562 



<400> 3745 

gacagtgctg acactacaag geteggaget ccgggcactc agacatc atg agt tgg 

Met Ser Trp 

tec ttg cac ccc egg aat tta att etc tac ttc tat get ctt tta ttt 
Ser Leu His Pro Arg Asn Leu He Leu Tyr Phe Tyr Ala Leu Leu Phe 
-20 -15 -10 -5 



2310 





200 



248 



296 



344 



etc tct tea aca tgt gta gca tat gtt get ace aga gac aac tgc tgc 152 
Leu Ser Ser Thr Cys Val Ala Tyr Val Ala Thr Arg Asp Asn Cys Cys 

15 10 
ate tta gat gaa aga ttc ggt agt tat tgt cca act acc tgt ggc att 
He Leu Asp Glu Arg Phe Gly Ser Tyr Cys Pro Thr Thr Cys Gly He 

15 20 25 

gca gat ttc ctg tct act tat caa acc aaa gta gac aag gat eta cag 
Ala Asp Phe Leu Ser Thr Tyr Gin Thr Lys Val Asp Lys Asp Leu Gin 

30 35 40 

tct ttg gaa gac ate tta cat caa gtt gaa aac aaa aca tea gaa gtc 
Ser Leu Glu Asp He Leu His Gin Val Glu Asn Lys Thr Ser Glu Val 
45 50 55 60 

aaa cag ctg ata aaa gca ate caa etc act tat aat cct gat gaa tea 
Lys Gin Leu He Lys Ala He Gin Leu Thr Tyr Asn Pro Asp Glu Ser 

65 70 75 

tea aaa cca aat atg ata gac get get act ttg aag tec agg aaa atg 392 
Ser Lys Pro Asn Met He Asp Ala Ala Thr Leu Lys Ser Arg Lys Met 
80 85 90 

O tta gaa gaa att att gaa ata tgaagcatcg atttttaaca catgactcaa 443 
y3 Leu Glu Glu He He Glu He 

u? 95 

jUSs gtawtcgatw tttgcaggga atatataatt c 474 

<210> 3746 
If <211> 489 

<212> DNA 
^ <213> Homo sapiens 

O <220> 

rU <221> CDS 

US <222> 126 . .455 



<221> sig_j>eptide 
<222> 126 . .233 
W <223> score 9.7 

seq LWTVLILFSCCCA/FX 



<400> 3746 

aaccatttct agtccccttt cctcgcagga cctcatgagt aagctgtggc ggcgtgggag 60 
cacctctggg gctatggagg cccctgagcc gggagaagee ctggagttga gcctggcggg 120 
tgece atg gee atg gag tgc aca aga aaa aac aca aga age acc tac tac 
Met Ala Met Glu Cys Thr Arg Lys Asn Thr Arg Ser Thr Tyr Tyr 
-35 -30 -25 

tat gag etc tgg tgg ttc tgg ctg etc tgg act gtc etc ate etc ttt 
Tyr Glu Leu Trp Trp Phe Trp Leu Leu Trp Thr Val Leu He Leu Phe 

-20 -15 -10 

age tgc tgt tgc gee ttc ngc cac cga cga get aaa etc agg ctg caa 
Ser Cys Cys Cys Ala Phe Xaa His Arg Arg Ala Lys Leu Arg Leu Gin 
-5 15 10 

caa cag cag egg cas gtg aaa tea act tgt tgg cct ate atg ggg cat 
Gin Gin Gin Arg Xaa Val Lys Ser Thr Cys Trp Pro He Met Gly His 

15 20 25 

gec atg ggg ctg gtc ctt tec eta ccg gtt cac tgc ttg acc ttc gst 



170 



218 



266 



314 



362 



2311 



Ala Met Gly Leu Val Leu Ser Leu Pro Val His Cys Leu Thr Phe Xaa 

30 35 40 

tec tea gca cct tea ngc ccc cag cct acg agg atg tgg ttc amc gen 410 
Ser Ser Ala Pro Ser Xaa Pro Gin Pro Thr Arg Met Trp Phe Xaa Ala 

45 50 55 

nag gca cac cam ccc ccc ctt ata ctg tgg ccc cag gec gec cct 455 
Xaa Ala His Xaa Pro Pro Leu lie Leu Trp Pro Gin Ala Ala Pro 
60 65 70 

tgactgette cagtgaacaa acctgctgtt cctc 489 

<210> 3747 
<211> 556 
<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .457 



<221> sig_peptide 
LJ1 <222> 119. .241 
L£ <223> score 4 . 6 



seq AYLLYILLTGALQ/FG 



<400> 3747 

aacacegggg agggeggagt taggtcacga gggtgcgcat gcgcaaacag cacatccggt 60 
gtggtcgacg ggtcctccaa gagtttgggg cgcggaccgg agtaccttgc gtgcagtt 118 
atg teg gcg teg gta gtg tct gtc att teg egg ttc tta gaa gag tac 166 
Met Ser Ala Ser Val Val Ser Val He Ser Arg Phe Leu Glu Glu Tyr 

-40 -35 -30 

ttg age tec act ccg cag cgt ctg aag ttg ctg gac gcg tac ctg ctg 214 
Leu Ser Ser Thr Pro Gin Arg Leu Lys Leu Leu Asp Ala Tyr Leu Leu 
-25 -20 -15 -10 

tat ata ctg ctg acc ggg gcg ctg cag ttc ggt tac tgt etc etc gtg 
Tyr He Leu Leu Thr Gly Ala Leu Gin Phe Gly Tyr Cys Leu Leu Val 

-5 1 5 

ggg acc ttc ccc ttc aac tct ttt etc teg ggc ttc ate tct tgt gtg 
Gly Thr Phe Pro Phe Asn Ser Phe Leu Ser Gly Phe He Ser Cys Val 

10 15 20 

ggg agt ttc ate eta gcg gtt tgc ctg aga ata cag ate aac cca cag 
Gly Ser Phe He Leu Ala Val Cys Leu Arg He Gin He Asn Pro Gin 

25 30 35 

aac aaa gcg gat ttc caa ggc ate tec cca gag cga gee ttt get gat 
Asn Lys Ala Asp Phe Gin Gly He Ser Pro Glu Arg Ala Phe Ala Asp 
40 45 50 55 

ttt etc ttt gee age acc ate ctg cac ctt gtt gtc atg aac ttw rtt 
Phe Leu Phe Ala Ser Thr He Leu His Leu Val Val Met Asn Xaa Xaa 

60 65 70 

ggc tgactcattc tcatttactt aattgaggag taggagacta aaagaatgtt 507 
Gly 

cactctttga atttcctgga taagagtctg gagatggcag cttattgga 556 
<210> 3748 



262 



310 



358 



406 



454 



2312 



<211> 568 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74. ,520 

<221> sig_peptide 
<222> 74 . . 151 
<223> score 10.8 

seq MLPLLWLLPHSWA/VP 



y 



205 



301 



<400> 3748 

actctcgggg agggagttgg ggaagctggg ttggctgggt tggtagctcc tacctactgt 60 
gtggcaagaa ggt atg ggt cat gaa cag aac caa gga get gcg ctg eta 109 
Met Gly His Glu Gin Asn Gin Gly Ala Ala Leu Leu 
-25 -20 -15 

cag atg tta cca ctt ctg tgg ctg eta ccc cac tec tgg gee gtc cct 157 
Gin Met Leu Pro Leu Leu Trp Leu Leu Pro His Ser Trp Ala Val Pro 

-10 -5 1 

gaa get cct act cca atg tgg cca gat gac ctg caa aac cac aca ttc 
Glu Ala Pro Thr Pro Met Trp Pro Asp Asp Leu Gin Asn His Thr Phe 

5 10 15 

ctg cac aca gtg tac tgc cag gat ggg agt ccc agt gtg gga etc tct 253 
Leu His Thr Val Tyr Cys Gin Asp Gly Ser Pro Ser Val Gly Leu Ser 

20 25 30 

gag gec tac gac gag gac cag ctt ttc ttc ttc gac ttt tec cag aac 
Glu Ala Tyr Asp Glu Asp Gin Leu Phe Phe Phe Asp Phe Ser Gin Asn 
35 40 45 50 

g act egg gtg cct cgc ctg ccc gaa ttt get gac tgg get cag gaa cag 349 
.** Thr Arg Val Pro Arg Leu Pro Glu Phe Ala Asp Trp Ala Gin Glu Gin 
S 55 60 65 

^ gga gat get cct gee att tta ttt gac aaa gag ttc tgc gag tgg atg 3 97 

Gly Asp Ala Pro Ala He Leu Phe Asp Lys Glu Phe Cys Glu Trp Met 

70 75 80 

ate cag caa ata ggg cca aaa ctt gat ggg aaa ate ccg gtg tec aga 445 
He Gin Gin He Gly Pro Lys Leu Asp Gly Lys He Pro Val Ser Arg 

85 90 95 

ggg ttt cct ate get gaa gtg ttc acg ctg wag ccc tkg agt ttg gca 493 
Gly Phe Pro He Ala Glu Val Phe Thr Leu Xaa Pro Xaa Ser Leu Ala 

100 105 HO 

age caa cac ttt ggt ctg twt trw cag taatctcttc ccacccatgc 540 
Ser Gin His Phe Gly Leu Xaa Xaa Gin 
115 120 

tgacagtgaa mwggcagcat cattccgt 568 

<210> 3749 

<211> 491 

<212> DNA 

<213> Homo sapiens 

<220> 



2313 



260 



308 



<221> CDS 
<222> 108 . .455 

<221> sig_peptide 
<222> 108 . . 161 
<223> score 6.3 

seq LLFVGLLLTWESG/QV 

<400> 3749 

atataaatac ggcgcctccc agtgcccaca acgcggcgtc gccaggagga gcgcgcgggc 6 0 

acagggtgcc gctgaccgag gcgtgcaaag actccagaat tggaggc atg atg aag 116 

Met Met Lys 

act ctg ctg ctg ttt gtg ggg ctg ctg ctg acc tgg gag agt ggg cag 164 

Thr Leu Leu Leu Phe Val Gly Leu Leu Leu Thr Trp Glu Ser Gly Gin 

-15 -10 -5 1 

gtc ctg ggg gac cag acg gtc tea gac aat gag etc cag gaa atg tec 212 

Val Leu Gly Asp Gin Thr Val Ser Asp Asn Glu Leu Gin Glu Met Ser 

£3 5 10 15 

aat cag gga agt aag tac gtc aat aag gaa att caa aat get gtc aac 

§S Asn Gin Gly Ser Lys Tyr Val Asn Lys Glu lie Gin Asn Ala Val Asn 

T*. ggg gtg aaa cag ata aag act etc ata gaa aaa aca aac gaa gag cgc 

4f Gly Val Lys Gin He Lys Thr Leu He Glu Lys Thr Asn Glu Glu Arg 
yy 35 40 45 

aag aca ctg etc age aac eta gaa gaa gee aag aag aag aaa gag gat 356 

=£f Lys Thr Leu Leu Ser Asn Leu Glu Glu Ala Lys Lys Lys Lys Glu Asp 

s 50 55 60 65 

Q gec eta aat gag acc agg gaa tea gag aca aag ctg aag gag etc cca 

jfjj Ala Leu Asn Glu Thr Arg Glu Ser Glu Thr Lys Leu Lys Glu Leu Pro 

m 70 75 80 

"iS gga gtg tgc aat gag acc atg atg gee etc tgg gaa gag tgt age cct 452 

% Gly Val Cys Asn Glu Thr Met Met Ala Leu Trp Glu Glu Cys Ser Pro 

U 85 90 95 

O gee tganacagac ctgcatgggt ttctacgcac gegtet 491 
Ala 

<210> 3750 
<211> 732 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .690 

<221> sig_peptide 
<222> 124 . .207 
<223> score 12.5 

seq ILLVLGWVQPSLG/KE 



<400> 3750 

aaaccccttt gtaatctgta taaggtccac accccgggag ctgagtgatt gcagaaactg 60 



404 



2314 





264 



360 



408 



gccttccatc tctctcagac accaagctgc agatccaggc ttttctggga aagtgaggcc 120 
acc atg get ctg gag aag tct ctt gtc egg etc ctt ctg ctt gtc ctg 168 
Met Ala Leu Glu Lys Ser Leu Val Arg Leu Leu Leu Leu Val Leu 
-25 -20 -15 

ata ctg ctg gtg ctg ggc tgg gtc cag cct tec ctg ggc aag gaa tec 216 
He Leu Leu Val Leu Gly Trp Val Gin Pro Ser Leu Gly Lys Glu Ser 

-10 -5 1 

egg gee aag aaa ttc cag egg cag cat atg gac tea gac agt tec ccc 
Arg Ala Lys Lys Phe Gin Arg Gin His Met Asp Ser Asp Ser Ser Pro 

5 10 15 

age age age tec acc tac tgt aac caa atg atg agg cgc egg aat atg 312 
Ser Ser Ser Ser Thr Tyr Cys Asn Gin Met Met Arg Arg Arg Asn Met 
20 25 30 35 

aca cag ggg egg tgc aaa cca gtg aac acc ttt gtg cac gag ccc ctg 
Thr Gin Gly Arg Cys Lys Pro Val Asn Thr Phe Val His Glu Pro Leu 

40 45 50 

gta gat gtc cag aat gtc tgt ttc cag gaa aag gtc acc tgc aag aac 
Val Asp Val Gin Asn Val Cys Phe Gin Glu Lys Val Thr Cys Lys Asn 

55 60 65 

ggg cag ggc aac tgc tac aag age aac tec age atg cac ate aca gac 4 56 

Gly Gin Gly Asn Cys Tyr Lys Ser Asn Ser Ser Met His He Thr Asp 

70 75 80 

tgc cgc ctg aca aac ggc tec agt acc cca act gtg cat acc gga cca 504 
^ Cys Arg Leu Thr Asn Gly Ser Ser Thr Pro Thr Val His Thr Gly Pro 

85 90 95 

^3 gee cga agg aga gac aca tea ttg tgg cct gtg aag gga gee cat atg 552 
# Ala Arg Arg Arg Asp Thr Ser Leu Trp Pro Val Lys Gly Ala His Met 
a 100 105 HO 115 

Q tgc cag tec act ttg atg ctt ctg tgg agg act eta cct aag gtc aga 
m Cys Gin Ser Thr Leu Met Leu Leu Trp Arg Thr Leu Pro Lys Val Arg 

120 125 130 

sea gcg aga tac ccc acc tec etc aac etc ate etc tec aca get gee 
Xaa Ala Arg Tyr Pro Thr Ser. Leu Asn Leu He Leu Ser Thr Ala Ala 

135 140 145 

tct tec etc ttc ctt ccc tgc tgt gaa aga agt aac tac agt 
Ser Ser Leu Phe Leu Pro Cys Cys Glu Arg Ser Asn Tyr Ser 

150 155 160 

tagggctcct attcacacac acatgcttcc ctttcctgac tc 732 

<210> 3751 
<211> 811 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 203 . .769 

<221> sigjpeptide 
<222> 203. .286 
<223> score 12.5 

seq ILLVLGWVQPSLG/KE 



600 



648 



690 



2315 



280 



328 



520 



568 



<400> 3751 

tgatgtttcg atgagccatt tgagcactgg gtacaaatgt attttggatc aaagaaactc 60 
cagtattcaa agataggaac tgacaggatt ttaggtcact ttgtaggtca ccacctagag 120 
gggaggaaga cctcgctttg gagagtggga ataaaacgct cgtggaaaag ggtacacgct 180 
tttctgggaa agtgaggcca cc atg get ctg gag aag tct ctt gtc egg etc 232 

Met Ala Leu Glu Lys Ser Leu Val Arg Leu 
-25 -20 
ctt ctg ctt gtc ctg ata ctg ctg gtg ctg ggc tgg gtc cag cct tec 
Leu Leu Leu Val Leu He Leu Leu Val Leu Gly Trp Val Gin Pro Ser 

-15 -10 -5 

ctg ggc aag gaa tec egg gec aag aaa ttc cag egg cag cat atg gac 
Leu Gly Lys Glu Ser Arg Ala Lys Lys Phe Gin Arg Gin His Met Asp 

15 10 
tea gac agt tec ccc age age age tec acc kac tgt aac caa atg atg 376 
Ser Asp Ser Ser Pro Ser Ser Ser Ser Thr Xaa Cys Asn Gin Met Met 
15 20 25 30 

agg cgc egg aat atg aca cag ggg egg tgc aaa cca gtg aac acc ttt 424 
Arg Arg Arg Asn Met Thr Gin Gly Arg Cys Lys Pro Val Asn Thr Phe 
13 35 40 45 

C E gtg cac gag ccc ctg gta gat gtc cag aat gtc tgt ttc cag gaa aag 472 
HI Val His Glu Pro Leu Val Asp Val Gin Asn Val Cys Phe Gin Glu Lys 
U 50 55 60 

ill gtc acc tgc aag aac ggg cag ggc aac tgc tac aag age aac tec age 
J Val Thr Cys Lys Asn Gly Gin Gly Asn Cys Tyr Lys Ser Asn Ser Ser 
65 70 75 

atg cac ate aca gac tgc cgc ctg aca aac ggc tec agt acc cca act 
Met His He Thr Asp Cys Arg Leu Thr Asn Gly Ser Ser Thr Pro Thr 

80 85 90 

gtg cat acc gga cca gec cga agg aga gac aca tea ttg tgg cct gtg 616 
Val His Thr Gly Pro Ala Arg Arg Arg Asp Thr Ser Leu Trp Pro Val 
95 100 105 110 

aag gga gee cat atg tgc cag tec act ttg atg ctt ctg tgg agg act 
Lys Gly Ala His Met Cys Gin Ser Thr Leu Met Leu Leu Trp Arg Thr 

115 120 125 

eta cct aag gtc aga sea gcg aga tac ccc acc tec etc aac etc ate 712 
Leu Pro Lys Val Arg Xaa Ala Arg Tyr Pro Thr Ser Leu Asn Leu He 

130 135 140 

etc tec aca get gec tct tec etc ttc ctt ccc tgc tgt gaa aga agt 760 
Leu Ser Thr Ala Ala Ser Ser Leu Phe Leu Pro Cys Cys Glu Arg Ser 

145 150 155 

aac tac agt tagggctcct attcacacac acatgcttcc ctttcctgac tc 811 
Asn Tyr Ser 
160 

<210> 3752 
<211> 813 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 207 . . 671 

<221> sig_peptide 



664 



2316 





<222> 207. .290 
<223> score 12.5 

seq ILLVLGWVQPSLG/KE 



~3 \ 



ru 



<400> 3752 

aaaccccttt gtaatctgta taaggtccac accccgggag ctgagtgatt gcagaaactg 
gccttccatc tctctcagac accaagctgc agatccaggt cactttgtag gtcaccacct 
agaggggagg aagacctcgc tttggagagt gggaataaaa cgctcgtgga aaagggtaca 
cgcttttctg ggaaagtgag gccacc atg get ctg gag aag tct ctt gtc egg 

Met Ala Leu Glu Lys Ser Leu Val Arg 
-25 -20 
etc ctt ctg ctt gtc ctg ata ctg ctg gtg ctg ggc tgg gtc cag cct 
Leu Leu Leu Leu Val Leu He Leu Leu Val Leu Gly Trp Val Gin Pro 

-15 -10 -5 

tec ctg ggc aag gaa tec egg gee aag aaa ttc cag egg cag cat atg 
Ser Leu Gly Lys Glu Ser Arg Ala Lys Lys Phe Gin Arg Gin His Met 

15 10 
gac tea gac agt tec ccc age age age tec acc tac tgt aac caa atg 
Asp Ser Asp Ser Ser Pro Ser Ser Ser Ser Thr Tyr Cys Asn Gin Met 

15 20 25 

atg agg cgc egg aat atg aca cag ggg egg tgc aaa cca gtg aac acc 
Met Arg Arg Arg Asn Met Thr Gin Gly Arg Cys Lys Pro Val Asn Thr 
30 35 40 45 

ttt gtg cac gag ccc ctg gta gat gtc cag aat gtc tgt ttc cag gaa 
Phe Val His Glu Pro Leu Val Asp Val Gin Asn Val Cys Phe Gin Glu 

50 55 60 

aag gtc acc tgc aag aac ggg agn caa ctg eta caa gag era etc cag 
Lys Val Thr Cys Lys Asn Gly Xaa Gin Leu Leu Gin Glu Xaa Leu Gin 

65 70 75 

cat gca cat cac aga ctg ccg cct gac aaa egg etc cag tac ccc aac 
His Ala His His Arg Leu Pro Pro Asp Lys Arg Leu Gin Tyr Pro Asn 

80 85 90 

tgt gca tac egg acc age ccg aag gag aga cac ate att gtg gee tgt 
Cys Ala Tyr Arg Thr Ser Pro Lys Glu Arg His He He Val Ala Cys 

95 100 105 

gaa ggg age cca tat gtg cca gtc cac ttt gat get tct gtg gag gac 
Glu Gly Ser Pro Tyr Val Pro Val His Phe Asp Ala Ser Val Glu Asp 
110 115 120 125 

tct acc taaggtcaga scagegagat accccacctc cctcaacctc atcctctcca 
Ser Thr 

cagctgcctc ttccctcttc cttccctgct gtgaaagaag taactacagt tagggctcct 
attcacacac acatgcttcc ctttcctgac tc 



60 
120 
180 
233 



281 



329 



377 



425 



473 



521 



569 



617 



665 



721 

781 
813 



<210> 3753 

<211> 473 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 22 . .438 



<221> sig_peptide 



2317 



<222> 22 . . 105 
<223> score 9.4 

seq ASLVLAFLGVCLG/IT 



<400> 3753 

aaggagcaaa ctctgcacaa g atg gcg gcg gta gcg gca gtg gcg gcg cgt 51 

Met Ala Ala Val Ala Ala Val Ala Ala Arg 
-25 -20 
agg agg egg tct tgg gcg tct ttg gta ctg get ttt tta ggg gtc tgc 99 
Arg Arg Arg Ser Trp Ala Ser Leu Val Leu Ala Phe Leu Gly Val Cys 

-15 -10 -5 

ctg ggg att acc ctt get gtg gat aga age aac ttt aag acc tgt gaa 147 
Leu Gly He Thr Leu Ala Val Asp Arg Ser Asn Phe Lys Thr Cys Glu 

15 10 
gag agt tct ttc tgc aag cga cag aga age ata egg cca ggc etc tct 195 
Glu Ser Ser Phe Cys Lys Arg Gin Arg Ser He Arg Pro Gly Leu Ser 
15 20 25 30 

O cca tac cga gee ttg ctg gac tct eta cag ctt ggt cct gat tec etc 243 
%B Pro Tyr Arg Ala Leu Leu Asp Ser Leu Gin Leu Gly Pro Asp Ser Leu 
111 35 40 45 

U acg gtc cat ctg ate cat gag gtc acc aag gtg ttg ctg gtg eta gag 291 
hJ Thr Val His Leu He His Glu Val Thr Lys Val Leu Leu Val Leu Glu 
^ 50 55 60 

~% ctt cag ggg ctt caa aag aac atg act egg ttc agg att gat gag ctg 33 9 

Leu Gin Gly Leu Gin Lys Asn Met Thr Arg Phe Arg He Asp Glu Leu 
^ 65 70 75 

% gag cct egg cga ccc cga tac cgt gta cca gat gtt ttg gtg get gat 
3 Glu Pro Arg Arg Pro Arg Tyr Arg Val Pro Asp Val Leu Val Ala Asp 
fU 80 85 90 

fU cca cca ata gee ggc ttt ctg tct ctg gtc gtg atg aga aca gtg tgg 435 
Jl Pro Pro He Ala Gly Phe Leu Ser Leu Val Val Met Arg Thr Val Trp 
95 100 105 HO 

2 agt taacatggct gagggaccta caagatcatc ttgam 
~~ Ser 



387 



473 



<210> 3754 
<211> 606 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 168 . . 548 



<221> sig_peptide 
<222> 168 . .257 
<223> score 9.3 

seq LFWLCGILILALA/IW 



<400> 3754 

agtttaataa ctttttattc ctccctctac ttctttgett tctctttctg ctctgaagcc 
gtggatacag aaatctctgc aggcaagttg ctccagagca tattgeagga caagcctgta 



2318 





fx I 



acgaatagtt aaattcacgg catctggatt cctaatcctt ttccgaa atg gca ggt 

Met Ala Gly 



176 



-30 

gtg agt gcc tgt ata aaa tat tct atg ttt acc ttc aac ttc ttg ttc 
Val Ser Ala Cys lie Lys Tyr Ser Met Phe Thr Phe Asn Phe Leu Phe 

-25 -20 -15 

tgg eta tgt ggt ate ttg ate eta gca tta gca ata tgg gta cga gta 
Trp Leu Cys Gly He Leu He Leu Ala Leu Ala He Trp Val Arg Val 

-10 -5 1 5 

age aat gac tct caa gca att ttt ggt tct gaa gat gta ggs tct age 
Ser Asn Asp Ser Gin Ala He Phe Gly Ser Glu Asp Val Gly Ser Ser 

10 15 20 

tec tac gtt get gtg gac ata ttg att get gta ggt gcc ate ate atg 
Ser Tyr Val Ala Val Asp He Leu He Ala Val Gly Ala He He Met 

25 30 35 

att ctg ggm ttc ctg gsa tgc tgc ggt get ata aaa gaa agt cgc tgc 
He Leu Gly Phe Leu Xaa Cys Cys Gly Ala He Lys Glu Ser Arg Cys 
40 45 50 

3 atg ctt ctg ttg ttt ttc ata ggc ttg ctt ctg ate ctg etc ctg cag 
5 Met Leu Leu Leu Phe Phe He Gly Leu Leu Leu He Leu Leu Leu Gin 
55 60 65 

gtg gcg aca ggt ate nta gga get gtt ttc aaa tct aag tct gat cgc 512 
s,s Val Ala Thr Gly He Xaa Gly Ala Val Phe Lys Ser Lys Ser Asp Arg 

70 75 80 85 

% att gtg aat gaa act etc tat gaa aan saa age ttt tgagcgccac 
^ He Val Asn Glu Thr Leu Tyr Glu Xaa Xaa Ser Phe 
J3 90 95 

= aggggaaagt gaaaaacaat tccaggaagc cataattgtg tttcaaga 



<210> 


3755 


<211> 


618 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


180 . .560 


<221> 


sig_peptide 


<222> 


180 . .269 


<223> 


score 9.3 




seq LFWLCGILILALA/IW 



224 



272 



320 



368 



416 



464 



558 



606 



60 



<400> 3755 

agtgccccag gagctatgac aagcaaagga acatacttgc ctggagatag ectttgegat 
atttaaatgt ccgtggatac agaaatctct gcaggcaagt tgctccagag catattgeag 120 
gaeaagectg taacgaatag ttaaattcac ggcatctgga ttcctaatcc ttttccgaa 179 
atg gca ggt gtg agt gcc tgt ata aaa tat tct atg ttt acc ttc aac 227 
Met Ala Gly Val Ser Ala Cys He Lys Tyr Ser Met Phe Thr Phe Asn 
-30 -25 -20 -15 

ttc ttg ttc tgg eta tgt ggt ate ttg ate eta gca tta gca ata tgg 275 
Phe Leu Phe Trp Leu Cys Gly He Leu He Leu Ala Leu Ala He Trp 
-10 -5 1 



2319 



m 



gta cga gta age aat gac tct caa gca att ttt ggt tct gaa gat gta 323 
Val Arg Val Ser Asn Asp Ser Gin Ala He Phe Gly Ser Glu Asp Val 

5 10 15 

ggs tct age tec tac gtt get gtg gac ata ttg att get gta ggt gee 371 
Gly Ser Ser Ser Tyr Val Ala Val Asp He Leu He Ala Val Gly Ala 

20 25 30 

ate ate atg att ctg ggc ttc ctg gsa tgc tgc ggt get ata aaa gaa 419 
He He Met He Leu Gly Phe Leu Xaa Cys Cys Gly Ala He Lys Glu 
35 40 45 50 

agt cgc tgc atg ctt ctg ttg ttt ttc ata ggc ttg ctt ctg ate ctg 467 
Ser Arg Cys Met Leu Leu Leu Phe Phe He Gly Leu Leu Leu He Leu 

55 60 65 

etc ctg cag gtg gcg aca ggt ate nta gga get gtt ttc aaa tct aag 515 
Leu Leu Gin Val Ala Thr Gly He Xaa Gly Ala Val Phe Lys Ser Lys 

70 75 80 

tct gat cgc att gtg aat gaa act etc tat gaa aan saa age ttt 560 
Ser Asp Arg He Val Asn Glu Thr Leu Tyr Glu Xaa Xaa Ser Phe 
85 90 95 

O tgagcgccac aggggaaagt gaaaaacaat tccaggaagc cataattgtg tttcaaga 618 

U| <210> 3756 
L£ <211> 476 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 102 . .464 

<221> sig_peptide 
<222> 102 . . 197 
<223> score 5.3 

seq VIFTVLLQSLCVA/VT 



<400> 3756 

tttttttttc atttcctcac tgactataaa agaatagaga aggaagggct tcagtgaccg 60 
gctgcctggc tgacttacag cagtcagact ctgacaggat c atg get atg atg gag 116 

Met Ala Met Met Glu 

-30 

gtc cag ggg gga ccc age ctg gga cag amc tgc gtg ctg ate gtg ate 164 
Val Gin Gly Gly Pro Ser Leu Gly Gin Xaa Cys Val Leu He Val He 

-25 -20 -15 

ttc aca gtg etc ctg cag tct etc tgt gtg get gta act tac gtg tac 212 
Phe Thr Val Leu Leu Gin Ser Leu Cys Val Ala Val Thr Tyr Val Tyr 

-10 -5 15 

ttt ace aac gag ctg aag cag atg cag gac aag tac tec aaa agt ggc 
Phe Thr Asn Glu Leu Lys Gin Met Gin Asp Lys Tyr Ser Lys Ser Gly 

10 15 20 

att get tgt ttc tta aaa gaa gat gac agt tat tgg gac ccc aat gac 
He Ala Cys Phe Leu Lys Glu Asp Asp Ser Tyr Trp Asp Pro Asn Asp 

25 30 35 

gaa gag agt atg aac age ccc tgc tgg caa gtc aag tgg caa etc cgt 
Glu Glu Ser Met Asn Ser Pro Cys Trp Gin Val Lys Trp Gin Leu Arg 



260 



308 



356 



2320 





40 45 50 

cag etc gtt aga aag atg att ttg aga acc tct gag gaa acc att tct 404 

Gin Leu Val Arg Lys Met He Leu Arg Thr Ser Glu Glu Thr He Ser 

55 60 65 

aca gtt caa gaa aag caa caa aat att tct ccc eta gtg aga gaa aga 452 

Thr Val Gin Glu Lys Gin Gin Asn He Ser Pro Leu Val Arg Glu Arg 

70 75 80 85 

ggt etc aga gag tagcagctca ca 476 
Gly Leu Arg Glu 

<210> 3757 

<211> 463 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 89. .454 

<221> sigjpeptide 
s-H <222> 89. .223 
y, <223> score 7.2 

seq SFALCMFVAAAGA/YV 



<400> 3757 

M3 gtcagagcac atccggtgtt agaagegctg gtaggccttg gagaggeggg ttaggaagag 60 
s- tggagactgc tgeaeggact ctggaacc atg aac ata ttt gat cga aag ate 112 

Q Met Asn He Phe Asp Arg Lys He 

fjj -45 -40 

jfjl aac ttt gat gcg ctt tta aaa ttt tct cat ata acc ccg tcr acg cag 160 
"2 Asn Phe Asp Ala Leu Leu Lys Phe Ser His He Thr Pro Ser Thr Gin 
£ -35 -30 -25 

y cag cac ctg aag aag gtc tat gca agt ttt gee ctt tgt atg ttt gtg 208 
O Gin His Leu Lys Lys Val Tyr Ala Ser Phe Ala Leu Cys Met Phe Val 
-20 -15 -10 

gcg get gca ggg gee tat gtc cat atg gtc act cat ttc att cag get 256 
Ala Ala Ala Gly Ala Tyr Val His Met Val Thr His Phe He Gin Ala 
-5 15 10 

ggc ctg ctg tct gec ttg ggc tec ctg ata ttg atg att tgg ctg atg 304 
Gly Leu Leu Ser Ala Leu Gly Ser Leu He Leu Met He Trp Leu Met 

15 20 25 

gca aca cct cat age cat gaa act gaa cag aaa aga ctg gga ctt ctt , 352 
Ala Thr Pro His Ser His Glu Thr Glu Gin Lys Arg Leu Gly Leu Leu 

30 35 40 

get gga ttt gca ttc ctt aca gga gtt ggc ctg ggc cct gee tgg agt 400 
Ala Gly Phe Ala Phe Leu Thr Gly Val Gly Leu Gly Pro Ala Trp Ser 

45 50 55 

ttt gta ttg ctg tea acc cca gca tec ttc cca ctg ctt tea tgg gca 448 
Phe Val Leu Leu Ser Thr Pro Ala Ser Phe Pro Leu Leu Ser Trp Ala 
60 65 70 75 

cag caa tgatcttta 463 
Gin Gin 



2321 



• 



<210> 3758 

<211> 509 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .492 

<221> sig_peptide 
<222> 106. .180 
<223> score 8.9 

seq IIAVLMSAQESWA/IK 



<400> 3758 

aatggtcaga ctctattaca ccccacattc tcttttcttt tattcttgtc tgttctgcct 60 
cactcccgag ctctactgac tcccaamaga gcgcccaaga agaaa atg gcc ata agt 117 
PI Met Ala lie Ser 

rS -25 

m gga gtc cct gtg eta gga ttt ttc ate ata get gtg ctg atg age get 165 

tl Gly Val Pro Val Leu Gly Phe Phe He He Ala Val Leu Met Ser Ala 

Is -20 -15 -10 

4: cag gaa tea tgg get ate aaa gaa gaa cat gtg ate ate cag gcc gag 213 

^ Gin Glu Ser Trp Ala He Lys Glu Glu His Val He He Gin Ala Glu 

*S _ 5 1 5 10 

ttc tat ctg aat cct gac caa tea ggc gag ttt atg ttt gac ttt gat 261 

s Phe Tyr Leu Asn Pro Asp Gin Ser Gly Glu Phe Met Phe Asp Phe Asp 
p 15 20 25 

HJ 99 fc 9 at gag att ttc cat gtg gat atg gCa aag aa9 9a9 aC9 9tC tg9 309 

hi Gly Asp Glu He Phe His Val Asp Met Ala Lys Lys Glu Thr Val Trp 

IE 30 35 40 

i egg ctt gaa gaa ttt gga cga ttt gcc age ttt gag get caa ggt gca 357 
^ Arg Leu Glu Glu Phe Gly Arg Phe Ala Ser Phe Glu Ala Gin Gly Ala 
M 45 50 55 

ttg gcc aac ata get gtg gac aaa gcc aac ctg gaa ate atg aca aag 405 

Leu Ala Asn He Ala Val Asp Lys Ala Asn Leu Glu He Met Thr Lys 

60 65 70 75 

cgc tec aac tat act ccg ate acc aat gta cct cca gag gta act gtg 453 

Arg Ser Asn Tyr Thr Pro He Thr Asn Val Pro Pro Glu Val Thr Val 

80 85 90 

etc acg aac age cct gtg gaa ctg aga gag ccc tta ggc tgaggcagga 
Leu Thr Asn Ser Pro Val Glu Leu Arg Glu Pro Leu Gly 
95 100 



gaatggc 

<210> 3759 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162 . .491 



502 



509 



2322 



<221> sig_peptide 
<222> 162 . .233 
<223> score 4.7 

seq LLMIRSTAAATRS/SR 



mi 



368 



<400> 3759 

tgtcttgtga aaccttgctg caagcacagc ccttatgcgg ttaattttga agtgctgttt 60 
attaatctta gtgtatgatt actggccttt ttcatttatc tataatttac ctaagattac 120 
aaatcagaag tcatcttgct accagtattt agaagccaac t atg att att aac gat 176 

Met lie lie Asn Asp 
-20 

gtc cag gcg ccc tgg tgg etc ttg atg ate agg tec acg gcg get gee 224 
Val Gin Ala Pro Trp Trp Leu Leu Met He Arg Ser Thr Ala Ala Ala 

-15 -10 -5 

aca cgc tec tct agg ccc ttc age ggc age age gag ctt tea gag aat 272 

_ Thr Arg Ser Ser Arg Pro Phe Ser Gly Ser Ser Glu Leu Ser Glu Asn 

Q 1 5 10 

%S cag caa cca gga gca cca aat get cct act cat cct get cct cca ggc 320 
yl Gin Gin Pro Gly Ala Pro Asn Ala Pro Thr His Pro Ala Pro Pro Gly 
U 15 20 25 

f s | ctt cat cac cac cat aag cac aag ggt cag cat agg cag ggt cac cca 
Leu His His His His Lys His Lys Gly Gin His Arg Gin Gly His Pro 
30 35 40 45 

gag aac cga gat atg cca gca agt gaa gat tta caa gat tta caa aag 416 
Glu Asn Arg Asp Met Pro Ala Ser Glu Asp Leu Gin Asp Leu Gin Lys 

50 55 60 

aag etc tgt cga aag aga tgt ata aat caa tta etc tgt aaa ttg ccc 
Lys Leu Cys Arg Lys Arg Cys He Asn Gin Leu Leu Cys Lys Leu Pro 
rij 65 70 75 

j; aca gat tea gag ttg get cct agg age tgatget 
h Thr Asp Ser Glu Leu Ala Pro Arg Ser 
S 80 85 

<210> 3760 
<211> 500 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . . 378 

<221> sig_j?eptide 
<222> 70 . . 129 
<223> score 6.9 

seq AAFLSPLLPLLLG/FL 



464 



498 



<400> 3760 

cacgtgaccg ctgactcggg gcgttctcca etategctta cctacctccc tetgeaggaa 

cccggcgat atg get gee get gtg ccc cgc gee gca ttt etc tec ccg ctg 

Met Ala Ala Ala Val Pro Arg Ala Ala Phe Leu Ser Pro Leu 



2323 



159 



207 



303 



-20 -15 -10 

ctt ccc ctt etc ctg ggc ttc ctg etc etc tec get ccg cat ggc ggc 
Leu Pro Leu Leu Leu Gly Phe Leu Leu Leu Ser Ala Pro His Gly Gly 

-5 15 10 

age ggc ctg cac ace aag ggc gee ctt ccc ctg gat acg gtc act ttc 
Ser Gly Leu His Thr Lys Gly Ala Leu Pro Leu Asp Thr Val Thr Phe 

15 20 25 

tac aag gtc att ccc aaa age aag ttc gtc ttg gtg aag ttc gac acc 255 
Tyr Lys Val He Pro Lys Ser Lys Phe Val Leu Val Lys Phe Asp Thr 

30 35 40 

cag tac ccc tac ggt gag aag cag gat gag ttc aag cgt ctt get gaa 
Gin Tyr Pro Tyr Gly Glu Lys Gin Asp Glu Phe Lys Arg Leu Ala Glu 

45 50 55 

aac teg get tec age gat gat etc ttg gtg gca gag gtg ggg ate tea 351 
Asn Ser Ala Ser Ser Asp Asp Leu Leu Val Ala Glu Val Gly He Ser 

60 65 70 

gat tat ggt gac aag cga aca tgg age tgagtgagaa atacaagctg 398 
^ Asp Tyr Gly Asp Lys Arg Thr Trp Ser 
M 75 80 

%S gacaaagaga gctacccagt cttctacctc ttccgggatg gggactttga gaaccagtcc 458 
Uf catacactgg ggcagttaaa ggttggagcc atccagcgct gg 

5 s 

y <210> 3761 

Jft <211> 526 

<212> DNA 

<213> Homo sapiens 

* <220> 
O <221> CDS 

IIJ <222> 116. .418 

Hi 

JJ! <221> sig_peptide 

fj <222> 116 . . 166 

S <223> score 10.4 
^ seq LLPALFLVLLVLG/FE 



500 



<400> 3761 

aaaaggatgg gggttgtggc tgtggagcgg aagtgggtct caaccactat aaagcctctc 60 
tgtgcccgtc cggagctggt gaggacagee tgccagagtc tggtctctgg acact atg 118 

Met 

ggc aca cga etc etc cca get ctg ttt ctt gtc etc ctg gta ttg gga 166 
Gly Thr Arg Leu Leu Pro Ala Leu Phe Leu Val Leu Leu Val Leu Gly 

-15 -10 -5 

ttt gag gtc cag ggg acc caa cag ccc cag caa gat gag atg cct age 214 
Phe Glu Val Gin Gly Thr Gin Gin Pro Gin Gin Asp Glu Met Pro Ser 
15 10 15 

ccg acc ttc etc acc cag gtg aag gaa tct etc tec agt tac tgg gag 262 
Pro Thr Phe Leu Thr Gin Val Lys Glu Ser Leu Ser Ser Tyr Trp Glu 

20 25 30 

tea gca aag aca gee gee cag aac ctg tac gag aag aca tac ctg ccc 310 
Ser Ala Lys Thr Ala Ala Gin Asn Leu Tyr Glu Lys Thr Tyr Leu Pro 

35 40 45 

get gta gat gag aaa etc agg gac ttg tac age aaa age aca gca gee 358 



2324 



•• • 



T29 ; 



406 



Ala Val Asp Glu Lys Leu Arg Asp Leu Tyr Ser Lys Ser Thr Ala Ala 

50 55 60 

atg age act tac aca ggc att ttt act gac caa gtt ctt tct gtg ctg 

Met Ser Thr Tyr Thr Gly He Phe Thr Asp Gin Val Leu Ser Val Leu 
65 70 75 80 
aag gga gag gag taacagccag annmccccat cagtggacaa ggggagagtc 458 
Lys Gly Glu Glu 

ccctactccc ctgatccccc aggttcagac tgagctcccc cttcccagta getcttgeat 518 

C O (Z 

CCtCCCCC 

<210> 3762 
<211> 445 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 74 . .385 

M 

*D <221> sig_peptide 

yi <222> 74 . . 145 

hk <223> score 6.5 

y seq LSICLSAVATATG/AE 

^ <400> 3762 

^ agegacgagg wckcgcctgc geagaggegg cagcaccacc ggggttgact ccgggggcgc 60 
5 ggegaggaga gac atg agg ctg age tgg ttc egg gtc ctg aca gta ctg 109 

0 Met Arg Leu Ser Trp Phe Arg Val Leu Thr Val Leu 

riJ -20 -15 

tec ate tgc ctg age gec gtg gee acg gee acg ggg gee gag ggc aaa 157 
Ser He Cys Leu Ser Ala Val Ala Thr Ala Thr Gly Ala Glu Gly Lys 

-10 -5 1 

agg aag ctg cag ate ggg gtc aag aag egg gtg gac cac tgt ccc ate 205 
Arg Lys Leu Gin He Gly Val Lys Lys Arg Val Asp His Cys Pro He 
5 10 15 20 

aaa teg cgc aaa ggg gat gtc ctg cac atg cac tac acg ggg aag ctg 253 
Lys Ser Arg Lys Gly Asp Val Leu His Met His Tyr Thr Gly Lys Leu 

25 30 35 

gaa gat ggg aca gag ttt gac age age ctg ccc cag aac cag ccc ttt 301 
Glu Asp Gly Thr Glu Phe Asp Ser Ser Leu Pro Gin Asn Gin Pro Phe 

40 45 50 

gtc ttc tec ctt ggc aca ggc cag gtc ate aag ggc tgg gac cag gnn 349 
Val Phe Ser Leu Gly Thr Gly Gin Val He Lys Gly Trp Asp Gin Xaa 

55 60 65 

ctg ctg ggg atg tgt gag ggg gaa aag cgc rrc tgg tgatcccatc 3 95 

Leu Leu Gly Met Cys Glu Gly Glu Lys Arg Xaa Trp 

70 75 80 

cgagctaggg tatggagagc ggggastccc ccaaagattc caggcggtgc 

<210> 3763 

<211> 651 

<212> DNA 

<213> Homo sapiens 



445 



2325 





dp 



96 



<220> 
<221> CDS 
<222> 1 . .345 

<221> sig_peptide 
<222> 1. .51 
<223> score 4.4 

seq AWATALFSSNVFP/LP 

<400> 3763 

atg cca etc ccc gec tgg gec act get ttg ttt tct tct aat gtt ttt 48 
Met Pro Leu Pro Ala Trp Ala Thr Ala Leu Phe Ser Ser Asn Val Phe 

-15 -10 -5 

cct eta cct ggg ttg get gtt tct tea ttc ata ttt gag aag aat cac 
Pro Leu Pro Gly Leu Ala Val Ser Ser Phe He Phe Glu Lys Asn His 
15 10 15 

Q etc eta att aaa tgt wgc aac ttc get etc tec eta cat gaa ggc tgt 144 
%p Leu Leu He Lys Cys Xaa Asn Phe Ala Leu Ser Leu His Glu Gly Cys 
yi 20 25 30 

|4 ctt' ggt tac ccg act agg caa cgc gca ttg gta tea aat tac cga aag 192 
Leu Gly Tyr Pro Thr Arg Gin Arg Ala Leu Val Ser Asn Tyr Arg Lys 

35 40 45 

tct aca ccg gag cag tec tea tat tta cat aca aat aac tea ggg get 
Ser Thr Pro Glu Gin Ser Ser Tyr Leu His Thr Asn Asn Ser Gly Ala 

50 55 60 

tgc att tat gtc acc att ckg tec tgc wag agg ctt gec aga gga gtt 
Cys He Tyr Val Thr He Xaa Ser Cys Xaa Arg Leu Ala Arg Gly Val 

65 70 75 

ttt aat cca ate aga agg age ttt aaa agg atg tct gcg aag tgg tea 336 
Phe Asn Pro He Arg Arg Ser Phe Lys Arg Met Ser Ala Lys Trp Ser 
80 85 90 95 

aaa gga tct taacctcaat taagtggggt tttttaaaaa gattttttgg 385 
Lys Gly Ser 

ggggcctgaa attttgaaaa tcttcgaact ctgagtgggg aaagatgtat aattcctcaa 445 
ttgectaega ggatatcaag atgetgagag gaattcagcg gtggtgaaga gagtggatac 505 
aaaccaggga ttggtttsmt tgagctgttt tggaggttga ttctaaatca ctgettaagg 565 
aattcctgga aacatcagga aaacatttga tcatccaagc ctagtggaaa tggctttacc 625 
gcagagtgaa gatgeaatga ceggge 

<210> 3764 
<211> 584 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .434 

<221> sig_peptide 
<222> 84. .164 
<223> score 3.6 

seq ACLLCSLVKTIDQ/FE 



240 



288 



651 



2326 





60 



209 



305 



<400> 3764 

attctgggta acgagctwtt tacttcctgc gggtgcacag gctgtggtcg tctatctccc 
tgttgttctt cccatcggcg aag atg gcc ctg gag acg gtg ccg aag gac ctg 113 

Met Ala Leu Glu Thr Val Pro Lys Asp Leu 
-25 -20 
egg cat ctg egg gcc tgt ttg ctg tgt teg ctg gtc aag act ata gac 161 
Arg His Leu Arg Ala Cys Leu Leu Cys Ser Leu Val Lys Thr He Asp 

-15 -10 -5 

cag ttt gaa tat gat ggt tgt gac aat tgt gat gca tat eta caa atg 
Gin Phe Glu Tyr Asp Gly Cys Asp Asn Cys Asp Ala Tyr Leu Gin Met 

15 10 15 

aag ggt aac cga gag atg gta tat gac tgc act age tct tec ttt gat 257 
Lys Gly Asn Arg Glu Met Val Tyr Asp Cys Thr Ser Ser Ser Phe Asp 

20 25 30 

gga ate att gcg atg atg agt cca gag gac age tgg gtc tec aag tgg 
Gly He He Ala Met Met Ser Pro Glu Asp Ser Trp Val Ser Lys Trp 

35 40 45 

cag cga gtc agt aac ttt aag cca ggt gta tat gcg gtg tea gtc act 353 
Gin Arg Val Ser Asn Phe Lys Pro Gly Val Tyr Ala Val Ser Val Thr 

50 55 60 

ggt cgc ctg ccc caa gga ate gtg egg gag ctg aaa agt cga gga gtg 401 
Gly Arg Leu Pro Gin Gly He Val Arg Glu Leu Lys Ser Arg Gly Val 
65 70 75 

V gcc tac aaa tec aga gac aca get ata aag acc tagcaagatg caaggctgcc 454 
S Ala Tyr Lys Ser Arg Asp Thr Ala He Lys Thr 
s 80 85 90 

Q agcatctttg ctctccamct cctgcctctg cttatttctt gttctggact aaatgnacag 514 
ffj amttcaaata cttcctaccc tccaattcag actcagctga ctgttragag ageagemcat 574 
fy cattttatca 584 

% <210> 3765 

<211> 448 
^ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .426 

<221> sig_peptide 
<222> 94 . .219 
<223> score 7.4 

seq SLSVLVLLLTIIA/VT 



<400> 3765 

gagatgtgca agtggcgaac ttgaccgaga gcaggctgga gcagccgccc aactcctggc 60 
gcgggatctg ctgaggggtc acgattttag gtg atg ggc aag tea gaa agt cag 114 

Met Gly Lys Ser Glu Ser Gin 
-40 

atg gat ata act gat ate aac act cca aag cca aag aag aaa cag cga 162 
Met Asp He Thr Asp He Asn Thr Pro Lys Pro Lys Lys Lys Gin Arg 



2327 





-35 










-30 










-25 










-20 


tqq 

w Zf —J 


act 


cca 


ctg 


gag 


ate 


age 


etc 


teg 


gtc 


ctt 


gtc 


ctg 


etc 


etc 


acc 


Trp 


Thr 


Pro 


Leu 


Glu 


He 


Ser 


Leu 


Ser 


Val 


Leu 


Val 


Leu 


Leu 


Leu 


Thr 








-15 










-10 










-5 




ate 


ata 


get 


gtg 


aca 


atg 


ate 


gca 


etc 


tat 


gca 


acc 


tac 


gat 


gat 


ggt 


He 


He 


Ala 


Val 
1 


Thr 


Met 


He 


Ala 
5 


Leu 


Tyr 


Ala 


Thr 


Tyr 
10 


Asp 


Asp 


Gly 


att 


tcrc 


aag 


tea 


tea 


qac 


tqc 


ata 


aaa 


tea 


get 


get 


cga 


ctg 


ate 


caa 


He 


Cys 
15 


Lys 


Ser 


Ser 


Asp 


Cys 
20 


He 


Lys 


Ser 


Ala 


Ala 
25 


Arg 


Leu 


He 


Gin 


aac 


atg 


gat 


gee 


amc 


act 


qacf 


cct 


tgt 


aca 


gac 


ttt 


ttc 


aaa 


tat 


get 


Asn 


Met 


Asp 


Ala 


Xaa 


Thr 


Glu 


Pro 


Cys 


Thr 


Asp 


Phe 


Phe 


Lys 


Tyr 


Ala 


30 










35 










40 










45 


tgc 


gga 


ggc 


tgg 


ttg 


aaa 


cgt 


aat 


gtc 


att 


ccc 


gag 


acc 


age 


tec 


cgt 


Cys 


Gly 


Gly 


Trp 


Leu 
50 


Lys 


Arg 


Asn 


Val 


lie 
55 


Pro 


Glu 


Thr 


Ser 


Ser 
60 


Arg 


tac 


ggc 


ctt 


tgr 


cat 


ttt 


aag 


aga 


tgaactagaa gtcgttttga aa 




Tyr 


Gly 


Leu 


Xaa 
65 


His 


Phe 


Lys 


Arg 



















<210> 3766 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69. .398 

<221> sig_peptide 



210 



258 



306 



354 



402 



448 



Us <222> 69. .131 

<223> score 9.1 
S seq LLSGALALTETWA/GS 



<400> 3766 

agtcccggtt ctaaagtccc cagtcaccca cccggactcr gattctcccc agacgecgag 60 
atgcggtc atg gcg ccc cga acc etc mtc ctg ctg etc teg ggr gee ctg 110 
Met Ala Pro Arg Thr Leu Xaa Leu Leu Leu Ser Gly Ala Leu 
-20 -15 -10 

gee ctg acc gag acc tgg gee ggc tec cac tec atg agg tat ttc tac 
Ala Leu Thr Glu Thr Trp Ala Gly Ser His Ser Met Arg Tyr Phe Tyr 



158 



acm kec gtg tec egg ccc ggc cgc ggr gag ccc cgc ttc ate kca gtg 206 

Thr Xaa Val Ser Arg Pro Gly Arg Gly Glu Pro Arg Phe He Xaa Val 

10 15 20 25 

ggc tac gtg gac gac acg cag ttc gtg egg ttc gac age gac gec gcg 254 

Gly Tyr Val Asp Asp Thr Gin Phe Val Arg Phe Asp Ser Asp Ala Ala 

30 35 40 

age caa gak gga gec gcg ggm gec gtg grt rga gca gga ggg gec gga 3 02 

Ser Gin Xaa Gly Ala Ala Gly Ala Val Xaa Xaa Ala Gly Gly Ala Gly 

45 50 55 

gta ttg gga ccr gga gac aca gaa gta caa gcg cca ggc aca ggc ggt 350 

Val Leu Gly Pro Gly Asp Thr Glu Val Gin Ala Pro Gly Thr Gly Gly 



2328 





iff 



398 



60 65 70 

ttg gac ccc acc act gtt gcc atg gtg acc aaa etc tgg agt ccg agg 
Leu Asp Pro Thr Thr Val Ala Met Val Thr Lys Leu Trp Ser Pro Arg 

75 80 85 

taacagaaca cctgtccccc taggcttctc cgttgtccac aaggaaaag 447 

<210> 3767 

<211> 480 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. .468 

<221> sig_peptide 
<222> 61. .132 
<223> score 9.4 

seq LLSGALALTETWA/XS 



60 
10 8 



y. <400> 3767 

Li agtcccggtt ctaaagtccc cagtcaccca cccggactcg gattctccyc agacgecgag 
% atg egg gtc atg gcg ccc cga acc etc mtc ctg ctg etc teg ggr gcc 
Met Arg Val Met Ala Pro Arg Thr Leu Xaa Leu Leu Leu Ser Gly Ala 
% 8 -20 -15 -10 

^ ctg gcc ctg acc gag acc tgg gcc kgc tec cac tec atg agg tat ttc 156 
s Leu Ala Leu Thr Glu Thr Trp Ala Xaa Ser His Ser Met Arg Tyr Phe 

0-5 15 

jfU kac acc gcc gtg tec egg ccc ggc cgc ggr gag ccc cgc ttc ate kca 2 04 

hj Xaa Thr Ala Val Ser Arg Pro Gly Arg Gly Glu Pro Arg Phe He Xaa 
£ 10 15 20 

m gtg ggc tac gtg gac gac acg cag ttc gtg egg ttc gac age gac gcc 252 
2 Val Gly Tyr Val Asp Asp Thr Gin Phe Val Arg Phe Asp Ser Asp Ala 
U 25 30 35 40 

gcg agt ccg aga grg gag ccg egg gcg ccg tgg rtr gag cag gag ggg 300 
Ala Ser Pro Arg Xaa Glu Pro Arg Ala Pro Trp Xaa Glu Gin Glu Gly 

45 50 55 

ccg gar tat tgg gac egg ras aca cag aag tac aag cca ctg agg aag 348 
Pro Glu Tyr Trp Asp Arg Xaa Thr Gin Lys Tyr Lys Pro Leu Arg Lys 

60 65 70 

agt ggt ttt cct aag aag aca ttg ctg gag ttg act ttc ttc tgt cca 396 
Ser Gly Phe Pro Lys Lys Thr Leu Leu Glu Leu Thr Phe Phe Cys Pro 

75 80 85 

ars aaa caa aca aaa act aaa cac aca cac aaa ccc cca gaa acc cac 444 
Xaa Lys Gin Thr Lys Thr Lys His Thr His Lys Pro Pro Glu Thr His 

90 95 100 

aat atg tac acg eta agg aaa aac tagcaccctt ct 4 80 

Asn Met Tyr Thr Leu Arg Lys Asn 
105 110 

<210> 3768 
<211> 492 
<212> DNA 



2329 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .473 

<221> sig__peptide 
<222> 129 . . 188 
<223> score 10.4 

seq VLFGLLLVLAVFC/HS 



IU 



<210> 


3769 


<211> 


418 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


55. .399 


<221> 


sig_peptide 


<222> 


55. .114 


<223> 


score 10.4 




seq VLFGLLLVLAVFC/HS 



218 



266 



<400> 3768 

gaaagaatgc gggggctgag cgcagaagcg gctcgaggct ggaagaggat cytgggcgcc 60 
gccagtcttt agcaccagtt ggtgtaggag ttgagaccta cttcacagta gttctgtgga 120 
caatcaca atg gga ate caa gga ggg tct gtc ctg ttc ggg ctg ctg etc 170 
Met Gly He Gin Gly Gly Ser Val Leu Phe Gly Leu Leu Leu 
-20 -15 -10 

S3 gtc ctg get gtc ttc tgc cat tea ggt cat age ctg cag tgc tac aac 
*S Val Leu Ala Val Phe Cys His Ser Gly His Ser Leu Gin Cys Tyr Asn 
-5 15 10 

tgt cct aac cca act get gac tgc aaa aca gec gtc aat tgt tea tct 
§ a | Cys Pro Asn Pro Thr Ala Asp Cys Lys Thr Ala Val Asn Cys Ser Ser 
* 15 20 25 

gat ttt gat gcg tgt etc att ace aaa get ggg tta caa gtg tat aac 314 
^ Asp Phe Asp Ala Cys Leu He Thr Lys Ala Gly Leu Gin Val Tyr Asn 

30 35 40 

s aag tgt tgg aag ttt gag cat tgc aat ttc aac gac gtc aca ace cgc 362 

O Lys Cys Trp Lys Phe Glu His Cys Asn Phe Asn Asp Val Thr Thr Arg 
Hi 45 50 55 

ttg agg gaa aat gag eta acg tac tac tgc tgc aag aag gac ctg tgt 
Leu Arg Glu Asn Glu Leu Thr Tyr Tyr Cys Cys Lys Lys Asp Leu Cys 

60 65 70 

aac ttt aac gaa cag ctt gaa aat ggt ggg aca tec tta tea gaa aaa 
Asn Phe Asn Glu Gin Leu Glu Asn Gly Gly Thr Ser Leu Ser Glu Lys 
75 80 85 90 

cag ttc ttc tgc tgg tgactccatt tctggcagc 4 92 

Gin Phe Phe Cys Trp 
95 



410 



458 



2330 





IU 


<210> 


3770 




<211> 


447 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


CDS 




<222> 


84 . .428 




<221> 


sig_j?eptide 




<222> 


84 . . 143 




<223> 


score 10.4 






seq VLFGLLLVLAVFC/HS 



<400> 3769 

attatacttc ttacagtgag gagccagagc ttccaggttc tgtggacaat caca atg 57 

Met 
-20 

gga ate caa gga ggg tct gtc ctg ttc ggg ctg ctg etc gtc ctg get 105 
Gly He Gin Gly Gly Ser Val Leu Phe Gly Leu Leu Leu Val Leu Ala 

-15 -10 -5 

gtc ttc tgc cat tea ggt cat age ctg cag tgc tac aac tgt cct aac 153 
Val Phe Cys His Ser Gly His Ser Leu Gin Cys Tyr Asn Cys Pro Asn 

15 10 
cca act get gac tgc aaa aca gee gtc aat tgt tea tct gat ttt gat 201 
Pro Thr Ala Asp Cys Lys Thr Ala Val Asn Cys Ser Ser Asp Phe Asp 

15 20 25 

gcg tgt etc att acc aaa get ggg tta caa gtg tat aac aag tgt tgg 249 
Ala Cys Leu He Thr Lys Ala Gly Leu Gin Val Tyr Asn Lys Cys Trp 
30 35 40 45 

_ aag ttt gag cat tgc aat ttc aac gac gtc aca acc cgc ttg agg gaa 
y Lys Phe Glu His Cys Asn Phe Asn Asp Val Thr Thr Arg Leu Arg Glu 

50 55 60 

aat gag eta acg tac tac tgc tgc aag aag gac ctg tgt aac ttt aac 
Asn Glu Leu Thr Tyr Tyr Cys Cys Lys Lys Asp Leu Cys Asn Phe Asn 

65 70 75 

gaa cag ctt gaa aat ggt ggg aca tec tta tea gaa aaa cag ttc ttc 
Glu Gin Leu Glu Asn Gly Gly Thr Ser Leu Ser Glu Lys Gin Phe Phe 

80 85 90 

tgc tgg tgactccatt tctggcagc 
Cys Trp 
95 



297 



345 



393 



418 



<400> 3770 

gaaagaatgc gggggctgag cgcagaagcg gctcgaggct ggaagaggat cctgggcgcc 60 
gecaggttet gtggacaatc aca atg gga ate caa gga ggg tct gtc ctg ttc 113 

Met Gly He Gin Gly Gly Ser Val Leu Phe 

-20 -15 
ggg ctg ctg etc gtc ctg get gtc ttc tgc cat tea ggt cat age ctg 161 
Gly Leu Leu Leu Val Leu Ala Val Phe Cys His Ser Gly His Ser Leu 
-10 -5 15 

cag tgc tac aac tgt cct aac cca act get gac tgc aaa aca gee gtc 



209 



2331 



Gin 


Cys 


Tyr 


Asn 


Cys 


Pro 


Asn 


Pro 


Thr 


Ala 


Asp 


Cys 


Lys 


Thr 


Ala 


Val 






10 










15 










20 








aat 


tgt 


tea 


tct 


gat 


ttt 


gat 


gcg 


tgt 


etc 


att 


acc 


aaa 


get 


ggg 


tta 


257 


Asn 


Cys 


Ser 


Ser 


Asp 


Phe 


Asp 


Ala 


Cys 


Leu 


He 


Thr 


Lys 


Ala 


Gly 


Leu 






25 










30 










35 










caa 


gtg 


tat 


aac 


aag 


tgt 


tgg 


aag 


ttt 


gag 


cat 


tgc 


aat 


ttc 


aac 


gac 


305 


Gin 


Val 
40 


Tyr 


Asn 


Lys 


Cys 


Trp 
45 


Lys 


Phe 


Glu 


His 


Cys 
50 


Asn 


Phe 


Asn 


Asp 




gtc 


aca 


acc 


cgc 


ttg 


agg 


gaa 


aat 


gag 


eta 


acg 


tac 


tac 


tgc 


tgc 


aag 


353 


Val 


Thr 


Thr 


Arg 


Leu 


Arg 


Glu 


Asn 


Glu 


Leu 


Thr 


Tyr 


Tyr 


Cys 


Cys 


Lys 




55 








60 










65 










70 




aag 


gac 


ctg 


tgt 


aac 


ttt 


aac 


gaa 


cag 


ctt 


gar 


aat 


ggt 


ggg 


aca 


tec 


401 


Lys 


Asp 


Leu 


Cys 


Asn 


Phe 


Asn 


Glu 


Gin 


Leu 


Glu Asn Gly Gly 


Thr 


Ser 








75 










80 










85 






tta 


tea 


gaa 


aaa 


cag 


ttc 


ttc 


tgc 


tgg 


tgactccatt 


tctggcagc 




447 


Leu 


Ser 


Glu 


Lys 
90 


Gin 


Phe 


Phe 


Cys 


Trp 
95 



















<210> 3771 



%g <211> 806 



<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 115. .708 



<221> sig_peptide 
<222> 115 . .258 
<223> score 5.1 
iff seq SAPLCLLCSGSSS/PA 



<400> 3771 

actccgcaga gttggcctca tttctgcagt cggcgctccc tgtagtttct cctctcgaac 60 
gccaggtgga gcaaccggcc ggataccgcc acagccctgg caggcggcgc tgtg atg 117 

Met 

cct gag ctg ate ctg tat gtt gca ate act eta tec gtg get gag cga 165 
Pro Glu Leu He Leu Tyr Val Ala He Thr Leu Ser Val Ala Glu Arg 

-45 -40 -35 

etc gtt ggc ccg ggt cac gca tgc get gag cct tec ttt cgc tct tec 213 
Leu Val Gly Pro Gly His Ala Cys Ala Glu Pro Ser Phe Arg Ser Ser 

-30 -25 -20 

cgc tgc tec gec cct etc tgt ctt etc tgc agt ggg age age tct cct 261 
Arg Cys Ser Ala Pro Leu Cys Leu Leu Cys Ser Gly Ser Ser Ser Pro 
-15 -10 -5 1 

gec aca get cct cac ccc ctg aaa atg ttc gec tgc tec aag ttt gtc 309 
Ala Thr Ala Pro His Pro Leu Lys Met Phe Ala Cys Ser Lys Phe Val 

5 10 15 

tec act ccc tec ttg gtc aag age acc tea cag ctg ctg age cgt ccg 357 
Ser Thr Pro Ser Leu Val Lys Ser Thr Ser Gin Leu Leu Ser Arg Pro 

20 25 30 

eta tct gca gtg gtg ctg aaa cga ccg gag ata ctg aca gat gag age 405 
Leu Ser Ala Val Val Leu Lys Arg Pro Glu He Leu Thr Asp Glu Ser 



2332 





5*F 



zS3 ' 



35 40 45 

etc age age ttg gca gtc tea tgt ccc ctt ace tea ctt gtc tct age 453 
Leu Ser Ser Leu Ala Val Ser Cys Pro Leu Thr Ser Leu Val Ser Ser 
50 55 60 65 

cgc age ttc caa ace age gee att tea agg gac ate gac aca gca gec 501 
Arg Ser Phe Gin Thr Ser Ala He Ser Arg Asp He Asp Thr Ala Ala 

70 75 80 

aag ttc att gga get ggg get gee aca gtt ggg gtg get ggt tct ggg 54 9 

Lys Phe He Gly Ala Gly Ala Ala Thr Val Gly Val Ala Gly Ser Gly 

85 90 95 

get ggg att gga act gtg ttt ggg age etc ate att ggt tat gee agg 597 
Ala Gly He Gly Thr Val Phe Gly Ser Leu He He Gly Tyr Ala Arg 

100 105 HO 

aac cct tct ctg aag caa cag etc ttc tec tac gec att ctg ggc ttt 645 
Asn Pro Ser Leu Lys Gin Gin Leu Phe Ser Tyr Ala He Leu Gly Phe 

115 120 125 

gee etc teg gag gec atg ggg etc ttt tgt ctg atg gta gee ttt etc 693 
Ala Leu Ser Glu Ala Met Gly Leu Phe Cys Leu Met Val Ala Phe Leu 
130 135 140 145 

ate etc ttt gec atg tgaaggagee gtctccacct cccatagttc tcccgcgtct 748 
He Leu Phe Ala Met 
150 

ggttggcccc gtgtgttcct tttcctatac ctccccaggc agcctgggga acgtggtt 



<210> 3772 
<211> 509 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
i <222> 36. .500 



<221> sig_peptide 
<222> 36. . 92 
<223> score 3.5 

seq RLLRASVARHVSA/IP 



806 



<400> 3772 

ctctgcccgc cccgtggcgc ccgagtgcac tgaag atg gcg get get gta gga 53 

Met Ala Ala Ala Val Gly 
-15 

cat gtg agt gee att cct tgg 101 
His Val Ser Ala He Pro Trp 
1 

cct get gca tgt gga aga acg 14 9 

Pro Ala Ala Cys Gly Arg Thr 
15 

tec agt caa gca aaa tta ttc 197 
Ser Ser Gin Ala Lys Leu Phe 

30 35 
get gtc acc cag cat gca ccc 245 
Ala Val Thr Gin His Ala Pro 



egg 


ttg 


etc 


cga 


gcg 


teg 


gtt 


gec 


cga 


Arg 


Leu 


Leu 


Arg 


Ala 


Ser 


Val 


Ala 


Arg 








-10 










-5 


ggc 


att 


tct 


gec 


act 


gca 


gec 


etc 


agg 


Gly 


He 


Ser 


Ala 


Thr 


Ala 


Ala 


Leu 


Arg 




5 










10 






age 


ttg 


aca 


aat 


tta 


ttg 


tgt 


tct 


ggt 


Ser 


Leu 


Thr 


Asn 


Leu 


Leu 


Cys 


Ser Gly 


20 










25 








age 


acc 


agt 


tec 


tea 


tgc 


cat 


gca 


cct 


Ser 


Thr 


Ser 


Ser 


Ser 


Cys 


His 


Ala 


Pro 



2333 



w 



389 



40 45 50 

tat ttt aag ggt aca gcc gtt gtc aat gga gag ttc aaa gac eta age 293 
Tyr Phe Lys Gly Thr Ala Val Val Asn Gly Glu Phe Lys Asp Leu Ser 

55 60 65 

ctt gat gac ttt aag ggg aaa tat ttg gtg ctt ttc ttc tat cct ttg 341 
Leu Asp Asp Phe Lys Gly Lys Tyr Leu Val Leu Phe Phe Tyr Pro Leu 

70 75 80 

gat ttc acc ttt gtg tgt cct aca gaa att gtt get ttt agt gac aaa 
Asp Phe Thr Phe Val Cys Pro Thr Glu He Val Ala Phe Ser Asp Lys 

85 90 95 

get aac gaa ttt cac gat gtg aac tgt gaa gtt gtc gca gtc tea gtg 437 
Ala Asn Glu Phe His Asp Val Asn Cys Glu Val Val Ala Val Ser Val 
100 105 HO 115 

gat tec cac ttt age cat ctt gcc tgg ata aat aca cca aga aag aat 
Asp Ser His Phe Ser His Leu Ala Trp He Asn Thr Pro Arg Lys Asn 

120 125 130 

ggt ggt ttg ggc aca tgaacatcg 
Gly Gly Leu Gly Thr 
135 

<210> 3773 
<211> 398 
<212> DNA 
<213> Homo sapiens 

^ <220> 
*p <221> CDS 
s <222> 75. .377 

ffj <221> sigj>eptide 
?ff <222> 75. .155 



485 



509 



<223> score 10.9 

seq LFLGXLLLPLWA/FA 



<400> 3773 

attggecaca gagacccagc ccgagtttcc catcgcactg agcactgaga tcctgctgga 60 
agctctgccg cage atg age tec gca gcc ggg ttc tgc gey tea cgc ccc 110 
Met Ser Ser Ala Ala Gly Phe Cys Ala Ser Arg Pro 
-25 -20 
ggg ctg ctg ttc ctg ggg ktg ctg etc ctg cca ctt gtg gtc gcc ttc 158 
Gly Leu Leu Phe Leu Gly Xaa Leu Leu Leu Pro Leu Val Val Ala Phe 
-15 -10 -5 1 

gcc age get gaa get gaa gaa gat ggg gac ctg cag tgc ctg tgt gtg 
Ala Ser Ala Glu Ala Glu Glu Asp Gly Asp Leu Gin Cys Leu Cys Val 

5 10 15 

aag acc acc tec cag gtc cgt ccc agg cac ate acc age ctg gag gtg 254 
Lys Thr Thr Ser Gin Val Arg Pro Arg His He Thr Ser Leu Glu Val 

20 25 30 

ate aag gcc gga ccc cac tgc ccc act gcc caa ctg ata gcc acg ctg 302 
He Lys Ala Gly Pro His Cys Pro Thr Ala Gin Leu He Ala Thr Leu 
35 40 45 

aat gga agg aaa att tgc ttg gac ctg caa gcc ccg ctg tac aag 350 



206 



aag 



Lys Asn Gly Arg Lys He Cys Leu Asp Leu Gin Ala Pro Leu Tyr Lys 



2334 



•• • 



50 55 60 

aaa ata att aag aaa ctt ttg gag agt tagctactag ctgcctacgt g 

Lys lie He Lys Lys Leu Leu Glu Ser 
70 



<210> 3774 
<211> 362 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 26 . . 343 



<221> sig_peptide 
<222> 26 . . 115 
<223> score 5.9 

seq LGVNLWMPPTXA/RS 



In <400> 3774 

tl gtttgctgca tagattacaa cggtg atg gcg ggc aag egg tec ggc tgg age 52 
: s Met Ala Gly Lys Arg Ser Gly Trp Ser 

W „ 30 -25 

if egg gcg get etc etc cag etc ctt etc ggc gtg aac ctg gtg gtg atg 100 

^ Arg Ala Ala Leu Leu Gin Leu Leu Leu Gly Val Asn Leu Val Val Met 

-20 -15 -10 

s ccg ccc acc erg gee egg agt ctg cgc ttc gtt acc ttg ctg tac cgc 148 

O Pro Pro Thr Xaa Ala Arg Ser Leu Arg Phe Val Thr Leu Leu Tyr Arg 

ru -5 1 5 10 

fjl cat gga gac cgt tea cca gtg aag aca tat ccc aag gac ccc tat cag 196 
His Gly Asp Arg Ser Pro Val Lys Thr Tyr Pro Lys Asp Pro Tyr Gin 

% 15 20 25 

gaa gaa gaa tgg ccc cag ggg ttt ggt cag tta acc aag gag ggg atg 244 

" Glu Glu Glu Trp Pro Gin Gly Phe Gly Gin Leu Thr Lys Glu Gly Met 
30 35 40 

eta cag cac tgg gaa ctg ggc cag gee ctg egg cag cgc tat cac ggc 292 
Leu Gin His Trp Glu Leu Gly Gin Ala Leu Arg Gin Arg Tyr His Gly 

45 50 55 

ttc eta aac acc tct tat cac egg caa gag gtt tat gtg cga asa gac 
Phe Leu Asn Thr Ser Tyr His Arg Gin Glu Val Tyr Val Arg Xaa Asp 
60 65 70 75 

ctt tgaceggact ctcatgagt 
Leu 



340 



362 



<210> 3775 
<211> 687 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 92 . . 682 



2335 





160 



208 



256 



304 



<221> sig_peptide 
<222> 92 . . 148 
<223> score 5.1 

seq SLLWAATCLGVLC/VL 

<400> 3775 

gtagtctcgg aggcggcgcc gcaggggatt gaggggttga ctgagcgttg cgagccttag 60 
ctttctcccg aacgccagcg ctgaggacac g atg teg egg etc tec cgc tea 112 

Met Ser Arg Leu Ser Arg Ser 
-15 

ctg ctt tgg gee gee acc tgc ctg ggc gtg etc tgc gtg ctg tec gcg 
Leu Leu Trp Ala Ala Thr Cys Leu Gly Val Leu Cys Val Leu Ser Ala 

-10 -5 1 

gac aag aac acg acc cag cac ccg aac gtg acg act tta gcg ccc ate 
Asp Lys Asn Thr Thr Gin His Pro Asn Val Thr Thr Leu Ala Pro He 
5 10 15 20 

tec aac gta acc teg gcg ccg gtg acg tec etc ccg ctg gtc acc act 
Ser Asn Val Thr Ser Ala Pro Val Thr Ser Leu Pro Leu Val Thr Thr 

25 30 35 

ccg gca cca gaa acc tgt gaa ggt cga aac age tgc gtt tec tgt ttt 
Pro Ala Pro Glu Thr Cys Glu Gly Arg Asn Ser Cys Val Ser Cys Phe 

40 45 50 

aat gtt age gtt gtt aat act acc tgc ttt tgg ata gaa tgt aaa gat 352 
X Asn Val Ser Val Val Asn Thr Thr Cys Phe Trp He Glu Cys Lys Asp 
55 60 65 

gag age tat tgt tea cat aac tea aca gtt agt gat tgt caa gtg ggg 
s Glu Ser Tyr Cys Ser His Asn Ser Thr Val Ser Asp Cys Gin Val Gly 

O 70 75 80 

flj aac acg aca gac ttc tgt tec gtt tec acg gec act cca gtg cca aca 
Asn Thr Thr Asp Phe Cys Ser Val Ser Thr Ala Thr Pro Val Pro Thr 
85 90 95 100 

gee aat tct aca get aaa ccc aca gtt cag ccc tec cct tct aca act 
Ala Asn Ser Thr Ala Lys Pro Thr Val Gin Pro Ser Pro Ser Thr Thr 

105 110 115 

tec aag aca gtt act aca tea ggt aca aca aat aac act gtg act cca 
Ser Lys Thr Val Thr Thr Ser Gly Thr Thr Asn Asn Thr Val Thr Pro 

120 125 130 

acc tea caa cct gtg cga aag tct acc ttt gat gca gee agt ttc att 
Thr Ser Gin Pro Val Arg Lys Ser Thr Phe Asp Ala Ala Ser Phe He 

135 140 145 

gga gga att gtc ctg gtc ttn ggt gtg can get gta att ttc ttt ctt 
Gly Gly He Val Leu Val Xaa Gly Val Xaa Ala Val He Phe Phe Leu 

150 155 160 

tat aaa tnc tgc aaa tst aaa gaa cga aat tac cac act ctg taaac 
Tyr Lys Xaa Cys Lys Xaa Lys Glu Arg Asn Tyr His Thr Leu 
165 170 175 

<210> 3776 

<211> 449 

<212> DNA 

<213> Homo sapiens 
<220> 



400 



448 



496 



544 



592 



640 



687 



2336 





100 



<221> CDS 
<222> 32 . . 412 

<221> sig_peptide 
<222> 32 . . 109 
<223> score 10.4 

seq LCLCVLVLACIGA/CQ 



<400> 3776 

acagagggac agaggcacgg aacccccaga a atg tec etc etc aga aac agg 52 

Met Ser Leu Leu Arg Asn Arg 
-25 -20 
etc cag gee ctg cct gec ctg tgc etc tgc gtg ctg gtc ctg gee tgc 
Leu Gin Ala Leu Pro Ala Leu Cys Leu Cys Val Leu Val Leu Ala Cys 

-15 -10 "5 

att ggg gca tgc cag cca gag gee cag gaa gga ace cyg age ccc cca 14 8 

He Gly Ala Cys Gin Pro Glu Ala Gin Glu Gly Thr Xaa Ser Pro Pro 

15 10 
cca aag eta aag atg agt cgc tgg age ctg gtg agg ggc agg atg aag 196 
Pro Lys Leu Lys Met Ser Arg Trp Ser Leu Val Arg Gly Arg Met Lys 

15 20 25 

gag ctg ctg gag aca gtg gtg aac agg acc aga gnn ggg tgg caa tgg 244 
Glu Leu Leu Glu Thr Val Val Asn Arg Thr Arg Xaa Gly Trp Gin Trp 
30 35 40 45 

ttc tgg age ccg age acc ttc egg ggc ttc atg cag acc tac tat gac 
Phe Trp Ser Pro Ser Thr Phe Arg Gly Phe Met Gin Thr Tyr Tyr Asp 

50 55 60 

gac cac ctg agg gac ctg ggt ccg cgc acc aag gee tgg ttc etc gaa 
Asp His Leu Arg Asp Leu Gly Pro Arg Thr Lys Ala Trp Phe Leu Glu 

65 70 75 

tec aaa gac age etc ttg aag aag acc cac age ctg tgc ccc agg ctt 3 88 

Ser Lys Asp Ser Leu Leu Lys Lys Thr His Ser Leu Cys Pro Arg Leu 

80 85 90 

gtc tgt ggg gac aan gac cag ggt taaaatgttc ataaaageca ggtgtggttg 442 
Val Cys Gly Asp Xaa Asp Gin Gly 

95 100 
tggcggg 

<210> 3777 
<211> 577 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .474 

<221> sig_peptide 
<222> 73 . .123 
<223> score 9.3 

seq LALSLLILVLAFG/IP 



292 



340 



449 



2337 





<400> 3777 

acacagaccc ccaacttgca gctgcccacc tcaccctcag ctctggcctc ttactcaccc 60 
tctaccacag ac atg get cag tea ctg get ctg age etc ctt ate ctg gtt 111 
Met Ala Gin Ser Leu Ala Leu Ser Leu Leu lie Leu Val 
-15 -10 -5 

ctg gec ttt ggc ate ccc agg ace caa ggc agt gat gga ggg get cag 159 
Leu Ala Phe Gly lie Pro Arg Thr Gin Gly Ser Asp Gly Gly Ala Gin 

15 10 
gac tgt tgc etc aag tac age caa agg aag att ccc gee aag gtt gtc 207 
Asp Cys Cys Leu Lys Tyr Ser Gin Arg Lys lie Pro Ala Lys Val Val 

15 20 25 

cgc age tac egg aag cag gaa cca age tta ggc tgc tec ate cca get 255 
Arg Ser Tyr Arg Lys Gin Glu Pro Ser Leu Gly Cys Ser He Pro Ala 

30 35 40 

ate ctg ttc ttg ccc cgc aag cgc tct cag gca gag eta tgt gca gac 303 
He Leu Phe Leu Pro Arg Lys Arg Ser Gin Ala Glu Leu Cys Ala Asp 
45 50 55 60 

cca aag gag etc tgg gtg cag cag ctg atg cag cat ctg gac aag aca 351 
C3 Pro Lys Glu Leu Trp Val Gin Gin Leu Met Gin His Leu Asp Lys Thr 
*Q 65 70 75 

UJ cca tec cca cag aaa cca gee cag ggc tgc agg aag gac agg ggg gee 399 
Pro Ser Pro Gin Lys Pro Ala Gin Gly Cys Arg Lys Asp Arg Gly Ala 

80 85 90 

tec aag act ggc aag aaa gga aag ggc tec aaa ggc tgc aag agg act 447 
Ser Lys Thr Gly Lys Lys Gly Lys Gly Ser Lys Gly Cys Lys Arg Thr 
% ; 95 100 105 

aag egg tea cag ace cct aaa ggg cca tageccagtg ageagectgg 494 
Lys Arg Ser Gin Thr Pro Lys Gly Pro 

110 115 
agecctggag accccaccag cctcaccagc gettgaagee tgaacccaag atgcaagaag 554 
gaggctatgc tcaggggccc tgg 577 

<210> 3778 

<211> 506 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133 . .480 

<221> sig_peptide 
<222> 133 . .213 
<223> score 8.6 

seq IVLALGCVTGAPS/DP 



<400> 3778 

aaaaaacaga gggagacggt tgagagcaca caagccgctt taggagegag gtteggagee 60 
ategctgetg cctgctgatc cgcgcctaga gtttgaccag ccactctcca geteggcttt 120 
cgcggcgccg ag atg ctg tec tgc cgc etc cag tgc gcg ctg get gcg ctg 171 
Met Leu Ser Cys Arg Leu Gin Cys Ala Leu Ala Ala Leu 
-25 -20 -15 

tec ate gtc ctg gee ctg ggc tgt gtc acc ggc get ccc teg gac ccc 219 



2338 



~s2 £■ 



Ser He Val Leu Ala Leu Gly Cys Val Thr Gly Ala Pro Ser Asp Pro 

-10 -5 1 

aga etc cgt cag ttt ctg cag aag tec ctg get get gee gcg ggg aag 267 
Arg Leu Arg Gin Phe Leu Gin Lys Ser Leu Ala Ala Ala Ala Gly Lys 

5 10 15 

cag gaa ctg gee aag tac ttc ttg gca gag ctg ctg tct gaa ccc aac 315 
Gin Glu Leu Ala Lys Tyr Phe Leu Ala Glu Leu Leu Ser Glu Pro Asn 

20 25 30 

cag acg gag aat gat gec ctg gaa cct gaa gat ctg tec cag get get 363 
Gin Thr Glu Asn Asp Ala Leu Glu Pro Glu Asp Leu Ser Gin Ala Ala 
35 40 45 50 

gag cag gat gaa atg agg ctt gag ctg cag aga tct get aac tea aac 411 
Glu Gin Asp Glu Met Arg Leu Glu Leu Gin Arg Ser Ala Asn Ser Asn 

55 60 65 

ccg get atg gca ccc cga gaa cgc aaa get ggc tgc aag aat ttc ttc 459 
Pro Ala Met Ala Pro Arg Glu Arg Lys Ala Gly Cys Lys Asn Phe Phe 

70 75 80 

tgg aag act ttc aca tec tgt tagctttctt aactagtatt gtccat 
Trp Lys Thr Phe Thr Ser Cys 
85 

<210> 3779 
<211> 429 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39 . .404 

<221> sig_peptide 
<222> 39. .83 
<223> score 4.2 

seq LSHLQGISGPILG/QP 



506 



<400> 3779 

ttccaagttt gctccaaact ggtgtgcttc ctcctggg atg gac ttg agt cat tta 56 

Met Asp Leu Ser His Leu 
-15 -10 
cag gga ata tct ggc ccc ate ctg ggt cag ccc ttt tac cct tta cct 104 
Gin Gly He Ser Gly Pro He Leu Gly Gin Pro Phe Tyr Pro Leu Pro 

-5 1 5 

get get agt cac cct etc tta aac cct cgt cct gga aca cct ctg cat 152 
Ala Ala Ser His Pro Leu Leu Asn Pro Arg Pro Gly Thr Pro Leu His 

10 15 20 

ctg gca atg gtg caa cag cag eta cag cgc tea gtt ctg cat cct cca 2 00 

Leu Ala Met Val Gin Gin Gin Leu Gin Arg Ser Val Leu His Pro Pro 

25 30 35 

ggc tct ggt tec cat gca gca get gtc age gtt cag aca ace cct cag 248 
Gly Ser Gly Ser His Ala Ala Ala Val Ser Val Gin Thr Thr Pro Gin 
40 45 50 55 

aac gtg ccc age egg tea ggc ctg ccc cac atg cac tec cag ctg gag 296 
Asn Val Pro Ser Arg Ser Gly Leu Pro His Met His Ser Gin Leu Glu 



2339 





60 65 70 

cat cgc cag cca gag gag cag etc ccc tgt ggg cct tgc caa atg gtt 344 
His Arg Gin Pro Glu Glu Gin Leu Pro Cys Gly Pro Cys Gin Met Val 

75 80 85 

tgg etc aga tgt get aca gca acc cct gee ctm cat gec cgc caa agt 3 92 

Trp Leu Arg Cys Ala Thr Ala Thr Pro Ala Leu His Ala Arg Gin Ser 

90 95 100 

tat cag tgt aga tgaatnggaa taccgacagt gagsa 429 
Tyr Gin Cys Arg 
105 

<210> 3780 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 5 . .430 

<221> sigjpeptide 
<222> 5 . . 133 
<223> score 5.1 

seq PTLGAFWLAVLLA/DM 



<400> 3780 

s gaga atg aga agt cat cct gga gca cag etc ttc cca cgc tec ggg ccc 49 

0 Met Arg Ser His Pro Gly Ala Gin Leu Phe Pro Arg Ser Gly Pro 

m -40 -35 -30 

m aca cac cca gec tea etc cat caa agg age ccc get gee tgc cca ccc 97 

"J Thr His Pro Ala Ser Leu His Gin Arg Ser Pro Ala Ala Cys Pro Pro 

£ -25 -20 -15 

y acc ctg ggt get ttc tgg ctt gca gtg etc ttg gca gac atg agg caa 145 
^ Thr Leu Gly Ala Phe Trp Leu Ala Val Leu Leu Ala Asp Met Arg Gin 
-10 -5 1 

cga ttg etc ccg tec gtc acc age ctt etc ctn gtg gec ctg ctg ttt 193 
Arg Leu Leu Pro Ser Val Thr Ser Leu Leu Leu Val Ala Leu Leu Phe 
5 10 15 20 

cca gga teg tct caa gee aga cat gtg aac cac tea gee act gag get 241 
Pro Gly Ser Ser Gin Ala Arg His Val Asn His Ser Ala Thr Glu Ala 

25 30 35 

etc gga gaa etc agg gaa aga gec cct ggg caa ggc aca aac ggg ttt 289 
Leu Gly Glu Leu Arg Glu Arg Ala Pro Gly Gin Gly Thr Asn Gly Phe 

40 45 50 

cag ctg eta cgc cac gca gtn caa atg gga cct ctt acc acc gcg cac 337 
Gin Leu Leu Arg His Ala Val Gin Met Gly Pro Leu Thr Thr Ala His 

55 60 65 

ccc acc tta cca agg gga tgt tec act ggg aat gag aaa tac cat ctg 3 85 

Pro Thr Leu Pro Arg Gly Cys Ser Thr Gly Asn Glu Lys Tyr His Leu 

70 75 80 

ccg tat gca gca agg gat ctg cag act ttt ttt ctg cca ttc tgg 430 
Pro Tyr Ala Ala Arg Asp Leu Gin Thr Phe Phe Leu Pro Phe Trp 
85 90 95 



2340 





tgagaaaaag cgtg 



444 



<210> 3781 
<211> 637 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 6 . .446 

<221> sig_peptide 
<222> 6 . . 125 
<223> score 4.6 

seq ITGVILLAVGVWG/KL 



Ul 



ru 



<400> 3781 

gtagt atg gca teg agg aga atg gag acc aaa cct gtg ata acc tgt etc 
Met Ala Ser Arg Arg Met Glu Thr Lys Pro Val He Thr Cys Leu 
-40 -35 -30 

aaa acc etc etc ate ate tac tec ttc gtc ttc tgg ate act ggg gtg 
Lys Thr Leu Leu He He Tyr Ser Phe Val Phe Trp He Thr Gly Val 
-25 -20 -15 -10 

ate ctg ctg get gtt gga gtc tgg ggc aaa ctt act ctg ggc acc tat 
He Leu Leu Ala Val Gly Val Trp Gly Lys Leu Thr Leu Gly Thr Tyr 

-5 1 5 

ate tec ctt att gec gag aac tec aca aat get ccc tat gtg etc ate 
He Ser Leu He Ala Glu Asn Ser Thr Asn Ala Pro Tyr Val Leu He 

10 15 20 

gga act ggc acc act att gtt gtc ttt ggc ctg ttt gga tgc ttt get 
Gly Thr Gly Thr Thr He Val Val Phe Gly Leu Phe Gly Cys Phe Ala 

25 30 35 

aca tgt cgt ggt age cca tgg atg ctg aaa ctg tat gee atg ttt ctg 
Thr Cys Arg Gly Ser Pro Trp Met Leu Lys Leu Tyr Ala Met Phe Leu 



40 



45 



50 



55 



tec ctg gtg ttc ctg get gag etc gta get ggc att tea ggg ttt gtg 
Ser Leu Val Phe Leu Ala Glu Leu Val Ala Gly He Ser Gly Phe Val 

60 65 70 

ttt cgt cat gag ate aag gac acc ttc ctg agg act tac acg gac get 
Phe Arg His Glu He Lys Asp Thr Phe Leu Arg Thr Tyr Thr Asp Ala 

75 80 85 

atg cag act tac aat ggc aat gat gag agg age egg gca gtg gac cat 
Met Gin Thr Tyr Asn Gly Asn Asp Glu Arg Ser Arg Ala Val Asp His 

90 95 100 

gtg cag cgc asc tgagctgctg tggtgtgcag aactacacca actggagcac 
Val Gin Arg Xaa 
105 

cagcccctac ttcctggagc atggcatccc ccccagctgc tgcatgaacg aaactgattg 
taatccccag gatctacaca atctgactgt ggccgccacc aaagttaacc agaagggttg 
ttatgatctg gtaactagtt tcatggagac t 



50 



98 



146 



194 



242 



290 



338 



386 



434 



486 



546 
606 
637 



<210> 3782 
<211> 436 



2341 





u 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 16. .369 

<221> sig_peptide 
<222> 16 . . 78 
<223> score 9.3 

seq GLLAALAVCGSWG/LN 



<400> 3782 

agtcagaggg atggg atg gag ggg ccg gtg ctg aca ctg ggg ctg ctg get 51 
Met Glu Gly Pro Val Leu Thr Leu Gly Leu Leu Ala 
-20 -15 -10 

gec ctg gcg gtg tgt ggc age tgg ggg ctg aac gag gag gag egg ctg 
Ala Leu Ala Val Cys Gly Ser Trp Gly Leu Asn Glu Glu Glu Arg Leu 

-5 1 5 

ate egg cac ctg ttt caa gag aag ggc tac aac aag gag etc egg ccc 147 
He Arg His Leu Phe Gin Glu Lys Gly Tyr Asn Lys Glu Leu Arg Pro 

10 15 20 

gtg gca cac aaa gag gag agt gtg gac gtt gee ctg gec etc aca etc 195 
Val Ala His Lys Glu Glu Ser Val Asp Val Ala Leu Ala Leu Thr Leu 



99 



H=j 25 30 35 

^ tec aac etc ate tec ctg aaa gaa gtt gag gag acc etc act acc aat 243 
2 Ser Asn Leu He Ser Leu Lys Glu Val Glu Glu Thr Leu Thr Thr Asn 

Q 40 45 50 55 

fU gtg tgg ata gag cac ggc tgg aca gac aac egg ctg aag tgg ant get 291 
hi Val Trp He Glu His Gly Trp Thr Asp Asn Arg Leu Lys Trp Xaa Ala 
^ 60 65 70 

gaa gaa ttt gga aac ate agt gtc ywg cgc etc ccc ccg gac atg gtg 339 
Glu Glu Phe Gly Asn He Ser Val Xaa Arg Leu Pro Pro Asp Met Val 

75 80 85 

tgg etc aga gat tgt get gga gaa caa caa tgacggctcc ttccagatct 389 
Trp Leu Arg Asp Cys Ala Gly Glu Gin Gin 

90 95 
cctactcctg caaegtgett gtctaccact aeggcttegt gtactgg 436 

<210> 3783 
<211> 547 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133 . .498 

<221> sig_peptide 
<222> 133 . .213 
<223> score 5.7 

seq LVSLFCSCFLADP/LN 



2342 



363 



<400> 3783 

accactaatt gagggagtga ggaagagagc agctcgcttc taactggact gcacgttggt 60 
gacagcgtcc caagctggtg acagacccac tctgtaactt tcagctagat tcagccacca 120 
gatcccagaa ac atg acc ctt get gec tac aaa gag aag atg aag gag etc 171 
Met Thr Leu Ala Ala Tyr Lys Glu Lys Met Lys Glu Leu 
-25 -20 -15 

ccg ctg gtg tec ttg ttc tgc tec tgc ttc ctg gee gat ccc ctg aat 219 
Pro Leu Val Ser Leu Phe Cys Ser Cys Phe Leu Ala Asp Pro Leu Asn 

-10 -5 1 

aag teg tec tac aaa tat gaa gca gac acg gtg gac ctg aat tgg tgc 267 
Lys Ser Ser Tyr Lys Tyr Glu Ala Asp Thr Val Asp Leu Asn Trp Cys 

5 10 15 

gtc att tec gac atg gaa gtc ate gag ctg aac aaa tgc acc teg ggc 315 
Val He Ser Asp Met Glu Val He Glu Leu Asn Lys Cys Thr Ser Gly 

20 25 30 

caa tec ttt gaa gtc ate ctg aag cca ccc tec ttt gat ggg gtt ccc 
Gin Ser Phe Glu Val He Leu Lys Pro Pro Ser Phe Asp Gly Val Pro 
35 40 45 50 

gag ttc aac gee tec ctg cca agg egg cga gac cca tec ctg gaa gag 411 
Glu Phe Asn Ala Ser Leu Pro Arg Arg Arg Asp Pro Ser Leu Glu Glu 

55 60 65 

ate cag aag aaa eta gaa gcg get gaa gga gcg aag gaa gta cca gga 459 
He Gin Lys Lys Leu Glu Ala Ala Glu Gly Ala Lys Glu Val Pro Gly 

70 75 80 

age gga stc ctg aaa cac eta gca gag aaa acg gga aca tgagagagag 
^ Ser Gly Xaa Leu Lys His Leu Ala Glu Lys Thr Gly Thr 
85 90 95 

gtgatccaaa aggecattga ggaaaacaac aacttcatc 547 

<210> 3784 
<211> 443 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .437 

<221> sig_peptide 
<222> 96. .239 
<223> score 4.6 

seq VFGSFLLLLFSLT/QF 



508 



<400> 3784 

cactgcgagc ccagccgcag cagccgggca ccaacgcttg agtgcacgct cggcgccccc 
gaggagagee acggcgagcc cccaaagccc gcacg atg cag gee act gec gat 

Met Gin Ala Thr Ala Asp 
-45 

tec acc aag atg gac tgt gtg tgg age aac tgg aaa agt cag get att 
Ser Thr Lys Met Asp Cys Val Trp Ser Asn Trp Lys Ser Gin Ala He 

-40 -35 -30 

gac ctg ttg tat tgg egg gac ate aag cag acg ggc ate gtg ttt ggg 



2343 







<210> 


3785 




<211> 


528 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 




ifl 


<221> 


CDS 




<222> 


55. .510 


.ft 




"tar 








<221> 


sig _j>eptide 


.533. 


<222> 


55. .153 


S3 S 

i : 

i: 5^ 


<223> 


score 9 . 5 



ggg 


acc 


atg 


aag 


acc 


caa 


agg 


gat 


ggc 


cac 


tec 


ctg 


ggg 


egg 


tgg 


tea 


Gly 


Thr 


Met 


Lys 


Thr 


Gin 


Arg 


Asp 


Gly 


His 


Ser 


Leu 


Gly 


Arg 


Trp 


Ser 




-30 










-25 










-20 








ctg 


gtg 


etc 


ctg 


ctg 


ctg 


ggc 


ctg 


gtg 


atg 


cct 


ctg 


gee 


ate 


att 


gee 


Leu 


Val 

-15 


Leu 


Leu 


Leu 


Leu 


Gly 
-10 


Leu 


Val 


Met 


Pro 


Leu 
-5 


Ala 


He 


He 


Ala 


cag 


gtc 


etc 


age 


tac 


aag 


gaa 


get 


gtg 


ctt 


cgt 


get 


ata 


gat 


ggc 


ate 


Gin 


Val 


Leu 


Ser 


Tyr 


Lys 


Glu 


Ala 


Val 


Leu 


Arg 


Ala 


He 


Asp 


Gly 


He 


1 








5 










10 










15 




aac 


cag 


egg 


tec 


teg 


gat 


get 


aac 


etc 


tac 


cgc 


etc 


ctg 


gac 


ctg 


gac 


Asn 


Gin 


Arg 


Ser 
20 


Ser 


Asp 


Ala 


Asn 


Leu 
25 


Tyr 


Arg 


Leu 


Leu 


Asp 
30 


Leu 


Asp 


ccc 


agg 


ccc 


acg 


atg 


gat 


ggg 


gac 


cca 


gac 


acg 


cca 


aag 


cct 


gtg 


age 


Pro 


Arg 


Pro 


Thr 


Met 


Asp 


Gly 


Asp 


Pro 


Asp 


Thr 


Pro 


Lys 


Pro 


Val 


Ser 




35 










40 










45 








ttc 


aca 


gtg 


aag 


gag 


aca 


gtg 


tgc 


ccc 


agg 


acg 


aca 


cag 


cag 


tea 


cca 


Phe 


Thr 
50 


Val 


Lys 


Glu 


Thr 


Val 
55 


Cys 


Pro 


Arg 


Thr 


Thr 
60 


Gin 


Gin 


Ser 


Pro 



305 



Asp Leu Leu Tyr Trp Arg Asp He Lys Gin Thr Gly He Val Phe Gly 

-25 -20 -15 

agt ttc ctg ctg ctg etc ttc tec ctg acc cag ttc age gtg gtg age 257 
Ser Phe Leu Leu Leu Leu Phe Ser Leu Thr Gin Phe Ser Val Val Ser 
-10 -5 15 

gtc gtg gee tac ctg gec ctg gee gca etc tea gee acc ate agt ttn 
Val Val Ala Tyr Leu Ala Leu Ala Ala Leu Ser Ala Thr He Ser Xaa 

10 15 20 

cgc ate tac aag tct gtn tta caa gca gts cag ata acc gac gaa ggc 353 
Arg He Tyr Lys Ser Val Leu Gin Ala Val Gin He Thr Asp Glu Gly 

25 30 35 

cac cgt nga agg cct act tgg age ttg aga tea ccc ttt etc agg age 401 
His Arg Xaa Arg Pro Thr Trp Ser Leu Arg Ser Pro Phe Leu Arg Ser 

40 45 50 

aga ttc aga agt aca egg act gec tgc agt tct acg tgaaca 443 
Arg Phe Arg Ser Thr Arg Thr Ala Cys Ser Ser Thr 
55 60 65 



seq LLLGLVMPLAI IA/QV 



<400> 3785 

atcaggctca ggctgggcat aaaggaggct cctgtgggct agagggaggc agac atg 57 

Met 

105 



153 



201 



249 



297 



345 



2344 





. 3=: 



gag gat tgt gac ttc aag aag gac ggg ctg gtg aag egg tgt atg ggg 3 93 

Glu Asp Cys Asp Phe Lys Lys Asp Gly Leu Val Lys Arg Cys Met Gly 

65 70 75 80 

aca gtg acc etc aac cag gee agg ggc tec ttt gac ate agt tgt gat 441 

Thr Val Thr Leu Asn Gin Ala Arg Gly Ser Phe Asp He Ser Cys Asp 

85 90 95 

aag gat aac aag aga ttt gee ctg ctg ggt gat ttc ttc egg aaa tct 489 
Lys Asp Asn Lys Arg Phe Ala Leu Leu Gly Asp Phe Phe Arg Lys Ser 

100 105 HO 

aaa gag aag atg gca aag agt taaaagaatt gtccagag 52 8 

Lys Glu Lys Met Ala Lys Ser 
115 

<210> 3786 

<211> 484 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . .431 

<221> sigjpeptide 
<222> 30. .170 
<223> score 4 . 9 

seq LSDGLSLAAPGWG/VP 



<400> 3786 

agaattagtt ctttctgccc acactagac atg gcg ctt gee age gtg ttg gag 53 

Met Ala Leu Ala Ser Val Leu Glu 
-45 -40 
aga ccg eta ccg gtg aac cag cgc ggg ttt ttc gga ctt ggg ggt cgt 101 
Arg Pro Leu Pro Val Asn Gin Arg Gly Phe Phe Gly Leu Gly Gly Arg 

-35 -30 -25 

gca gat ctg ctg gat eta ggt cca ggg agt etc agt gat ggt ctg age 149 
Ala Asp Leu Leu Asp Leu Gly Pro Gly Ser Leu Ser Asp Gly Leu Ser 

-20 -15 -10 

ctg gee gcg cca ggc tgg ggt gtc cca gaa gag cca gga ate gaa atg 197 
Leu Ala Ala Pro Gly Trp Gly Val Pro Glu Glu Pro Gly He Glu Met 

-5 1 5 

ett cat gga aca acc acc ctg gee ttc aag ttc cgc cat gga gtc ata 245 
Leu His Gly Thr Thr Thr Leu Ala Phe Lys Phe Arg His Gly Val He 
10 15 20 25 

gtt gca get gac tec agg get aca gcg ggt get tac att gee tec cag 293 
Val Ala Ala Asp Ser Arg Ala Thr Ala Gly Ala Tyr He Ala Ser Gin 

30 35 40 

acg gtg aag aag gtg ata gag ate aac cca tac ctg eta ggc acc atg 341 
Thr Val Lys Lys Val He Glu He Asn Pro Tyr Leu Leu Gly Thr Met 

45 50 55 

get ggg ggc gca egg att gca get tct ggg aac ggc tgt tgg etc ggc 
Ala Gly Gly Ala Arg He Ala Ala Ser Gly Asn Gly Cys Trp Leu Gly 

60 65 70 

aat gtc gaa tct atg age ttc gaa ata agg aac gca tct ctg 431 



389 



2345 



Asn Val Glu Ser Met Ser Phe Glu He Arg Asn Ala Ser Leu 

75 80 85 

tagcagctgc ctccaaactg cttgccaaca tggtgtatca gtacaaaggc atg 484 



<210> 3787 

<211> 515 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 57. .428 



<221> sig_peptide 
<222> 57. .146 
<223> score 9.9 

seq LLFGFTLVSGTGA/EK 



<400> 3787 

aaaatccccg cacctgagca tcggctcaca cctgcacccc gcccgggcat agcacc atg 59 



Met 
-30 





cct 


get 


tgt 


cgc 


eta 


ggc 


ccg 


eta 


gee 


gee 


gee 


etc 


etc 


etc 


age 


ctg 




Pro 


Ala 


Cys 


Arg 


Leu Gly 


Pro 


Leu 


Ala 


Ala 


Ala 


Leu 


Leu 


Leu 


Ser 


Leu 










-25 










-20 










-15 






ctg 


ctg 


ttc 


ggc 


ttc 


acc 


eta 


gtc 


tea 


ggc 


aca 


gga 


gca 


gag 


aag 


act 




Leu 


Leu 


Phe 


Gly 


Phe 


Thr 


Leu 


Val 


Ser 

-5 


Gly Thr 


Gly 


Ala 


Glu 
1 


Lys 


Thr 


ry 


ggc 


gtg 


tgc 


-10 
ccc 


gag 


etc 


cag 


get 


gac 


cag 


aac 


tgc 


acg 


caa 


gag 


tgc 




Gly 


Val 


Cys 


Pro 


Glu 


Leu 


Gin 


Ala 


Asp 


Gin 


Asn 


Cys 


Thr 


Gin 


Glu 


Cys 




5 








10 










15 












gtc 


teg 


gac 


age 


gaa 


tgc 


gec 


gac 


aac 


etc 


aag 


tgc 


tgc 


age 


gcg 


ggc 




Val 


Ser 


Asp 


Ser 


Glu 


Cys 


Ala 


Asp 


Asn 


Leu 


Lys 


Cys 


Cys 


Ser 


Ala 


Gly 




20 








25 










30 










35 




tgt 


gec 


acc 


ttc 


tgc 


tct 


ctg 


ccc 


aat 


gat 


aag 


gag 


ggt 


tec 


tgc 


ccc 




Cys 


Ala 


Thr 


Phe 


Cys 


Ser 


Leu 


Pro 


Asn 


Asp 


Lys 


Glu 


Gly 


Ser 


Cys 


Pro 










40 










45 










50 






cag 


gtg 


aac 


att 


aac 


ttt 


ccc 


cag 


etc 


ggc 


etc 


tgt 


egg 


gac 


cag 


tgc 




Gin 


Val 


Asn 


He 


Asn 


Phe 


Pro 


Gin 


Leu 


Gly 


Leu 


Cys 


Arg 


Asp 


Gin 


Cys 










55 










60 










65 








cag 


gtg 


gac 


age 


cag 


tgt 


cct 


ggc 


cag 


atg 


aaa 


tgc 


tgc 


cgc 


aat 


ggc 




Gin 


Val 


Asp 


Ser 


Gin 


Cys 


Pro Gly Gin 


Met 


Lys 


Cys 


Cys 


Arg 


Asn 


Gly 








70 










75 










80 










tgt 


ggg 


aag 


gtg 


tec 


tgt 


gtc 


act 


ccc 


aat 


ttc 


tgagctccag 


ccaccaccag 




Cys 


Gly 


Lys 


Val 


Ser 


Cys 


Val 


Thr 


Pro 


Asn 


Phe 













107 



155 



203 



251 



299 



347 



395 



448 



85 90 
gctgagcagt gaggagagaa agtttctgcc tggccctgca tctggttcca gcccacctgc 508 

cctcccc 



515 



<210> 3788 

<211> 912 

<212> DNA 

<213> Homo sapiens 



2346 





ate att ttt 51 



<220> 
<221> CDS 
<222> 22 . .450 

<221> sig_j?eptide 
<222> 22 . . 132 
<223> score 4.2 

seq LADVCLDTPLCNG/HT 



<400> 3788 

attcaacagk atgcacaaaa c atg ggc ctg ccc cag aac cgt 

Met Gly Leu Pro Gin Asn Arg He He Phe 
-35 -30 
tea cct gtt get cct aaa gag gaa cac gtc agg aga ggc cag ctg get 99 
Ser Pro Val Ala Pro Lys Glu Glu His Val Arg Arg Gly Gin Leu Ala 

-25 -20 -15 

gat gtc tgc ttg gac act cca etc tgt aat ggg cac acc aca ggg atg 147 
Asp Val Cys Leu Asp Thr Pro Leu Cys Asn Gly His Thr Thr Gly Met 

-10 -5 15 

gat gtc etc tgg gca ggg acc ccc atg gtg act atg cca gga gag act 195 
Asp Val Leu Trp Ala Gly Thr Pro Met Val Thr Met Pro Gly Glu Thr 

10 15 20 

ctt get tct cga gtt gca gca tec cag etc act tgc tta ggt tgt ctt 243 
Leu Ala Ser Arg Val Ala Ala Ser Gin Leu Thr Cys Leu Gly Cys Leu 

25 30 35 

gag ctt att get aaa aac aga caa gaa tat gaa gac ata get gtg aag 2 91 

Glu Leu He Ala Lys Asn Arg Gin Glu Tyr Glu Asp He Ala Val Lys 

40 45 50 

ctg gga act gat eta gaa tac ctg aag aaa gtt cgt ggc aaa gtc tgg 339 
Leu Gly Thr Asp Leu Glu Tyr Leu Lys Lys Val Arg Gly Lys Val Trp 

55 60 65 

aag caa aga ata tct age cct ctg ttc aac acc aaa caa tac aca atg 
Lys Gin Arg He Ser Ser Pro Leu Phe Asn Thr Lys Gin Tyr Thr Met 
70 75 80 85 

gaa eta gag egg etc tat eta cag atg tgg gag cat tat gca get ggc 435 
Glu Leu Glu Arg Leu Tyr Leu Gin Met Trp Glu His Tyr Ala Ala Gly 

90 95 100 

anc aac ctg acc aca tgattaagee tgttgaagtc actgagtcag cataaataaa 
Xaa Asn Leu Thr Thr 
105 

gaetgeacag gagaattacc cctatacctg agcctcaacc ttctggggga aagggaacta 550 
gataacatac ttcttacttg tctgtacagt accttgttgc agatgggtga tatataatgg 610 
taatagaata gcacagccag acttgcttcc tgcatggtag ggagagaaac aaaagatggg 670 
aaactgcttt tccacaagga atetcegtag aaattttgcg gcgaccagat ggtgcatagg 730 
tctggaaggt ctgatctccc ttggtcttcc atgggatggt tagtgtggag gggagatata 790 
gattgtcegg ccgctttgtg attccatgga ttgattcagt cttctggatt ttttyttctt 850 
tatattttgg gtactggagc ttttaaaaat gtttggtttc aggtattttt attcatgtga 910 
ag 

<210> 3789 
<211> 458 
<212> DNA 



387 



490 



912 



2347 





<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100 . .444 

<221> sig_peptide 
<222> 100. .216 
<223> score 4.3 

seq IHISWLSLSRVNC/SQ 

<400> 3789 

agtgagctaa gctgcggggc gcgggctcgg ccggggcacc ggtgagtcgc cggcgctgca 60 
gagggaggcg gcactggtct cgacgtgggg cggccagcg atg aag ccg ccc agt 114 

Met Lys Pro Pro Ser 
-35 

tea ata caa aca agt gag ttt gac tea tea gat gaa gag cct att gaa 
GJ Ser He Gin Thr Ser Glu Phe Asp Ser Ser Asp Glu Glu Pro He Glu 
Jl -30 -25 -20 

Hi gat gaa cag act cca att cat ata tea tgg eta tct ttg tea cga gtg 
y! Asp Glu Gin Thr Pro He His He Ser Trp Leu Ser Leu Ser Arg Val 
U* -15 -10 -5 

aat tgt tct cag ttt etc ggt tta tgt get ctt cca ggt tgt aaa ttt 
^ Asn Cys Ser Gin Phe Leu Gly Leu Cys Ala Leu Pro Gly Cys Lys Phe 
^15 10 

^ aaa gat gtt aga aga aat gtc caa aaa gat aca gaa gaa eta aag age 
s Lys Asp Val Arg Arg Asn Val Gin Lys Asp Thr Glu Glu Leu Lys Ser 

Q 15 20 25 30 

Til tgt ggt ata caa gac ata ttt gtt ttc tgc acc aga ggg gaa ctg tea 354 
rff Cys Gly He Gin Asp He Phe Val Phe Cys Thr Arg Gly Glu Leu Ser 
s Jf 35 40 45 

S aaa tat aga gtc cca aac ctt ctg gat etc tac cag caa tgt gga att 402 
'% Lys Tyr Arg Val Pro Asn Leu Leu Asp Leu Tyr Gin Gin Cys Gly He 
^ 50 55 60 

ate acc cat cat cat cca ate gca gat gga ggg act ctg aca 444 
He Thr His His His Pro He Ala Asp Gly Gly Thr Leu Thr 

65 70 75 

tagecagctg ctgt 

<210> 3790 
<211=> 438 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20. .376 

<221> sig_peptide 
<222> 20 . . 67 
<223> score 6.5 

seq VLXLFVCLFETES/XS 



162 



210 



258 



306 



458 



2348 



100 



<400> 3790 

taccagtgga atcaatcat atg ata ttt gtc ctt ywt ttg ttt gtt tgt ttg 52 

Met lie Phe Val Leu Xaa Leu Phe Val Cys Leu 
-15 -10 
ttt gag acg gag tct sgc tct gtt gcc egg get gga gtg cag tgg cac 
Phe Glu Thr Glu Ser Xaa Ser Val Ala Arg Ala Gly Val Gin Trp His 
-5 15 10 

ggt ctt gtc tea ctg cga cct ctg cct cct ggg ttc aag cga ttc tea 148 
Gly Leu Val Ser Leu Arg Pro Leu Pro Pro Gly Phe Lys Arg Phe Ser 

15 20 25 

tgc etc age ctt ctg agt age tgg gat tac agg cgt gtg cca cca cgc 196 
Cys Leu Ser Leu Leu Ser Ser Trp Asp Tyr Arg Arg Val Pro Pro Arg 

30 35 40 

tta get aat ttt tgt att ttt agt aga gat ggc gtt atg cca ttt gac 244 
Leu Ala Asn Phe Cys He Phe Ser Arg Asp Gly Val Met Pro Phe Asp 

45 50 55 

cag get ggt ctt gag etc ctg acc tea age gat cct ccc gcc ttg gcc 292 
p Gin Ala Gly Leu Glu Leu Leu Thr Ser Ser Asp Pro Pro Ala Leu Ala 

60 65 70 75 

§f§ ttc cag ggt get ggg ate gca ggt gtg age cat gaa gcc tgg cct ggt 340 
{V Phe Gin Gly Ala Gly He Ala Gly Val Ser His Glu Ala Trp Pro Gly 
:'~ 80 85 90 

att tgt ctt ttt gtg att ggc tta ttt ctg tta gca taacgtcccc 386 
^ He Cys Leu Phe Val He Gly Leu Phe Leu Leu Ala 
m 95 100 

*P aaggttcact catgtggcat gtatcggaat ttcttttctt tttgaggctg ad 438 

O <210> 3791 
ry <211> 417 
jf|{ <212> DNA 

<213> Homo sapiens 

JS <220> 

^5 <221> CDS 

<222> 47 . . 364 

<221> sig_peptide 
<222> 47. .193 
<223> score 5.9 

seq FVFIFVXLRESLA/LL 



<400> 3791 

ttgtgacttt gattgectae tggctaatgt tgecaactat tttttc atg att tta 

Met He Leu 

ttg gac att cac aca tat ttg ctg aag aaa tat eta ttt ata age ttt 
Leu Asp He His Thr Tyr Leu Leu Lys Lys Tyr Leu Phe He Ser Phe 

-45 -40 -35 

acc tat tat tta att ggg tta aat ttc ttt ttc tta ttc agt tgt tgg 
Thr Tyr Tyr Leu He Gly Leu Asn Phe Phe Phe Leu Phe Ser Cys Trp 
-30 -25 -20 -15 

ttt ttt gtt ttt att ttt gtt tks ttg agg gag agt etc get ctg ctg 
Phe Phe Val Phe He Phe Val Xaa Leu Arg Glu Ser Leu Ala Leu Leu 



2349 











-10 










-5 










1 






ccc 


aqq 


CtQ 


Qaq 
3 *-*3 


tqc 


agt 


ggc 


gtg 


ate 


tct 


get 


cac 


tgc 


aag 


etc 


tgc 


247 


Pro 


Arg 


Leu 


Glu 


Cys 


Ser 


Gly Val 


He 


Ser 


Ala 


His 


Cys 


Lys 


Leu 


Cys 








5 










10 










15 










etc 


c tg 




tea 


cac 


cat 


tct 


cct 


gec 


tea 


gec 


tec 


caa 


gta 


get 


ggg 


295 


Leu 


Leu 
20 


Gly 


Ser 


His 


His 


Ser 
25 


Pro 


Ala 


Ser 


Ala 


Ser 
30 


Gin 


Val 


Ala 


Gly 




act 


aca 


ggc 


gec 


hgc 


cac 


tac 


gcg 


tgg 


eta 


att 


ttt 


tgt 


att 


ttt 


agt 


343 


Thr 


Thr 


Gly 


Ala 


Xaa 


His 


Tyr 


Ala 


Trp 


Leu 


He 


Phe 


Cys 


He 


Phe 


Ser 




35 








40 










45 










50 




aga 


gat 


ggg 


gtt 


tea 


ctg 


tgt 


tagecaggat ggtctcgaac tcctgacctc 


394 


Arg 


Asp 


Gly 


Val 


Ser 
55 


Leu 


Cys 























gtgatctgee cacctcggcc tga 



z rt 



<210> 3792 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 51. .443 

<221> sig_peptide 
<222> 51. . 161 
<223> score 10.1 

seq LLGLCVCLSGCST/ET 



<400> 3792 

agaacaatgc tgcttggctc cctgaattca gcacccttcc tagggaatgt atg ggt 56 

Met Gly 

gga tct ttt gec ttg cag gat tct ttt tea tct ttg cag gga ctt ctg 104 

Gly Ser Phe Ala Leu Gin Asp Ser Phe Ser Ser Leu Gin Gly Leu Leu 

-35 -30 -25 -20 

ggg ccg gag tat gta aaa etc ctg ggt etc tgt gtg tgc ctg agt ggc 152 

Gly Pro Glu Tyr Val Lys Leu Leu Gly Leu Cys Val Cys Leu Ser Gly 

-15 -10 -5 

tgc tct act gag act ctg cat aca cag etc tgt ata teg gac cca wgg 200 
Cys Ser Thr Glu Thr Leu His Thr Gin Leu Cys He Ser Asp Pro Xaa 

15 10 
ccc tgg tgg cat ggg etc acg agg aga tec cct gat ctg tgg gtt gca 248 
Pro Trp Trp His Gly Leu Thr Arg Arg Ser Pro Asp Leu Trp Val Ala 

15 20 25 

aag ate tgt ggg aga agt gtg gtt tec tgg atg ggg tea cac aat cac 
Lys He Cys Gly Arg Ser Val Val Ser Trp Met Gly Ser His Asn His 
30 35 40 45 

tea ctg ctt ccc ttg get gga ggt ggg get ttt ttt ttg get cca tgc 344 
Ser Leu Leu Pro Leu Ala Gly Gly Gly Ala Phe Phe Leu Ala Pro Cys 

50 55 60 

tgc tec tgg gcg ggc gat tgc cct acc cca ttt ttc ttc att etc tgt 392 
Cys Ser Trp Ala Gly Asp Cys Pro Thr Pro Phe Phe Phe He Leu Cys 
65 70 75 



296 



2350 





ggg tea agd bgt tea ctt ggt 


Gly Ser Xaa Xaa Ser Leu Gly 




80 


agt tgaa 


Ser 




<210> 


3793 


<211> 


381 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


12 . .347 


<221> 


sig_peptide 


<222> 


12. .158 


<223> 


score 7.7 




seq LCLLGSSDSPASA/SQ 


<400> 


3793 



cag tec att gtg rga met gga tat ttc 440 
Gin Ser He Val Xaa Xaa Gly Tyr Phe 
85 90 

447 



98 



146 



ui 

M* <400> 3793 

III tggactgttt t atg cat gtt gtt gtt gtt gtt gtt gtt gtt gtt gtt gtt 50 
t S Met His Val Val Val Val Val Val Val Val Val Val Val 

M -45 -40 

.'^ gtt ttg aga cag agt ctt get ctg ttg ccc agg ctg gag tgc agt ggc 
^ Val Leu Arg Gin Ser Leu Ala Leu Leu Pro Arg Leu Glu Cys Ser Gly 
1_ -35 -30 -25 

^ aca ate ttg get cac tgc age etc tgc etc ctg ggt tea agt gat tct 
W Thr He Leu Ala His Cys Ser Leu Cys Leu Leu Gly Ser Ser Asp Ser 
fU -20 -15 -io " 5 

£ cct gee tea gee tec caa gta get aga act aca ggc atg tgc cac cat 194 
O Pro Ala Ser Ala Ser Gin Val Ala Arg Thr Thr Gly Met Cys His His 
m l 5 io 

M ace cag eta att ttt gta ttt tta ata gag aca gga ttt etc cat att 242 
Thr Gin Leu He Phe Val Phe Leu He Glu Thr Gly Phe Leu His He 

15 20 25 

ggc cag get get ctt gaa etc ctg ace tea ggt gat cca cct gee tea 290 
Gly Gin Ala Ala Leu Glu Leu Leu Thr Ser Gly Asp Pro Pro Ala Ser 

30 35 40 

gec tec caa agt get ggg att aca ggc gtg asc ace aca cct ggc cgc 338 
Ala Ser Gin Ser Ala Gly He Thr Gly Val Xaa Thr Thr Pro Gly Arg 
45 50 55 60 

ctt tea aat tagtaaccag tgcttcctat ctktttacrt atac 
Leu Ser Asn 

<210> 3794 
<211> 352 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28. .330 



381 



2351 





198 



246 



<221> sigj>eptide 
<222> 28. .96 
<223> score 4.6 

seq LFFYFILWRRSLA/LS 



<400> 3794 

tgttctcacd nrgtctttcc tttgtgc atg grs atg tct gtg tec aaa ttt cct 54 

Met Xaa Met Ser Val Ser Lys Phe Pro 
-20 -15 
ttt ctt ttt ttt tat ttt att tta tgg aga egg agt etc get ctg tct 102 
Phe Leu Phe Phe Tyr Phe lie Leu Trp Arg Arg Ser Leu Ala Leu Ser 

-10 -5 1 

ccc agg ctg gag tgc agt ggc ccg ate ttg get cac tgc aac etc cgc 150 
Pro Arg Leu Glu Cys Ser Gly Pro lie Leu Ala His Cys Asn Leu Arg 

5 10 15 

etc ctg ggt tea age aat tct cct acc tta gee tec cga gta get ggg 
Leu Leu Gly Ser Ser Asn Ser Pro Thr Leu Ala Ser Arg Val Ala Gly 

20 25 30 

act aca ggt gca cgc tgc cac gee tgg eta att ttt tgt att ttt agt 
Thr Thr Gly Ala Arg Cys His Ala Trp Leu lie Phe Cys He Phe Ser 
35 40 45 50 

aga gac ggg ttt tea cca tgt tgc cca ggc tgg tct gga act cct gag 294 
Arg Asp Gly Phe Ser Pro Cys Cys Pro Gly Trp Ser Gly Thr Pro Glu 
55 60 65 

^ etc agg caa tec acc cay etc ggc etc cca agg tac taggattaca 340 
5 Leu Arg Gin Ser Thr His Leu Gly Leu Pro Arg Tyr 

O 70 75 

fjj agcatgascc ac 352 

ru 

JZ <210> 3795 

q <211> 421 

m <212> DNA 

^ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 8. .415 

<221> sig_peptide 
<222> 8 . . 121 
<223> score 7 

seq LVMVWLGLLPLFS/GP 



<400> 3795 

cctccta atg gca aat gca ata att aag aag cct tgt gca atg ccg gca 
Met Ala Asn Ala He He Lys Lys Pro Cys Ala Met Pro Ala 
-35 -30 -25 

cag cct cac aca ggg aat etc ctg tgg cca cct ctt gtc atg gtg tgg 
Gin Pro His Thr Gly Asn Leu Leu Trp Pro Pro Leu Val Met Val Trp 

-20 -15 -10 

etc ggg ctg ttg cct ctt ttc tct ggg ccc cac ttg caa gee gtt cag 145 



49 



97 



2352 



m 



L ; far 



<210> 3796 

<211> 505 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 141. .497 

<221> sig_peptide 
<222> 141 . . 182 
<223> score 4.2 

seq VIFAPLFAIFAFA/TC 



193 



241 



289 



Leu Gly Leu Leu Pro Leu Phe Ser Gly Pro His Leu Gin Ala Val Gin 

-5 15 

cat ctg gcc ctt gcc tac etc cct ctg aac tct gtg gtt ctt gca cat 

His Leu Ala Leu Ala Tyr Leu Pro Leu Asn Ser Val Val Leu Ala His 

10 15 20 

aat agt cca gcc ata ctg aat gta tgg tta act ctg aga tgc cct etc 

Asn Ser Pro Ala He Leu Asn Val Trp Leu Thr Leu Arg Cys Pro Leu 

25 30 35 40 

cct tac agg ate tgc etc tgg ccc ttt gaa cat get ttt ccg tct att 

Pro Tyr Arg He Cys Leu Trp Pro Phe Glu His Ala Phe Pro Ser He 

45 50 55 

aga aac aca cac tec tgc ctg tct tec tec tgc tgc tgc cct get tea 337 

Arg Asn Thr His Ser Cys Leu Ser Ser Ser Cys Cys Cys Pro Ala Ser 

60 65 70 

gcc cct ctt tta gtt gat tac etc ttc ttt tac ktt tyt ggt tkt ttt 

Ala Pro Leu Leu Val Asp Tyr Leu Phe Phe Tyr Xaa Xaa Gly Xaa Phe 

75 80 85 

aaa tea tsr get tct ctg aga atk aay aat tgatta 

£j Lys Ser Xaa Ala Ser Leu Arg Xaa Asn Asn 

*S 90 95 



385 



421 



<400> 3796 

cttcttctcc tectttgett cataaaaaga gggacaagtg gctggwgctg tggacagaga 60 
agctttattt ttagtatgag acaacctcta ttttctttca ggagagggaa gttggattat 120 
caattctttt gtaaatrwgt atg gtg ata ttt get ccg ctt ttt gca ate ttt 173 

Met Val He Phe Ala Pro Leu Phe Ala He Phe 





















-10 








-5 




gca 


ttt 


gca 


aca 


tgc 


ggt 


ggc 


tat 


tct 


gga 


ggc 


ctg 


egg 


ctg 


agt 


gtg 


Ala 


Phe 


Ala 


Thr 


Cys 


Gly Gly Tyr 


Ser Gly Gly 


Leu 


Arg 
10 


Leu 


Ser 


Val 


gac 


tgc 


gtc 


1 

aac 


aag 


aca 


gaa 


agt 


aac 


etc 


age 


ate 


gac 


ata 


gcg 


ttt 


Asp 


Cys 


Val 


Asn 


Lys 


Thr 


Glu 


Ser 


Asn 


Leu 


Ser 


He 


Asp 


He 


Ala 


Phe 


15 










20 










25 










gcc 


tac 


cca 


ttc 


agg 


ttg 


cac 


cag 


gtg 


acg 


ttt 


gag 


gtg 


ccc 


acc 


tgc 


Ala 


Tyr 


Pro 


Phe 


Arg 


Leu 


His 


Gin 


Val 


Thr 


Phe 


Glu 


Val 


Pro 


Thr 


Cys 


30 








35 










40 










45 


gag 


gga 


aag 


gaa 


egg 


cag 


aag 


ctg 


gca 


ttg 


att 


ggt 


gac 


tec 


teg 


tct 


Glu 


Gly 


Lys 


Glu 


Arg 


Gin 


Lys 


Leu 


Ala 


Leu 


He 


Gly Asp 


Ser 


Ser 


Ser 








50 










55 










60 





221 



269 



317 



365 



2353 





yj 



. ft 



=3 ; 



tea gca gag ttc ttc gtc act gtt get gtc ttc gee ttc etc tac tct 413 
Ser Ala Glu Phe Phe Val Thr Val Ala Val Phe Ala Phe Leu Tyr Ser 
65 70 75 



ttg get gee act gtc gtt tac att ttc ttc cag aac aaa tac egg gaa 
Leu Ala Ala Thr Val Val Tyr He Phe Phe Gin Asn Lys Tyr Arg Glu 

80 85 90 

aac acc ggg gec cac tea ttg act tea ttg tea ctg tagtcttt 
Asn Thr Gly Ala His Ser Leu Thr Ser Leu Ser Leu 
95 100 105 



<210> 


3797 


<211> 


389 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


18. .380 


<221> 


sig_peptide 


<222> 


18. .65 


<223> 


score 4.1 




seq VFFLTEAGSVAQA/GV 


<400> 


3797 



tct 


gta 


gee 


cag 


get 


gga 


gtg 


mag 


tgg 


tgt 


gat 


etc 


ggc 


tea 


ctg 


caa 


Ser 


Val 


Ala 


Gin 


Ala Gly Val 


Xaa 


Trp 


Cys 
5 


Asp 


Leu 


Gly 


Ser 


Leu 
10 


Gin 


-5 
cct 


ccg 


cct 


ccc 


agg 


atc 


aag 


caa 


ttc 


ccc 


tgc 


etc 


age 


eta 


cct 


agt 


Pro 


Pro 


Pro 


Pro 


Arg 


He 


Lys 


Gin 


Phe 


Pro 


Cys 


Leu 


Ser 


Leu 


Pro 


Ser 








15 










20 










25 






age 


tgg 


gac 


tac 


agg 


tgc 


aca 


cca 


cca 


cga 


cca 


get 


aat 


ttt 


tgt 


att 


Ser 


Trp 


Asp 


Tyr 


Arg 


Cys 


Thr 


Pro 


Pro 


Arg 


Pro 


Ala 


Asn 


Phe 


Cys 


He 






30 










35 










40 








ttt 


tta 


gta 


gag 


acg 


ggg 


ttt 


etc 


cgt 


gtt 


ggc 


egg 


get 


gat 


ctt 


gaa 


Phe 


Leu 


Val 


Glu 


Thr 


Gly 


Phe 


Leu 


Arg 


Val 


Gly Arg 


Ala 


Asp 


Leu 


Glu 




45 










50 










55 










etc 


cag 


acc 


tea 


agt 


gat 


gca 


ccc 


acc 


tgg 


gee 


tct 


caa 


agt 


act 


ggg 


Leu 


Gin 


Thr 


Ser 


Ser 


Asp 


Ala 


Pro 


Thr 


Trp 


Ala 


Ser 


Gin 


Ser 


Thr 


Gly 


60 










65 










70 










75 


att 


gcg 


ggt 


gtg 


aac 


cac 


cas 


gee 


egg 


ccc 


ttt 


get 


aat 


gtc 


ctt 


tta 


He 


Ala Gly Val 


Asn 


His 


Xaa 


Ala 


Arg 


Pro 


Phe 


Ala 


Asn 


Val 


Leu 


Leu 










80 










85 










90 




eta 


tec 


cgc 


gat 


cca 


rca 


tta 


tat 


tka 


ttc 


ate 


ctg 


ttt 


cca 


tagtkgcca 


Leu 


Ser 


Arg 


Asp 


Pro 


Xaa 


Leu 


Tyr 


Xaa 


Phe 


He 


Leu 


Phe 


Pro 












95 










100 










105 







461 



505 



cactgttttt tctacta atg ttc tgg gtt ttt ttt ttg acg gag get ggc 50 

Met Phe Trp Val Phe Phe Leu Thr Glu Ala Gly 
-15 -10 



98 



146 



194 



242 



290 



338 



389 



<210> 3798 
<211> 437 
<212> DNA 



2354 





=12 

= H- 



57 
105 



153 



201 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .423 

<221> sig_peptide 
<222> 58 . . 120 
<223> score 5.8 

seq ACVRVCLVWTSFC/QP 

<400> 3798 

ctgcaccgac taggctgagg tgctggtact tgccccaacc cctacttttg tatttat 
atg tgt gtg tgt gtg tgc gtg cgt gcg tgc gtg cgt gta tgt ttg gtc 
Met Cys Val Cys Val Cys Val Arg Ala Cys Val Arg Val Cys Leu Val 

-20 -15 -10 

tgg acc age ttc tgc cag ccc ctg gec ttt act ttc ttc ctt gec tat 
Trp Thr Ser Phe Cys Gin Pro Leu Ala Phe Thr Phe Phe Leu Ala Tyr 
^ -5 1 5 10 

'f 1 gca ggg caa aca aaa tgt gaa att ctg ccc tea get gag ctg agt aag 
^ Ala Gly Gin Thr Lys Cys Glu He Leu Pro Ser Ala Glu Leu Ser Lys 
S " E 15 20 25 

ggc tec tgg ggg ttg get gga gat ggg tgt ggc ate tgt cca ggc ctg 24 9 

Gly Ser Trp Gly Leu Ala Gly Asp Gly Cys Gly He Cys Pro Gly Leu 

30 35 40 

gaa ccg tct caa gac agt get ggc aaa get gca gta ttg aga tgc tnn 297 
Glu Pro Ser Gin Asp Ser Ala Gly Lys Ala Ala Val Leu Arg Cys Xaa 

45 50 55 

gga get gat gec acc tct ttg tct tec cct aaa gga gaa cat ggg gat 345 
Gly Ala Asp Ala Thr Ser Leu Ser Ser Pro Lys Gly Glu His Gly Asp 
60 65 70 75 

aac atg ggt gtg tgc cca caa cac tct agg tgc aga gec cct gtg gca 
Asn Met Gly Val Cys Pro Gin His Ser Arg Cys Arg Ala Pro Val Ala 

80 85 90 

aag tat tac agg gtg tgg gtg ggg att acc tgaatcgggg tctc 
Lys Tyr Tyr Arg Val Trp Val Gly He Thr 
95 100 

<210> 3799 
<211> 444 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 82 . .429 

<221> sig_peptide 
<222> 82 . . 138 
<223> score 5.8 

seq HLMSLVTSTSASA/SA 



393 



437 



2355 



60 



<210> 3800 

<211> 436 

<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30. .374 

<221> sig_peptide 
<222> 30. .74 
<223> score 8.6 

seq PLLIICLLPAIEG/KN 



<400> 3799 

attttgtaag ctgcgcttca cctgctacta atcttgctgt tacttctgct atcccatctt 
taaattttta tcacaatttg a atg att ggc aac tat gat cat ctt atg tct 111 

Met lie Gly Asn Tyr Asp His Leu Met Ser 
-15 -10 
tta gta aca tct aca tea gca tea gca tct gcg tea cca ttt caa tct 159 
Leu Val Thr Ser Thr Ser Ala Ser Ala Ser Ala Ser Pro Phe Gin Ser 

-5 1 5 

gca tgg tat agt gaa tct gag ata act cag gga gca cgc tea aga teg 207 
Ala Trp Tyr Ser Glu Ser Glu He Thr Gin Gly Ala Arg Ser Arg Ser 

10 15 20 

cag aac cag caa egg gat cat gat tea aaa aga cct aaa ctt tec tgt 255 
Gin Asn Gin Gin Arg Asp His Asp Ser Lys Arg Pro Lys Leu Ser Cys 

25 30 35 

aca aac tgt act acc tea get ggg aga aat gtt gga aat ggt tta aac 
Thr Asn Cys Thr Thr Ser Ala Gly Arg Asn Val Gly Asn Gly Leu Asn 
40 45 50 55 

aca tta tea gat tea tct tgv tgg cat agt caa gtt cct aga tct tea 
U Thr Leu Ser Asp Ser Ser Xaa Trp His Ser Gin Val Pro Arg Ser Ser 

60 65 70 

tea atg gta ctt gga tea ttt tkg gac agw ctt aat gag aga gag gag 3 99 

Ser Met Val Leu Gly Ser Phe Xaa Asp Xaa Leu Asn Glu Arg Glu Glu 

75 80 85 

aga ttt gga gag aag aac aga ttc etc tat tagtaatctt atgga 
Arg Phe Gly Glu Lys Asn Arg Phe Leu Tyr 
90 95 



303 



351 



444 



<400> 3800 

actggggcac agtaggagga acccagaag atg 

Met 
-15 

etc ctg cct gee att gaa ggg aag aac 
Leu Leu Pro Ala He Glu Gly Lys Asn 

-5 1 
ctg tct gee ttg ata gac tat gac ctg 
Leu Ser Ala Leu He Asp Tyr Asp Leu 
10 15 
ggg cca ccc aca gaa ctt tct caa agt 
Gly Pro Pro Thr Glu Leu Ser Gin Ser 



ctg cct etc ctg ate ate tgt 53 
Leu Pro Leu Leu He He Cys 
-10 

tgc etc cgc tgc tgg cca gaa 101 
Cys Leu Arg Cys Trp Pro Glu 
5 

cag ate etc tgg gtg acc cca 149 
Gin He Leu Trp Val Thr Pro 

20 25 
att cac tec ttg ttc eta gag 197 
He His Ser Leu Phe Leu Glu 



2356 





30 35 40 



gat 


aat 


aat 


ttt 


etc 


aaa 


ccc 


tgg 


tac 


ctt 


gat 


cgt 


gac 


cat 


ttg 


gaa 




Asn 


Asn 


Phe 


Leu 


Lvs 


Pro 


Trp 


Tyr 


Leu 


Asp 


Arg 


Asp 


His 


Leu 


Glu 






45 










50 










55 






gaa 


gaa 


aca 


gec 


aaa 


ttc 


ttc 


act 


caa 


gta 


cac 


caa 


gec 


att 


aaa 


acg 


Glu 


Glu 


Thr 


Ala 


Lys 


Phe 


Phe 


Thr 


Gin 


Val 


His 


Gin 


Ala 


He 


Lys 


Thr 






60 










65 










70 








tta 


cga 


gat 


gat 


aaa 


aca 


gta 


ctt 


ctg 


gaa 


gag 


ate 


tac 


acg 


cac 


aag 


Leu 


Arg 


Asp 


Asp 


Lys 


Thr 


Val 


Leu 


Leu 


Glu 


Glu 


He 


Tyr 


Thr 


His 


Lys 




75 










80 










85 










aat 


etc 


ttt 


act 


gag 


agg 


ctg 


aat 


aag 


ata 


ate 


tgatgggctg 


aaggagaarg 


Asn 


Leu 


Phe 


Thr 


Glu 


Arg 


Leu 


Asn 


Lys 


He 


He 












90 










95 










100 













245 



293 



341 



394 



acatacagtc cacactgaag gtcaccagct gtgctgactg ca 436 





<210> 


3801 




<211> 


424 




<212> 


DNA 




<213> 


Homo sapiens 














y i 


<220> 




S : 


<221> 


CDS 


ess 


<222> 


54 . .377 
















<221> 


sig_peptide 




<222> 


54 . . 104 








<223> 


score 5.7 



seq WCCSCSWFFLFC/FV 



ry <400> 38oi 

ttcttacagg agtaaggtag tgtctcactg tagttttaat ttgeatttec ctg atg 56 

« att agt gat gtt gta tgt tgt agt tgc tec tgg ttt ttt ttg ttt tgt 104 
^ He Ser Asp Val Val Cys Cys Ser Cys Ser Trp Phe Phe Leu Phe Cys 
-15 -10 -5 

ttt gtt ttt gag atg gag tct cac tct gtc acc cag get gga gtg cag 152 
Phe Val Phe Glu Met Glu Ser His Ser Val Thr Gin Ala Gly Val Gin 
15 10 15 

tgg cgc gat ctt ggc tea ctg caa get ctg cct ccc ggg ttc teg cca 200 
Trp Arg Asp Leu Gly Ser Leu Gin Ala Leu Pro Pro Gly Phe Ser Pro 

20 25 30 

ttc tgc eta age etc ccg agt age tgg gac tac agg tgc ctg cca cca 24 8 

Phe Cys Leu Ser Leu Pro Ser Ser Trp Asp Tyr Arg Cys Leu Pro Pro 

35 40 45 

age teg get aat ttt ttt ttt kgw att ttt agw agt rac rng gtt twa 2 96 

Ser Ser Ala Asn Phe Phe Phe Xaa He Phe Xaa Ser Xaa Xaa Val Xaa 

50 55 60 

ccg wat tas cca gga tgg yet caa tct cct gac etc atg ate cgc cca 344 
Pro Xaa Xaa Pro Gly Trp Xaa Gin Ser Pro Asp Leu Met He Arg Pro 
65 70 75 80 

cct egg cct ccc aaa gtg ctg gga ata cag gcg tracmacsgc gcctggccaa 3 97 
Pro Arg Pro Pro Lys Val Leu Gly He Gin Ala 
85 90 



2357 





ktttkgcttt tttgcccaga ctggagt 424 



<210> 3802 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 25. .345 

<221> sig_peptide 
<222> 25 . . 87 
<223> score 4 . 9 

seq GWAHACCPGTLG/CR 



x <400> 3802 

^ cacaaagttg tatataatta aaac atg aaa ctt gat aca tct egg cct ggt 51 
=U Met Lys Leu Asp Thr Ser Arg Pro Gly 

U1 -20 -15 

jM= gtg gtg get cac gec tgt tgt ccc ggc act ttg gga tgc cga ggc ggg 99 

yj Val Val Ala His Ala Cys Cys Pro Gly Thr Leu Gly Cys Arg Gly Gly 

% tgg ate acg agg tea gga gat cga gac cag cct ggc caa cgt ggt gaa 14 7 

Trp He Thr Arg Ser Gly Asp Arg Asp Gin Pro Gly Gin Arg Gly Glu 
5 10 15 20 

gee cca tct eta eta aaa atg eta aaa aaa ttg gee ggg cgt ggc ggt 195 
Q Ala Pro Ser Leu Leu Lys Met Leu Lys Lys Leu Ala Gly Arg Gly Gly 
fU 25 30 35 

fU cca cgc ctg tgg tec cag eta ctt ggg agg ctg agg cag aag aat cgc 243 
jz Pro Arg Leu Trp Ser Gin Leu Leu Gly Arg Leu Arg Gin Lys Asn Arg 
fs| 40 45 50 

fS ttg aac ctg gga rrc gga ggt tgc ggt gag ctg aga tea cgc cac tgc 2 91 

^ Leu Asn Leu Gly Xaa Gly Gly Cys Gly Glu Leu Arg Ser Arg His Cys 
55 60 65 

act cca gee tgg hga cag age gag act ctg tct caa aat car aaa aaa 339 
Thr Pro Ala Trp Xaa Gin Ser Glu Thr Leu Ser Gin Asn Gin Lys Lys 

70 75 80 

gaa act tgatacatct cttactttat atcca 
Glu Thr 
85 

<210> 3803 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 46 . .450 

<221> sig_j?eptide 
<222> 46 . . 105 



370 



2358 




<223> score 4.5 

seq GTLVFTVITAVLG/SF 



<400> 3803 

acactcacac aagacctgga attgacagga ctcccaacta gtaca atg aca gaa gat 

Met Thr Glu Asp 
-20 





aag 


erf - c 


dL L, 




acc 


ctg 


gtt 


ttc 


act 


gtc 


ate 


act 


get 


Qtq 

ZJ ZJ 


Ctq 


qqt 


105 




Ly s 


Val 
- 15 


Thr 


Glv 


Thr 


Leu 


Val 
-10 


Phe 


Thr 


Val 


He 


Thr 
-5 


Ala 


Val 


Leu 


Gly 






L- 




cag 


ttt 


gga 


tat 


gac 


att 


QQt 
zjz) 


QtQ 

ZJ ^ZJ 


ate 


aat 


qca 


cct 


caa 


cag 


153 




OCL 


Phe 


Gin 


Phe 


Gly Tyr Asp 


He 


Glv 


Val 


He 


Asn 


Ala 


Pro 


Gin 


Gin 






1 








c 

D 










10 










15 








gt a 


at a 


ata 


tct 


cac 


tat 


aga 


cat 


gtt 


ttg 


ggt 


gtt 


cca 


ctg 


gat 


gac 


201 




Val 


lie 


He 


Ser 
20 


His 


Tyr 


Arg 


His 


Val 
25 


Leu 


Gly 


Val 


Pro 


Leu 
30 


Asp 


Asp 






cga 


aaa 


get 


ate 


aac 


aac 


tat 


gtt 


ate 


aac 


agt 


aca 


gat 


gaa 


ctg 


ccc 


249 




Arg 


s 


i-i_L CI. 


Tip 


Asn 


Asn 


Tyr 


Val 


He 


Asn 


Ser 


Thr 


Asp 


Glu 


Leu 


Pro 




. 5=5 






35 










40 










45 










111 


aca 


ate 


tea 


tac 


tea 


atg 


aac 


cca 


aaa 


cca 


acc 


cct 


tgg 


get 


gag 


gaa 


297 




Thr 


He 


Ser 


Tyr 


Ser 


Met 


Asn 


Pro 


Lys 


Pro 


Thr 


Pro 


Trp 


Ala 


Glu 


Glu 




y 




50 










55 










60 














gag 


act 


gtg 


gca 


get 


get 


caa 


eta 


ate 


acc 


atg 


etc 


tgg 


tec 


ctg 


tct 


345 




Glu 


Thr 


Val 


Ala 


Ala 


Ala 


Gin 


Leu 


He 


Thr 


Met 


Leu 


Trp 


Ser 


Leu 


Ser 






65 










70 










75 










80 






gta 


tec 


age 


ttt 


gca 


gtt 


ggt 


gga 


atg 


act 


gca 


tea 


ttc 


ttt 


ggt 


ggg 


393 




Val 


Ser 


Ser 


Phe 


Ala 


Val 


Gly 


Gly 


Met 


Thr 


Ala 


Ser 


Phe 


Phe 


Gly Gly 














85 










90 










95 






:U 


tgg 


ctt 


ggg 


gac 


aca 


ctt 


gga 


agg 


get 


aat 


ttc 


agg 


cct 


ggt 


tec 


tat 


441 


§y 


Trp 


Leu 


Gly 


Asp 


Thr 


Leu Gly 


Arg 


Ala 


Asn 


Phe 


Arg 


Pro 


Gly 


Ser 


Tyr 




J* 








100 










105 










110 










gta 


tat 


egg 


tga 


























453 


S =5pf 


Val 


Tyr 


Arg 
115 































<210> 3804 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .423 

<221> sig_peptide 
<222> 115 . . 186 
<223> score 4 . 5 

seq CVLKCVCLPLILS/PP 



<400> 3804 

tagtttgatc taaagaacca gcttatataa cttgctgttg ccatgtacat ttgtatgtct 60 
ttgctgtgtc aaataactgg atctgatttt agctcttttt aagtggtgaa agca atg 117 



2359 





HI 



<220> 
<221> CDS 



309 



Met 

cat ttt tat tct tea aat tea gac att gaa tgt gta tta aaa tgt gtg 165 
His Phe Tyr Ser Ser Asn Ser Asp He Glu Cys Val Leu Lys Cys Val 

-20 -15 -10 

tgc tta cct tta ate etc tec cca ccg aca att agg aac acg ttt etc 213 
Cys Leu Pro Leu He Leu Ser Pro Pro Thr He Arg Asn Thr Phe Leu 

-5 15 
caa tta ctg ttg gca aga eta cca aga aaa att gtt gaa tta gaa tec 261 
Gin Leu Leu Leu Ala Arg Leu Pro Arg Lys He Val Glu Leu Glu Ser 
10 15 20 25 

cag cac egg gca egg tgg etc acg cct gtg ate eta gca ctt tgg gag 
Gin His Arg Ala Arg Trp Leu Thr Pro Val He Leu Ala Leu Trp Glu 

30 35 40 

gee aaa gca ggc gga tea cct gag gtc agg agt teg aga cca gca ggg 357 
Ala Lys Ala Gly Gly Ser Pro Glu Val Arg Ser Ser Arg Pro Ala Gly 

45 50 55 

cca aca tgg cga aac ccc gac tct act aaa aat aca aaa att age cag 405 
_ Pro Thr Trp Arg Asn Pro Asp Ser Thr Lys Asn Thr Lys He Ser Gin 
y 60 65 70 

'^S gca tgg tgg tgg gcg ctg taatcccaac tactcaggag gctgaggcag gagaa 458 
U1 Ala Trp Trp Trp Ala Leu 
75 

m 

%g <210> 3805 
^ <211> 371 

<212> DNA 

<213> Homo sapiens 



flj <222> 24 . . 338 



Q <221> sig_peptide 

pf <222> 24 . . 125 

~~ <223> score 8.2 

seq TLFLLTLSSSTLS/FL 



<400> 3805 

caagaggttt gtggtgattc gtt atg gca gca cag gaa act cat gca gca cat 53 

Met Ala Ala Gin Glu Thr His Ala Ala His 
-30 -25 
tta tat ttt tta cca aat ttg aga aat ttt cag aca tta ttt ctt ctg * 101 
Leu Tyr Phe Leu Pro Asn Leu Arg Asn Phe Gin Thr Leu Phe Leu Leu 

-20 -15 -10 

aca ctt tec agt tec ace etc tct ttc etc ttt ttc ttt aac ttc agt 149 
Thr Leu Ser Ser Ser Thr Leu Ser Phe Leu Phe Phe Phe Asn Phe Ser 

-5 15 
gat ttg aat ctt age tct ttt tat ttt tta ttt tta ttt tta ttg cga 197 
Asp Leu Asn Leu Ser Ser Phe Tyr Phe Leu Phe Leu Phe Leu Leu Arg 

10 15 20 

tgg agt cat get ctt gtc gee cag get gga gtg cag tgg tgt gat ctt 245 
Trp Ser His Ala Leu Val Ala Gin Ala Gly Val Gin Trp Cys Asp Leu 
25 30 35 40 



2360 





ggc tea ctg caa cct ctg tct cca ggg ttc agg eta tea tec tgc cca 293 

Gly Ser Leu Gin Pro Leu Ser Pro Gly Phe Arg Leu Ser Ser Cys Pro 

45 50 55 

act ccc gag tgg ctg gga ttg cag gca tgc acc tec tea sec age 338 

Thr Pro Glu Trp Leu Gly Leu Gin Ala Cys Thr Ser Ser Xaa Ser 

60 65 70 

tagttttttt gtatttttgt agagacaggg ata 371 

<210> 3806 
<211> 453 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . .395 

_ <221> sig_peptide 

U <222> 66 . . 149 

J3 <223> score 4.5 

yfl seq LMSPALAAHVTRS/SQ 

*J* <400> 3806 

^ caagaactca ctttcaggat tgagtattga tgaaattgtc caaagagtga cagaacacat 60 
tctag atg aac aga aaa aga aaa age caa acc cag gaa agg aca aga gga 110 
Met Asn Arg Lys Arg Lys Ser Gin Thr Gin Glu Arg Thr Arg Gly 
-25 -20 -15 

ctt atg age cca get ctg ges gee cac gtg acc agg tec tec cag ggc 158 
Leu Met Ser Pro Ala Leu Ala Ala His Val Thr Arg Ser Ser Gin Gly 

-10 -5 1 

cca ccc ttg gcg gtt gtt gca cca tea ccc aaa acc aag ggg cag aaa 206 
Pro Pro Leu Ala Val Val Ala Pro Ser Pro Lys Thr Lys Gly Gin Lys 

5 10 15 

gca gaa gat gtc cct gtg agg gtt gca ctg ggt gca agt tec tgt gaa 254 
Ala Glu Asp Val Pro Val Arg Val Ala Leu Gly Ala Ser Ser Cys Glu 
20 25 30 35 

ata tgt cac gag gtg ttc aaa tea aaa aac gtg cgt gtg etc aaa tgt 302 
He Cys His Glu Val Phe Lys Ser Lys Asn Val Arg Val Leu Lys Cys 

40 45 50 

ggg cac aag tat cac aaa ggg tgt ttt aag cag tgg ctt aaa ggg cag 350 
Gly His Lys Tyr His Lys Gly Cys Phe Lys Gin Trp Leu Lys Gly Gin 

55 60 65 

age get tgc cca gec tgc cag act tgt gat etc ctg tea gaa gag 395 
Ser Ala Cys Pro Ala Cys Gin Thr Cys Asp Leu Leu Ser Glu Glu 

70 75 80 

tagcctgcac cttctggaag aggctggccc agtgagaatc gggagccgcc ttcctget 453 

<210> 3807 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<220> 



■?3 5 



2361 





<221> CDS 
<222> 61 . .363 

<221> sig_peptide 
<222> 61 . . 198 
<223> score 3.6 

seq MWLLLFRLWDGLA/ME 



<400> 3807 

ggctgccctt gaactcttga cctcaagtga tcctcctgcc ttggcctcca gcgtgctggg 60 
atg aca gga atg aat cct ttt aat atg ctg ctt cag gca gca gtg cag 108 
Met Thr Gly Met Asn Pro Phe Asn Met Leu Leu Gin Ala Ala Val Gin 

-45 -40 -35 

cag gtt gga age tac aca egg cac ctg gaa aga tec cac age tct gtg 156 
Gin Val Gly Ser Tyr Thr Arg His Leu Glu Arg Ser His Ser Ser Val 
-30 -25 -20 -15 

tgg atg tgg ctg ctg etc ttc agg ctg tgg gat ggt ttg gcg atg gaa 204 
Q Trp Met Trp Leu Leu Leu Phe Arg Leu Trp Asp Gly Leu Ala Met Glu 

sjj cca age ggg ttc agt get cac gac gtc tgt tea tgt tct etc tea age 252 

%l Pro Ser Gly Phe Ser Ala His Asp Val Cys Ser Cys Ser Leu Ser Ser 

C 5 10 15 

% tta gag gtg act tta gtt gag gga ggt gag tta ggg aat atg gag gtg 300 

Leu Glu Val Thr Leu Val Glu Gly Gly Glu Leu Gly Asn Met Glu Val 

20 25 30 

ace aaa ace atg agg aac agg gtc age ctg aag gga gcg ggc ttc cct 348 

s Thr Lys Thr Met Arg Asn Arg Val Ser Leu Lys Gly Ala Gly Phe Pro 

O 35 40 45 50 

fy ctg tgt ccg get gtg tagtaatggc egcttet 

f|j Leu Cys Pro Ala Val 

Ifi 55 

% <210> 3808 

W <211> 377 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . . 371 

<221> sig_peptide 
<222> 54 . . 140 
<223> score 3.9 

seq LVHSTVSVSLLEA/DS 



<400> 3808 

caaaatccca aaaggtatga gaagtcttct tagtgaatat caaagaaaaa gaa atg 56 

Met 

aag aaa aag ctt tac agg aga aga ttc ctg cct cct tat gtg gaa etc 104 
Lys Lys Lys Leu Tyr Arg Arg Arg Phe Leu Pro Pro Tyr Val Glu Leu 
-25 -20 -15 



380 



2362 





- 3- 



gtt cat tec aca gtt age gtt tec ctg ctt gag gec gac agt ggc tec 152 
Val His Ser Thr Val Ser Val Ser Leu Leu Glu Ala Asp Ser Gly Ser 

-10 -5 1 

ctg gec cct gtg cct ggg tec gta ccc aag gtg ggt cct tgc tgg tec 200 
Leu Ala Pro Val Pro Gly Ser Val Pro Lys Val Gly Pro Cys Trp Ser 
5 10 15 20 

tgc tgg tgt etc cat egg tgg ccc ttt ggg ctg etc tct ggt tct gga 248 
Cys Trp Cys Leu His Arg Trp Pro Phe Gly Leu Leu Ser Gly Ser Gly 

25 30 35 

ttt tct ctt ctg act ttc ttc cag aaa gag gga aag aag ttg cca ttt 296 
Phe Ser Leu Leu Thr Phe Phe Gin Lys Glu Gly Lys Lys Leu Pro Phe 

40 45 50 

tct aag aaa aga gca ate cat cct aag aac acc tct gac etc act ggg 344 
Ser Lys Lys Arg Ala He His Pro Lys Asn Thr Ser Asp Leu Thr Gly 

55 60 65 

etc tta eta etc act tgg ctg aag cac taactc 377 
Leu Leu Leu Leu Thr Trp Leu Lys His 
70 75 

%S <210> 3809 

tjl <211> 408 

M: <212> DNA 

[y <213> Homo sapiens 



60 
108 



<220> 
<221> CDS 
<222> 67. .381 

<221> sig_peptide 
<222> 67 . . 186 
<223> score 5 

seq LTLFISAXFXSET/WQ 



<400> 3809 

ctgatcttat aagctttata ggagttttct tttctcttat aaagtgtttc accttatgta 
aaacaa atg cct get tgc ata ttg gaa gat gtt gaa att agt ttt aga 
Met Pro Ala Cys He Leu Glu Asp Val Glu He Ser Phe Arg 
-40 -35 -30 

caa aag tgg tec ate aat tea gac act ctg ctt gga tgc ctt acc ctt 156 
Gin Lys Trp Ser He Asn Ser Asp Thr Leu Leu Gly Cys Leu Thr Leu 

-25 -20 -15 

ttc att agt gca tks ttt rmt tct gaa act tgg cag aaa etc gtt age 
Phe He Ser Ala Xaa Phe Xaa Ser Glu Thr Trp Gin Lys Leu Val Ser 
-10 -5 15 

cag tec act gee ttt ctg aca atg tgt gga gtc acg tat get tgg tat 252 
Gin Ser Thr Ala Phe Leu Thr Met Cys Gly Val Thr Tyr Ala Trp Tyr 

10 15 20 

atg cct tta eta ctt tta aag ttc tac agt tta tta ctt gec caa rwg 300 
Met Pro Leu Leu Leu Leu Lys Phe Tyr Ser Leu Leu Leu Ala Gin Xaa 

25 30 35 

tta eta aat cct ttt ctt atg tgt act gga nsg mga aaa aat tat age 34 8 

Leu Leu Asn Pro Phe Leu Met Cys Thr Gly Xaa Arg Lys Asn Tyr Ser 
40 45 50 



204 



2363 





*fcr- 



cag cac ttt gag agg aag ttt 


Gin His Phe Glu Arg Lys Phe 


55 


60 


aggcacg 


<210> 


3810 


<211> 


442 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


19. .345 


<221> 


sig _j?eptide 


<222> 


19. . 141 


<223> 


score 6.1 




seq VLLAL S LRMECS G /MI 



tat taactggcac tactaactga 401 

Tyr 

65 

408 



<400> 3810 

agaagctagc agagaggt atg gaa cag att ctt ctt cac aac etc aga ggg 51 
,1^ Met Glu Gin lie Leu Leu His Asn Leu Arg Gly 

S -40 -35 

^ aaa acc ctg ctg ata cct gga ttt caa act cct ggc etc cag aac gac 99 
Lys Thr Leu Leu He Pro Gly Phe Gin Thr Pro Gly Leu Gin Asn Asp 
-30 -25 -20 -15 

aaa gtc ttg ctt get ctg teg etc agg atg gag tgt agt ggt atg ate 147 
Lys Val Leu Leu Ala Leu Ser Leu Arg Met Glu Cys Ser Gly Met He 

-10 -5 1 

tta get cac tac aac etc tgc etc cca ggt tea agt gat tct cct gec 195 
Leu Ala His Tyr Asn Leu Cys Leu Pro Gly Ser Ser Asp Ser Pro Ala 

5 10 15 

tta cgc tec caa gta act ggg act aca ggc aca cac cac cac acc cag 243 
Leu Arg Ser Gin Val Thr Gly Thr Thr Gly Thr His His His Thr Gin 

20 25 30 

eta att ttt gta ttt ttt gta gag acg ggg ttt tac cac gtt age egg 291 
Leu He Phe Val Phe Phe Val Glu Thr Gly Phe Tyr His Val Ser Arg 
35 40 45 50 

get ggt ctt gaa etc ctg acc tea ggt gat cca hsc gee teg ate gee 339 
Ala Gly Leu Glu Leu Leu Thr Ser Gly Asp Pro Xaa Ala Ser He Ala 

55 60 65 

cat tat taacaatcaa atggctgttc ttcatggtac tggtacaaaa acagatatat 395 
His Tyr 

acaccaatgg aacagaacag aggectcaga aacaacacca cacatct 442 

<210> 3811 
<211> 423 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 12 . .320 



2364 





<221> sig_peptide 
<222> 12 . . 140 
<223> score 9.1 

seq CLFVCLFFXWSLA/LS 



<400> 3811 

aaaatcccaa a atg yya cct agt gac aac tgc tgt tat tta tat ttc ttc 
Met Xaa Pro Ser Asp Asn Cys Cys Tyr Leu Tyr Phe Phe 
-40 -35 
tec etc cct ttc tec tgc ccg caa ctg tat ata gtg ttt ttt gtt gtt 
Ser Leu Pro Phe Ser Cys Pro Gin Leu Tyr He Val Phe Phe Val Val 
-30 -25 -20 -15 

ttt tgt ttg ttt gtt tgt ttg ttt ttt twa tgg agt ctt get ctg tct 
Phe Cys Leu Phe Val Cys Leu Phe Phe Xaa Trp Ser Leu Ala Leu Ser 

-10 -5 1 

ccc agg ctg gag tgc agt ggc gcg ate tea get cac tgc aac etc cac 
3 Pro Arg Leu Glu Cys Ser Gly Ala He Ser Ala His Cys Asn Leu His 
5 10 15 



50 



98 



146 



194 



242 



400 
423 



etc ccg ggt tea age gat tct cct ace tea gec tec cga gta get ggg 
Leu Pro Gly Ser Ser Asp Ser Pro Thr Ser Ala Ser Arg Val Ala Gly 
V, 20 25 30 

« att ata gac atg gca tea cca tgc ctg get aat ttt tct att ttt agt 290 
He He Asp Met Ala Ser Pro Cys Leu Ala Asn Phe Ser He Phe Ser 
35 40 45 50 

%9 agg gac ggg gtt ttg cca tgt tgg cga ggc tgatcgtgaa ctcctgacct 340 
s Arg Asp Gly Val Leu Pro Cys Trp Arg Gly 

n 55 60 

cagatgatct gccagcctcg gcctcccaaa gtgctgggra tttacaggcg tgcgccatcg 
j yacccggcct aatagttttg ctt 

I <210> 3812 

I <211> 487 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .435 



<400> 3812 

tetttgegtc tgcgtagttc gctcacctcc ctttctaact ccgctgccgc c atg get 57 

Met Ala 



105 



1 

cct gtg aaa aag ctt gtg gtg aag ggg ggc aaa aaa aag aag caa gtt 
Pro Val Lys Lys Leu Val Val Lys Gly Gly Lys Lys Lys Lys Gin Val 

5 10 15 

ctg aag ttc act ctt gat tgc acc cac cct gta gaa gat gga ate atg 153 
Leu Lys Phe Thr Leu Asp Cys Thr His Pro Val Glu Asp Gly He Met 

20 25 30 

gat get gee aat ttt gag cag ttt ttg caa gaa agg ate aaa gtg aac 
Asp Ala Ala Asn Phe Glu Gin Phe Leu Gin Glu Arg He Lys Val Asn 



201 



2365 





sal; 



<220> 



249 



297 



35 40 45 50 

gga aaa get ggg aac ctt ggt gga ggg gtg gtg acc ate gaa agg age 
Gly Lys Ala Gly Asn Leu Gly Gly Gly Val Val Thr He Glu Arg Ser 

55 60 65 

aag age aag ate acc gtg aca tec gag gtg cct ttc tec aaa agg tat 
Lys Ser Lys He Thr Val Thr Ser Glu Val Pro Phe Ser Lys Arg Tyr 

70 75 80 

ttg aaa tat etc acc aaa aaa tat ttg aag aag aat aat eta cgt gac 345 
Leu Lys Tyr Leu Thr Lys Lys Tyr Leu Lys Lys Asn Asn Leu Arg Asp 

85 90 95 

tgg ttg cgc gta gtt get aac age aaa gag agt tac gaa tta cgt tac 393 
Trp Leu Arg Val Val Ala Asn Ser Lys Glu Ser Tyr Glu Leu Arg Tyr 

100 105 HO 

ttc cag att aac cag gac gaa gaa gag gag gaa gac gag gat 
Phe Gin He Asn Gin Asp Glu Glu Glu Glu Glu Asp Glu Asp 
115 120 125 

taaatttcat ttatctggaa aattttgtat gagttcttga ataaaacttg gg 487 

<210> 3813 

<211> 454 

<212> DNA 

<213> Homo sapiens 



435 



<221> CDS 
<222> 99. .419 



<400> 3813 

gccgccgtcg tctttctctg teteggctga ggcagccatc tttctcttgc cgcgtgctgg 
tgttggagga ccctccctgc ttcagattta ccaacagc atg aat caa gaa aag tta 

Met Asn Gin Glu Lys Leu 
1 5 
gee aaa ctt cag get cag gtc egg ata ggg ggc aag ggt aca get cgc 
Ala Lys Leu Gin Ala Gin Val Arg He Gly Gly Lys Gly Thr Ala Arg 

10 15 20 

aga aag aag aag gtg gta cat aga aca gee aca get gat gac aaa aag 
Arg Lys Lys Lys Val Val His Arg Thr Ala Thr Ala Asp Asp Lys Lys 

25 30 35 

ctt cag agt tct eta aaa aaa ctg get gtg aat aat ata get ggt att 
Leu Gin Ser Ser Leu Lys Lys Leu Ala Val Asn Asn He Ala Gly He 

40 45 50 

gaa gag gtg aac atg att aaa gat gat ggg aca gtt att cat ttc aac 
Glu Glu Val Asn Met He Lys Asp Asp Gly Thr Val He His Phe Asn 
55 60 65 70 

aat ccc aaa gtc caa get tec ctt tct get aat acc ttt gca att act 356 
Asn Pro Lys Val Gin Ala Ser Leu Ser Ala Asn Thr Phe Ala He Thr 

75 80 85 

ggt cat gca gaa gee aaa cca ate aca gaa atg ctt cct gga aat att 
Gly His Ala Glu Ala Lys Pro He Thr Glu Met Leu Pro Gly Asn He 

90 95 100 

aag tea get tgg tgc tgacagttta acaagectta ggaagttagc tgaac 
Lys Ser Ala Trp Cys 
105 



60 
116 



164 



212 



260 



308 



404 



454 



2366 



<210> 3814 

<211> 621 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 118. .612 



3= 



309 



357 



405 



<400> 3814 

atatctggct tgtccgcgcg atttccggcc tctcggcttt cggctcggag gaggccaagg 60 
tgcaacttcc ttcggtcgtc ccgaatccgg gttcatccga caccagccgc ctccacc 117 
atg ccg ccg aag ttc gac ccc aac gag ate aaa gtc gta tac ctg agg 165 
Met Pro Pro Lys Phe Asp Pro Asn Glu He Lys Val Val Tyr Leu Arg 
15 10 15 

tgc acc gga ggt gaa gtc ggt gec act tct gec ctg gec ccc aag ate 213 
Cys Thr Gly Gly Glu Val Gly Ala Thr Ser Ala Leu Ala Pro Lys He 

20 25 30 

ggc ccc ctg ggt ctg tct cca aaa aaa gtt ggt gat gac att gec aag 261 
Gly Pro Leu Gly Leu Ser Pro Lys Lys Val Gly Asp Asp He Ala Lys 

35 40 45 

gca acg ggt gac tgg aag ggc ctg agg att aca gtg aaa ctg acc att 
Ala Thr Gly Asp Trp Lys Gly Leu Arg He Thr Val Lys Leu Thr He 

50 55 60 

cag aac aga cag gec cag att gag gtg gtg cct tct gec tct gee ctg 
Gin Asn Arg Gin Ala Gin He Glu Val Val Pro Ser Ala Ser Ala Leu 
65 70 75 80 

ate ate aaa gec etc aag gaa cca cca aga gac aga aag aaa cag aaa 
He He Lys Ala Leu Lys Glu Pro Pro Arg Asp Arg Lys Lys Gin Lys 

85 90 95 

aac att aaa cac agt ggg aat ate act ttt gat gag att gtc aac att 453 
Asn He Lys His Ser Gly Asn He Thr Phe Asp Glu He Val Asn He 

100 105 HO 

get cga cag atg egg cac cga tec tta gec aga gaa etc tct gga acc 
Ala Arg Gin Met Arg His Arg Ser Leu Ala Arg Glu Leu Ser Gly Thr 

115 120 125 

att aaa gag ate ctg ggg act gec cag tea gtg ggc tgt aat gtt gat 
He Lys Glu He Leu Gly Thr Ala Gin Ser Val Gly Cys Asn Val Asp 

130 135 140 

ggc cgc cat cct cat gac ate ate gat gac ate aac agt ggt get gtg 
Gly Arg His Pro His Asp He He Asp Asp He Asn Ser Gly Ala Val 
145 150 155 160 

gaa tgc cca gec agt taagcacaa 
Glu Cys Pro Ala Ser 
165 

<210> 3815 
<211> 464 
<212> DNA 
<213> Homo sapiens 

<220> 



501 



549 



597 



621 



2367 



<221> CDS 
<222> 61. .369 



W aagat 

ry <2io> 3816 

jg <211> 485 

S <212> DNA 

^ <213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . .426 



60 
108 



<400> 3815 

acttccggcg ggtgacattc agccggcggt tcggggcgac ggactctcca ttccagaacc 
atg gcc caa ttt gtc cgt aac ctt gtg gag aag acc ccg gcg ctg gtg 
Met Ala Gin Phe Val Arg Asn Leu Val Glu Lys Thr Pro Ala Leu Val 
15 10 15 

aac get get gtg act tac teg aag cct cga ttg gcc aca ttt tgg tac 156 
Asn Ala Ala Val Thr Tyr Ser Lys Pro Arg Leu Ala Thr Phe Trp Tyr 

20 25 30 

tac gcc aag gtt gag ctg gtt cct ccc acc cct get gag ate cct aga 204 
Tyr Ala Lys Val Glu Leu Val Pro Pro Thr Pro Ala Glu He Pro Arg 

35 40 45 

get att cag age ctg aaa aaa ata gtc aat agt get cag act ggt age 252 
Ala He Gin Ser Leu Lys Lys He Val Asn Ser Ala Gin Thr Gly Ser 
50 55 60 

O ttc aaa cag etc aca gtt aag gaa get gtg ctg aat ggt ttg gtg gcc 
•d3 Phe Lys Gin Leu Thr Val Lys Glu Ala Val Leu Asn Gly Leu Val Ala 
in 65 70 75 80 

U act gag gtg ttg atg tgg ttt tat gtc gga gag att ata ggc aag egg 348 
H Thr Glu Val Leu Met Trp Phe Tyr Val Gly Glu He He Gly Lys Arg 
^ 85 90 95 

if gg c atc att gg c tat 9 at 9 tt: tgaagaccaa tctttaacat ctgattatat 
^ Gly He He Gly Tyr Asp Val 

100 

ttgatttatt atttgagtgt tgttggacca tgtgtgatca gaetgetate tgaataraat 



300 



399 



459 
464 



60 
111 



<400> 3816 

atattctatt tgacctttga actggcaaag gcttttttcw tcctcttccg gggacgttgt 
ctgcaggcac tcaga atg gtc cag cgt ttg aca tac cga cgt agg ctt tec 
Met Val Gin Arg Leu Thr Tyr Arg Arg Arg Leu Ser 
15 10 
tac aat aca gcc tct aac aaa act agg ctg tec cga acc cct ggt aat 159 
Tyr Asn Thr Ala Ser Asn Lys Thr Arg Leu Ser Arg Thr Pro Gly Asn 

15 20 25 

aga att gtt tac ctt tat acc aag aag gtt ggg aaa gca cca aaa tct 207 
Arg He Val Tyr Leu Tyr Thr Lys Lys Val Gly Lys Ala Pro Lys Ser 

30 35 40 

gca tgt ggt gtg tgc cca ggc aga ctt cga ggg gtt cgt get gta aga 255 
Ala Cys Gly Val Cys Pro Gly Arg Leu Arg Gly Val Arg Ala Val Arg 
45 50 55 60 



2368 





cct aaa gtt ctt atg aga ttg tec aaa aca aag aaa cat gtc age agg 
Pro Lvs Val Leu Met Arg Leu Ser Lys Thr Lys Lys His Val Ser Arg 

65 70 75 

gec tat ggt ggt tec atg tgt get aaa tgt gtt cgt gac agg ate aag 
Ala Tyr Gly Gly Ser Met Cys Ala Lys Cys Val Arg Asp Arg He Lys 

80 85 90 

cgt get ttc ctt ate gag gag cag aaa ate gtt gtg aaa gtg ttg aag 
Arg Ala Phe Leu He Glu Glu Gin Lys He Val Val Lys Val Leu Lys 

95 100 105 

gca caa gca cag agt cag aaa get aaa taaaaaaatg aaactttttt 
Ala Gin Ala Gin Ser Gin Lys Ala Lys 

110 H5 
gagtaataaa aatgaaaaga cgctgtgtgg ggatccact 

<210> 3817 

<211> 543 

<212> DNA 

<213> Homo sapiens 

-J3 <220> 

!Jf <221> CDS 

<222> 134. .484 



<400> 3817 

agttgtctgc aggtatggat gttgttctct tttccctgtc tttatttcct taccaategg 
ctgccatccg aggagctgag gaagectaga gctctcagaa gcagtccttt gagctggtgt 
aggggcactc aga atg gtc cag cgt ttg aca tac cga cgt agg ctt tec 
Met Val Gin Arg Leu Thr Tyr Arg Arg Arg Leu Ser 
15 10 
tac aat aca gec tct aac aaa act agg ctg tec cga acc cct ggt aat 
Tyr Asn Thr Ala Ser Asn Lys Thr Arg Leu Ser Arg Thr Pro Gly Asn 

15 20 25 

aga att gtt tac ctt tat acc aag aag gtt ggg aaa gca cca aaa tct 
Arg He Val Tyr Leu Tyr Thr Lys Lys Val Gly Lys Ala Pro Lys Ser 

30 35 40 

gca tgt ggt gtg tgc cca ggc aga ctt cga ggg gtt cgt get gta aga 
Ala Cys Gly Val Cys Pro Gly Arg Leu Arg Gly Val Arg Ala Val Arg 
45 50 55 60 

cct aaa gtt ctt atg aga ttg tec aaa aca aag aaa cat gtc age agg 
Pro Lys Val Leu Met Arg Leu Ser Lys Thr Lys Lys His Val Ser Arg 

65 70 75 

gee tat ggt ggt tec atg tgt get aaa tgt gtt cgt gac agg ate aag 
Ala Tyr Gly Gly Ser Met Cys Ala Lys Cys Val Arg Asp Arg He Lys 

80 85 90 

cgt get ttc ctt ate gag gag cag aaa ate gtt gtg aaa gtg ttg aag 
Arg Ala Phe Leu He Glu Glu Gin Lys He Val Val Lys Val Leu Lys 

95 100 105 

gca caa gca cag agt cag aaa get aaa taaaaaaatg aaactttttt 
Ala Gin Ala Gin Ser Gin Lys Ala Lys 

110 115 
gagtaataaa aatgaaaaga cgctgtgtgg ggatccact 



303 



351 



399 



446 



485 



60 
120 
169 



217 



265 



313 



361 



409 



457 



504 



543 



<210> 3818 



2369 





<211> 610 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 92. .514 



<400> 3818 

ggatgtgggg gccagccctc ggaaacggaa gtgagcggcg gggtcgactg acggtaacgg 
ggcagagagg ctgttcgcag agctgcggaa g atg aat gcc aga gga ctt gga 
^ Met Asn Ala Arg Gly Leu Gly 

1 5 
tct gag eta aag gac agt att cca gtt act gaa ctt tea gca agt gga 
Ser Glu Leu Lys Asp Ser He Pro Val Thr Glu Leu Ser Ala Ser Gly 

10 15 20 

cct ttt gaa agt cat gat ctt ctt egg aaa ggt ttt tct tgt gtg aaa 
Pro Phe Glu Ser His Asp Leu Leu Arg Lys Gly Phe Ser Cys Val Lys 

25 30 35 

aat gaa ctt ttg cct agt cat ccc ctt gaa tta tea gaa aaa aat ttc 
Asn Glu Leu Leu Pro Ser His Pro Leu Glu Leu Ser Glu Lys Asn Phe 
n 40 45 50 55 

m cag etc aac caa gat aaa atg aat ttt tec aca ctg aga aac att cag 
^ Gin Leu Asn Gin Asp Lys Met Asn Phe Ser Thr Leu Arg Asn He Gin 

60 65 70 

ggt eta ttt get ccg eta aaa tta cag atg gaa ttc aag gca gtg cag 
Gly Leu Phe Ala Pro Leu Lys Leu Gin Met Glu Phe Lys Ala Val Gin 
**% 75 80 85 

m cag gtt cag cgt ctt cca ttt ctt tea age tea aat ctt tea ctg gat 
Gin Val Gin Arg Leu Pro Phe Leu Ser Ser Ser Asn Leu Ser Leu Asp 
iU 9Q 95 100 

Z gtt ttg agg ggt aat gat gag act att gga ttt gag gat att ctt aat 
if Val Leu Arg Gly Asn Asp Glu Thr He Gly Phe Glu Asp He Leu Asn 

y los no H5 

gat cca tea caa age gaa gtc atg gga gag cca cac ttg atg gtg gaa 
Asp Pro Ser Gin Ser Glu Val Met Gly Glu Pro His Leu Met Val Glu 
120 125 130 135 

tat aaa ctt ggt tta ctg taaatagtgt gctgttcatg gaaaccgagg 
Tyr Lys Leu Gly Leu Leu 
140 

getgeatett gtttatagtc atctttgtac tgtaatttga tgtacacaac attaaaagta 
ctgaca 

<210> 3819 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 49. .354 



60 
112 



160 



208 



256 



304 



352 



400 



448 



496 



544 



604 
610 



2370 





w 



<400> 3819 

attcgctgcg gaccggagga ggaggggaga ggcctggagg acaccaac atg aac aag 57 



Met Asn Lys 
1 





aagg 






-=33; 


<210> 


3820 






<211> 


665 




:1S S 

1U 


<212> 


DNA 




332 


<213> 


Homo 


sapiens 












<220> 






0 


<221> 


CDS 






<222> 


106 . 


.648 



105 



201 



ttg aaa tea teg cag aag gat aaa gtt cgt cag ttt atg ate ttc aca 
Leu Lys Ser Ser Gin Lys Asp Lys Val Arg Gin Phe Met He Phe Thr 

5 10 15 

caa tct agt gaa aaa aca gca gta agt tgt ctt tct caa aat gac tgg 153 
Gin Ser Ser Glu Lys Thr Ala Val Ser Cys Leu Ser Gin Asn Asp Trp 
20 25 30 35 

aag tta gat gtt gca aca gat aat ttt ttc caa aat cct gaa ctt tat 
Lys Leu Asp Val Ala Thr Asp Asn Phe Phe Gin Asn Pro Glu Leu Tyr 

40 45 50 

ata cga gag agt gta aaa gga tea ttg gac agg aag aag tta gaa cag 24 9 

He Arg Glu Ser Val Lys Gly Ser Leu Asp Arg Lys Lys Leu Glu Gin 

55 60 65 

ctg tac aat aga tac aaa gac cct caa gat gag aat aaa att gga ata 297 
Leu Tyr Asn Arg Tyr Lys Asp Pro Gin Asp Glu Asn Lys He Gly He 
O 70 75 80 

J\ gat ggc ata cag cag ttc tgt gat gac ctg gca etc gat cca gec age 345 
* Asp Gly He Gin Gin Phe Cys Asp Asp Leu Ala Leu Asp Pro Ala Ser 
85 90 95 

ata gtg tgt tgattattgc atggaagttc agagnaaaca cagtgcgagt 3 94 

He Val Cys 
100 

tnccaaacag gagttcatgg atggcatgac agaattagat gtgacagcat agaaaaacta 454 



<400> 3820 

agccgccgtc agagccgcca tcttgtggga gcaaaaccaa cgcctggctc ggagcagcag 60 
cctctgaggt gtccctggcc agtgtccttc cacctgtcca caagc atg ggg aac ate 117 

Met Gly Asn He 

1 

ttc gec aac etc ttc aag ggc ctt ttt ggc aaa aaa gaa atg cgc ate 165 

Phe Ala Asn Leu Phe Lys Gly Leu Phe Gly Lys Lys Glu Met Arg He 

5 10 15 20 

etc atg gtg ggc ctg gat get gca ggg aag ace acg ate etc tac aag 213 

Leu Met Val Gly Leu Asp Ala Ala Gly Lys Thr Thr He Leu Tyr Lys 

25 30 35 

ctt aag ctg ggt gag ate gtg acc acc att ccc acc ata ggc ttc aac 
Leu Lys Leu Gly Glu He Val Thr Thr He Pro Thr He Gly Phe Asn 

40 45 50 

gtg gaa acc gtg gag tac aag aac ate age ttc act gtg tgg gac gtg 
Val Glu Thr Val Glu Tyr Lys Asn He Ser Phe Thr Val Trp Asp Val 



261 



309 



2371 





"0 <210> 3821 



55 60 65 

ggt ggc cag gac aag ate egg ccc ctg tgg cgc cac tac ttc cag aac 357 
Gly Gly Gin Asp Lys lie Arg Pro Leu Trp Arg His Tyr Phe Gin Asn 

70 75 80 

aca caa ggc ctg ate ttc gtg gtg gac age aat gac aga gag cgt gtg 405 
Thr Gin Gly Leu lie Phe Val Val Asp Ser Asn Asp Arg Glu Arg Val 
85 90 95 100 

aac gag gec cgt gag gag etc atg agg atg ctg gee gag gac gag etc 453 
Asn Glu Ala Arg Glu Glu Leu Met Arg Met Leu Ala Glu Asp Glu Leu 

105 110 115 

egg gat get gtc etc ctg gtg ttc gee aac aag cag gac etc ccc aac 501 
Arg Asp Ala Val Leu Leu Val Phe Ala Asn Lys Gin Asp Leu Pro Asn 

120 125 130 

gee atg aat gcg gee gag ate aca gac aag ctg ggg ctg cac tea eta 549 
Ala Met Asn Ala Ala Glu He Thr Asp Lys Leu Gly Leu His Ser Leu 

135 140 145 

cgc cac agg aac tgg wac att cag gee ace tgc gee acc age ggc gac 5 97 

Arg His Arg Asn Trp Xaa He Gin Ala Thr Cys Ala Thr Ser Gly Asp 
w 150 155 160 

ggg etc tat gaa gga ctg gac tgg ctg tec aat cag etc egg aac cag 645 
~* Gly Leu Tyr Glu Gly Leu Asp Trp Leu Ser Asn Gin Leu Arg Asn Gin 
165 170 175 180 

aag tgaacgegae ccccctc 
Lys 



665 



60 



<211> 497 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .481 



<400> 3821 

aaagttcata tcccagtgtc ctttgaatcg acttcctttt ttcttttttc cggcgttcaa 
g atg teg aag cga gga cgt ggt ggg tec tct ggt gcg aaa ttc egg att 109 
Met Ser Lys Arg Gly Arg Gly Gly Ser Ser Gly Ala Lys Phe Arg He 
15 10 15 

tec ttg ggt ctt ccg gta gga get gta ate aat tgt get gac aac aca 157 
Ser Leu Gly Leu Pro Val Gly Ala Val He Asn Cys Ala Asp Asn Thr 

20 25 30 

gga gee aaa aac ctg tat ate ate tec gtg aag ggg ate aag gga egg 
Gly Ala Lys Asn Leu Tyr He He Ser Val Lys Gly He Lys Gly Arg 

35 40 45 

ctg aac aga ctt ccc get get ggt gtg ggt gac atg gtg atg gee aca 
Leu Asn Arg Leu Pro Ala Ala Gly Val Gly Asp Met Val Met Ala Thr 

50 55 60 

gtc aag aaa ggc aaa cca gag etc aga aaa aag gta cat cca gca gtg 
Val Lys Lys Gly Lys Pro Glu Leu Arg Lys Lys Val His Pro Ala Val 
65 70 75 80 

gtc att cga caa cga aag tea tac cgt aga aaa gat ggc gtg ttt ctt 
Val He Arg Gin Arg Lys Ser Tyr Arg Arg Lys Asp Gly Val Phe Leu 



205 



253 



301 



349 



2372 




85 90 
tat ttt gaa gat aat gca gga gtc ata gtg aac 
Tyr Phe Glu Asp Asn Ala Gly Val He Val Asn 

100 105 
aaa ggt tct gcc att aca gga cca gta gca aag 
Lys Gly Ser Ala He Thr Gly Pro Val Ala Lys 

115 120 
tgg ccc egg att gca tec aat get ggc age att 
Trp Pro Arg He Ala Ser Asn Ala Gly Ser He 
130 135 




aat aaa ggc gag atg 3 97 

Asn Lys Gly Glu Met 
110 

gag tgt gca gac ttg 445 
Glu Cys Ala Asp Leu 
125 

gca tgattctcca gtatat 497 

Ala 

140 



<210> 3822 

<211> 453 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 37 . .360 



54 



tJI <400> 3822 

U gcgcatgtgc agaagggaaa cgtgaagaag gtgaag atg gcg gtg gcc agg gcc 
s j Met Ala Val Ala Arg Ala 

* 1 5 

« ggg gtc ttg gga gtc cag tgg ctg caa agg gca tec egg aac gtg atg 102 
^ Gly Val Leu Gly Val Gin Trp Leu Gin Arg Ala Ser Arg Asn Val Met 
*Q 10 15 20 

s _ ccg ctg ggc gca egg aca gcc tec cac atg acc aag gac atg ttc ccg 
O Pro Leu Gly Ala Arg Thr Ala Ser His Met Thr Lys Asp Met Phe Pro 
fU 25 30 35 

fy ggg ccc tat cct agg acc cca gaa gaa egg gcc gcc gcc gcc aag aag 
*F Gly Pro Tyr Pro Arg Thr Pro Glu Glu Arg Ala Ala Ala Ala Lys Lys 

40 45 50 

if tat aat atg cgt gtg gaa gac tac gaa cct tac ccg gat gat ggc atg 
y Tyr Asn Met Arg Val Glu Asp Tyr Glu Pro Tyr Pro Asp Asp Gly Met 
55 60 65 70 

ggg tat ggc gac tac ccg aag etc cct gac cgc tea cag cat gag aga 2 94 

Gly Tyr Gly Asp Tyr Pro Lys Leu Pro Asp Arg Ser Gin His Glu Arg 

75 80 85 

gat cca tgg tat age tgg gac cag ccg ggc ctg agg tta act ggg gtg 
Asp Pro Trp Tyr Ser Trp Asp Gin Pro Gly Leu Arg Leu Thr Gly Val 

90 95 100 

aac cga tgc act ggc acc tagacatgta caacaggaac cgtgtggata 
Asn Arg Cys Thr Gly Thr 
105 

catcccccac acctgtttct tggcatgtca tgtgtatgca getctteggt ttcctggctt 450 
tea 453 



150 



198 



246 



342 



390 



<210> 3823 

<211> 572 

<212> DNA 

<213> Homo sapiens 



2373 




<220> 
<221> CDS 
<222> 46. .540 



<400> 3823 

attctcgcct ggcgcggctg gggaaggtga acagtgtggc ccgcc atg ttc ttc tec 57 



Met Phe Phe Ser 
1 



<210> 3824 
<211> 522 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85 . .444 



<400> 3824 



105 



153 



201 



249 



297 



gcg gcg etc egg gee egg gcg get ggc etc ace gee cac tgg gga aga 
Ala Ala Leu Arg Ala Arg Ala Ala Gly Leu Thr Ala His Trp Gly Arg 
5 10 15 20 

cat gta agg aat ttg cat aag aca get atg caa aat gga get gga gga 
His Val Arg Asn Leu His Lys Thr Ala Met Gin Asn Gly Ala Gly Gly 

25 30 35 

get tta ttt gtg cac aga gat act cct gag aat aac cct gat act cca 
Ala Leu Phe Val His Arg Asp Thr Pro Glu Asn Asn Pro Asp Thr Pro 

40 45 50 

ttt gat ttc aca cca gaa aac tat aag agg ata gag gca att gta aaa 
Phe Asp Phe Thr Pro Glu Asn Tyr Lys Arg He Glu Ala He Val Lys 

55 60 65 

aac tat cca gaa ggc cat aaa gca gca get gtt ctt cca gtc ctg gat 
Asn Tyr Pro Glu Gly His Lys Ala Ala Ala Val Leu Pro Val Leu Asp 

70 75 80 

tta gec caa agg cag aat ggg tgg ttg ccc ate tct get atg aac aag 345 
Leu Ala Gin Arg Gin Asn Gly Trp Leu Pro He Ser Ala Met Asn Lys 
85 90 95 100 

gtt gca gaa gtt tta caa gta cct cca atg aga gta tat gaa gta gca 393 
Val Ala Glu Val Leu Gin Val Pro Pro Met Arg Val Tyr Glu Val Ala 

105 HO H5 

act ttt tat aca atg tat aat cga aag cca gtn gga aag tat cac att 441 
Thr Phe Tyr Thr Met Tyr Asn Arg Lys Pro Val Gly Lys Tyr His He 

120 125 130 

cag gtc tgc act act aca ccc tgc atg ctt cga aac tct gac age ata 489 
Gin Val Cys Thr Thr Thr Pro Cys Met Leu Arg Asn Ser Asp Ser He 

135 140 145 

ctg gag gee att cag aaa aag ctt gga aat aaa ggt tgg gga gac tac 537 
Leu Glu Ala He Gin Lys Lys Leu Gly Asn Lys Gly Trp Gly Asp Tyr 

150 155 160 

ace tgacaaactt ttcactctta tagaagtgga at 
Thr 
165 



572 



2374 





3^ 

5= 



ggcatcttgc tttttcttcc ccctcctcct gtgtgccccg cgccgctccc tctttccctt 60 
ttattcccgg ccccacacgc caaa atg aac age teg gac gaa gag aag cag 111 

Met Asn Ser Ser Asp Glu Glu Lys Gin 

1 5 

ctg cag etc att acc agt ctg aag gag caa gca ata ggc gaa tat gaa 159 

Leu Gin Leu He Thr Ser Leu Lys Glu Gin Ala He Gly Glu Tyr Glu 

10 15 20 25 

gac ctt aga gca gag aac cag aaa aca aag gag aag tgk gac aaa att 207 

Asp Leu Arg Ala Glu Asn Gin Lys Thr Lys Glu Lys Xaa Asp Lys He 

30 35 40 

agg caa gaa cga gat gaa gec gtt aaa aaa ctg gaa gaa ttt cag aaa 255 
Arg Gin Glu Arg Asp Glu Ala Val Lys Lys Leu Glu Glu Phe Gin Lys 

45 50 55 

att tct cac atg gkc ata gag gaa gtt aat ttc atg cag aac cat ctt 
He Ser His Met Xaa He Glu Glu Val Asn Phe Met Gin Asn His Leu 

60 65 70 

gaa ata gag aag act tgt cga gaa agt get gaa get ttg gca aca aag 
Glu He Glu Lys Thr Cys Arg Glu Ser Ala Glu Ala Leu Ala Thr Lys 
75 80 85 

O eta aat aaa gaa aat aaa acg ttg aaa aga ate age atg ttg tac atg 
^ Leu Asn Lys Glu Asn Lys Thr Leu Lys Arg He Ser Met Leu Tyr Met 
S 90 95 100 105 

|V gee aag ctg gga cca gat gta ata act gaa gag ata aac atn gna 
H Ala Lys Leu Gly Pro Asp Val He Thr Glu Glu He Asn Xaa Xaa 
W HO 115 120 

tgatgaagat tcgactacag acacagaegg tgccgccgag acttgtgtct cagtacagtg 504 
tcagaagcaa attaaaga 522 

■=337 

s <210> 3825 

O <211> 462 
fy <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 42 . .344 



303 



351 



399 



444 



56 



104 



<400> 3825 

aacgcgtgcg cacagtttct tccgacagtt gtgttgtgcc a atg gtg gag aag aaa 

Met Val Glu Lys Lys 
1 5 

act teg gtt cgc tec cag gac ccc ggg cag egg egg gtg ctg gac egg 
Thr Ser Val Arg Ser Gin Asp Pro Gly Gin Arg Arg Val Leu Asp Arg 

10 15 20 

get gee egg cag cgt cgc ate aac egg cag ctg gag gec ctg gag aat 152 
Ala Ala Arg Gin Arg Arg He Asn Arg Gin Leu Glu Ala Leu Glu Asn 

25 30 35 

gac aac ttc cag gat gac ccc cac gcg gga etc cct cag etc ggc aag 
Asp Asn Phe Gin Asp Asp Pro His Ala Gly Leu Pro Gin Leu Gly Lys 

40 45 50 

aga ctg cct cag ttt gat gac gat gcg gac act gga aag aaa aag aag 
Arg Leu Pro Gin Phe Asp Asp Asp Ala Asp Thr Gly Lys Lys Lys Lys 
55 60 65 



200 



248 



2375 





y I 
■Ms 



<210> 3827 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162 . .464 



<400> 3827 

gagagtaatg ttacagagcg gagagagtga ggaggctgcg tctggctccc gctctcacag 



344 



462 



aaa acc cga ggt gat cat ttt aaa ctt cgc ttc cga aaa aac ttt cag 296 
Lys Thr Arg Gly Asp His Phe Lys Leu Arg Phe Arg Lys Asn Phe Gin 
70 75 80 85 

gcc ctg ttg gag gag cag aac ttg agt gtg gcc gag ggc eta act acc 
Ala Leu Leu Glu Glu Gin Asn Leu Ser Val Ala Glu Gly Leu Thr Thr 

90 95 100 

tgacggcctg tgcgggaccc ccatcgcggc cccagcgccc cttctgtgct gtctgtggct 404 
tcccatcccc ctacacctgt gtcagctgcg gtgcccggta ctgcactgtg cgctgtct 

<210> 3826 
<211> 344 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . .325 



<400> 3826 

fl atgetctgea gagaaatcaa ag atg gcg gtt gta tct get gtt cgc tgg ctg 52 
in Met Ala Val Val Ser Ala Val Arg Trp Leu 

15 10 
ggc etc cgc age agg ctt ggc cag ccg ctg acg ggt egg egg gcg ggt 
Gly Leu Arg Ser Arg Leu Gly Gin Pro Leu Thr Gly Arg Arg Ala Gly 

15 20 25 

ttg tgt gaa cag gca cgc age tgc aga ttt tat tct ggt agt gca acc 
Leu Cys Glu Gin Ala Arg Ser Cys Arg Phe Tyr Ser Gly Ser Ala Thr 
s 30 35 40 

O etc tea aag gtt gaa gga act gat gta aca ggg att gaa gaa gta gta 196 
Pj Leu Ser Lys Val Glu Gly Thr Asp Val Thr Gly He Glu Glu Val Val 
hj 45 50 55 

*p att cca aaa aag aaa act tgg gat aaa gta gcc gtt ctt cag gca ctt 
2 He Pro Lys Lys Lys Thr Trp Asp Lys Val Ala Val Leu Gin Ala Leu 
y 60 65 70 

y gca tec aca gta aac agg gat acc aca get gtg cct tat gtg ttt caa 
Ala Ser Thr Val Asn Arg Asp Thr Thr Ala Val Pro Tyr Val Phe Gin 
75 80 85 90 

gat gat cct tac ctt atg cca gcg aaa cac ata taataaatgc attcacaca 344 
Asp Asp Pro Tyr Leu Met Pro Ala Lys His He 
95 100 



100 



148 



244 



292 



60 



2376 





S 5 



ccattgcagt acattgagct ccatagagac agcgccgggg caagtgagag ccggacgggc 12 0 
actgggcgac tctgtgcctc gctgaggaaa aataactaaa c atg ggc aaa gga gat 176 

Met Gly Lys Gly Asp 
1 5 

cct aag aag ccg aga ggc aaa atg tea tea tat gca ttt ttt gtg caa 224 
Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala Phe Phe Val Gin 

10 15 20 

act tgt egg gag gag cat aag aag aag cac cca gat get tea gtc aac 272 
Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Asp Ala Ser Val Asn 

25 30 35 

ttc tea gag ttt tct aag aag tgc tea gag agg tgg aag ace atg tct 
Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp Lys Thr Met Ser 

40 45 50 

get aaa gag aaa gga aaa ttt gaa gat atg gca aaa gcg gac aag gee 
Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys Ala Asp Lys Ala 

55 60 65 

cgt tat gaa aga gaa atg aaa ace tat ate cct ccc aaa ggg gag aca 
Arg Tyr Glu Arg Glu Met Lys Thr Tyr He Pro Pro Lys Gly Glu Thr 
70 75 80 85 

aaa aag aag ttc aag gat ccc aat gca ccc aag agg cct cac tgc tgt 
& Lys Lys Lys Phe Lys Asp Pro Asn Ala Pro Lys Arg Pro His Cys Cys 
J 90 95 100 

"V tgargtggtg gtggtcacaa atctcctc 



320 



368 



416 



464 



492 



<210> 3828 
<211> 485 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .419 



<400> 3828 

acatagttta ctttcatttt tgactctgag gctctttcca acgctgtaaa aaaggacaga 
ggctgttccc t atg gca gaa ggc aac cac aga aaa aag cca ctt aag gtg 110 
Met Ala Glu Gly Asn His Arg Lys Lys Pro Leu Lys Val 
15 10 
ttg gaa tec ctg ggc aaa gat ttc etc act ggt gtt ttg gat aac ttg 
Leu Glu Ser Leu Gly Lys Asp Phe Leu Thr Gly Val Leu Asp Asn Leu 

15 20 25 

gtg gaa caa aat gta ctg aac tgg aag gaa gag gaa aaa aag aaa tat 
Val Glu Gin Asn Val Leu Asn Trp Lys Glu Glu Glu Lys Lys Lys Tyr 
30 35 40 45 

tac gat get aaa act gaa gac aaa gtt egg gtc atg gca gac tct atg 254 
Tyr Asp Ala Lys Thr Glu Asp Lys Val Arg Val Met Ala Asp Ser Met 

50 55 60 

caa gag aag caa cgt atg gca gga caa atg ctt ctt caa ace ttt ttt 
Gin Glu Lys Gin Arg Met Ala Gly Gin Met Leu Leu Gin Thr Phe Phe 

65 70 75 

aac ata gac caa ata tec ccc aat aaa aaa get cat ccg aat atg gag 
Asn He Asp Gin He Ser Pro Asn Lys Lys Ala His Pro Asn Met Glu 
80 85 90 



60 



158 



206 



302 



350 



2377 





get gga cca cct gag tea gga gaa tct aca gat gec etc aag ctt tgt 398 
Ala Gly Pro Pro Glu Ser Gly Glu Ser Thr Asp Ala Leu Lys Leu Cys 

95 100 105 

cct cat gaa gaa ttc tgg aat tgaaccacga cctgccaatt aagarataga 449 
Pro His Glu Glu Phe Trp Asn 
110 115 

arattaaata gcagttctat taaraaataa aaagtt 485 

<210> 3829 

<211> 598 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 226 - - 543 



<400> 3829 

aaaaaeggae ggccatcttt gatgagggca gagctcacgt tgcattgaag acgaaacctc 60 

ggggaggtca ggcgctgtct ttccttccct ccctgctcgg cggctccacc acagttgcaa 120 

ectgeagagg cccggagaac acaaccctcc cgagaagccc aggtccagag ccaaacccgt 180 

cactgacccc ccagcccagg cgcccagcca ctccccaccg ctacc atg gee gaa gac 237 

Met Ala Glu Asp 

% 1 
1? gca gac atg cgc aat gag ctg gag gag atg cag cga agg get gac cag 2 85 

^ Ala Asp Met Arg Asn Glu Leu Glu Glu Met Gin Arg Arg Ala Asp Gin 

J3 5 10 15 20 

s ttg get gat gag teg ctg gaa age acc cgt cgt atg ctg caa ctg gtt 333 

O Leu Ala Asp Glu Ser Leu Glu Ser Thr Arg Arg Met Leu Gin Leu Val 

25 30 35 

gaa gag agt aaa gat get ggt ate agg act ttg gtt atg ttg gat gaa 3 81 

Glu Glu Ser Lys Asp Ala Gly He Arg Thr Leu Val Met Leu Asp Glu 

40 45 50 

caa gga gaa caa ctg gaa cgc att gag gaa ggg atg gac caa ate aat 429 

Gin Gly Glu Gin Leu Glu Arg He Glu Glu Gly Met Asp Gin He Asn 

55 60 65 

aag gac akg rra gaa gca gaa aag aat ttg acg gac eta gga aaa ttc 477 

Lys Asp Xaa Xaa Glu Ala Glu Lys Asn Leu Thr Asp Leu Gly Lys Phe 

70 75 80 

tgc ggg ctt tgt gtg tgt cct gkr aca age tta aat caa gtg atg ctt 525 

Cys Gly Leu Cys Val Cys Pro Xaa Thr Ser Leu Asn Gin Val Met Leu 

85 90 95 100 

aca aaa age ctg ggg caa taatcaggac ggagtggtgg ccagccagcc 573 

Thr Lys Ser Leu Gly Gin 

105 

tgctcgtgta gtggacgaac gggag 598 



<210> 3830 

<211> 658 

<212> DNA 

<213> Homo sapiens 

<220> 



2378 





<221> CDS 
<222> 286. .603 



ru 

iU 



<400> 3830 

aaaaacggac ggccatcttt gatgagggca gagctcacgt tgcattgaag acgaaacctc 
ggggaggtca ggcgctgtct ttccttccct ccctgctcgg cggctccacc acagttgcaa 
cctgcagagg cccggagaac acaaccctcc cgagaagccc aggactttgc agacccctca 
gttccctggg attgagacag cacttcctga ctgttacctt gggtccagag ccaaacccgt 
cactgacccc ccagcccagg cgcccagcca ctccccaccg ctacc atg gcc gaa gac 

Met Ala Glu Asp 
1 

gca gac atg cgc aat gag ctg gag gag atg cag cga agg get gac cag 
Ala Asp Met Arg Asn Glu Leu Glu Glu Met Gin Arg Arg Ala Asp Gin 
5 10 15 20 

ttg get gat gag teg ctg gaa age acc cgt cgt atg ctg caa ctg gtt 
Leu Ala Asp Glu Ser Leu Glu Ser Thr Arg Arg Met Leu Gin Leu Val 

25 30 35 

gaa gag agt aaa gat get ggt ate agg act ttg gtt atg ttg gat gaa 
Glu Glu Ser Lys Asp Ala Gly He Arg Thr Leu Val Met Leu Asp Glu 

40 45 50 

caa gga gaa caa ctg gaa cgc att gag gaa ggg atg gac caa ate aat 
Gin Gly Glu Gin Leu Glu Arg He Glu Glu Gly Met Asp Gin He Asn 

55 60 65 

aag gac akg rra gaa gca gaa aag aat ttg acg gac eta gga aaa ttc 
Lys Asp Xaa Xaa Glu Ala Glu Lys Asn Leu Thr Asp Leu Gly Lys Phe 

70 75 80 

tgc ggg ctt tgt gtg tgt cct gkr aca age tta aat caa gtg atg ctt 
Cys Gly Leu Cys Val Cys Pro Xaa Thr Ser Leu Asn Gin Val Met Leu 
85 90 95 100 

aca aaa age ctg ggg caa taatcaggac ggagtggtgg ccagccagcc 
Thr Lys Ser Leu Gly Gin 
105 

tgctcgtgta gtggacgaac gggag 

<210> 3831 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .408 



60 
120 
180 
240 
297 



345 



393 



441 



489 



537 



585 



633 



658 



<400> 3831 

gaeggaagtg ctctatcttg ttgccggaag tgggaagaga gaaaggttgt g atg gcg 

Met Ala 
1 

get ata get gca tec gag gtg ctg gtg gac age gcg gag gag ggg tec 
Ala He Ala Ala Ser Glu Val Leu Val Asp Ser Ala Glu Glu Gly Ser 

5 10 15 

etc get gcg gcg gcg gas ctg gcc get cag aag cgc gaa cag aga ctg 
Leu Ala Ala Ala Ala Xaa Leu Ala Ala Gin Lys Arg Glu Gin Arg Leu 



57 



105 



153 



2379 





201 



249 



20 25 30 

cgc aaa ttc egg gag ctg cac ctg atg egg aat gaa get cgt aaa tta 
Arg Lys Phe Arg Glu Leu His Leu Met Arg Asn Glu Ala Arg Lys Leu 
35 40 45 50 

aat cac cag gaa gtt gtg gaa gaa gat aaa aga eta aaa tta cct gca 
Asn His Gin Glu Val Val Glu Glu Asp Lys Arg Leu Lys Leu Pro Ala 

55 60 65 

aat tgg gaa gee aaa aaa get cgt ttg gag tgg gaa eta aag gaa gag 2 97 

Asn Trp Glu Ala Lys Lys Ala Arg Leu Glu Trp Glu Leu Lys Glu Glu 

70 75 80 

gaa aag aaa aag gaa tgt gcg gca aga sga gaa gac tat grg aaa gtg 345 
Glu Lys Lys Lys Glu Cys Ala Ala Arg Xaa Glu Asp Tyr Xaa Lys Val 

85 90 95 

aag ttg ctg gag ate agt gca gaa gat gca gaa aga tgg gag agg aaa 393 
Lys Leu Leu Glu He Ser Ala Glu Asp Ala Glu Arg Trp Glu Arg Lys 

100 105 HO 

agr aga gga aaa mcc tgatctggga tttcagatta tgctgctgcc agttacgcca g 449 
Arg Arg Gly Lys Xaa 
115 

%D. <210> 3832 

HI <211> 487 

y, <212> DNA 

= ,| <213> Homo' sapiens 

if! 

^ <220> 

^ <221> CDS 

^ <222> 95 . .406 

PJ <400> 3832 

fy acttgcgtcc gctacagtat gtcaatcget tgccccagca cagaagagct tctcctcatc 60 

aactggggat gattacagtt cttcctaaaa aagg atg get get ctt ttt eta aag 115 
2 Met Ala Ala Leu Phe Leu Lys 

S 1 5 

^ agg tta aca eta caa act gta aag tct gaa aat agt tgc att aga tgt 163 
Arg Leu Thr Leu Gin Thr Val Lys Ser Glu Asn Ser Cys He Arg Cys 

10 15 20 

ttt ggt aaa cac ate ctg caa aag aca gca cca gca cag ttg tec cct 211 
Phe Gly Lys His He Leu Gin Lys Thr Ala Pro Ala Gin Leu Ser Pro 

25 30 35 

att get tct gec cca aga etc tec ttc eta att cat gca aaa gee ttt 
He Ala Ser Ala Pro Arg Leu Ser Phe Leu He His Ala Lys Ala Phe 
40 45 50 55 

agt acc get gaa gac acc cag aat gaa gga aaa aag aca aaa aag aat 
Ser Thr Ala Glu Asp Thr Gin Asn Glu Gly Lys Lys Thr Lys Lys Asn 

60 65 70 

aaa aca get ttt agt aac gtt gga aga raa att agt cag cga gtt att 355 
Lys Thr Ala Phe Ser Asn Val Gly Arg Xaa He Ser Gin Arg Val He 

75 80 85 

cac tta ttt gat gag arg gca atg att tgg gaa aca tgc acc gag caa 403 
His Leu Phe Asp Glu Xaa Ala Met He Trp Glu Thr Cys Thr Glu Gin 

90 95 100 

atg tgattagact tatggatgag cgagacctgc gactggttca aaggaacacc 456 



259 



307 



2380 





Met 

agcacagasc tgcagagtat cagctcatga c 487 

<210> 3833 
<211> 461 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 47 . .409 



<400> 3833 

ttttttttct tttcgccatc ttttgtcttt ccgtggagct gtcgcc atg aag gtc 55 

Met Lys Val 
1 

gag ctg tgc agt ttt age ggg tac aag ate tac ccc gga cac ggg agg 103 
Glu Leu Cys Ser Phe Ser Gly Tyr Lys He Tyr Pro Gly His Gly Arg 
O 5 10 15 

J3 cgc tac gec agg acc gac ggg aag gtt ttc cag ttt ctt aat gcg aaa 151 
Ifs Arg Tyr Ala Arg Thr Asp Gly Lys Val Phe Gin Phe Leu Asn Ala Lys 
U 20 25 30 35 

L"= tgc gag teg get ttc ctt tec aag agg aat cct egg cag ata aac tgg 199 
Cys Glu Ser Ala Phe Leu Ser Lys Arg Asn Pro Arg Gin He Asn Trp 

40 45 50 

act gtc etc tac aga agg aag cac aaa aag gga cag teg gaa gaa att 247 
*JP Thr Val Leu Tyr Arg Arg Lys His Lys Lys Gly Gin Ser Glu Glu He 
a 55 60 65 

Q caa aag aaa aga acc cgc cga gca gtc aaa ttc cag agg gee att act 295 
IfU Gin Lys Lys Arg Thr Arg Arg Ala Val Lys Phe Gin Arg Ala He Thr 
ffl 70 75 80 

= ? ggt gca tct ctt get gat ata atg gee aag agg aat cag aaa cct gaa 343 
% Gly Ala Ser Leu Ala Asp He Met Ala Lys Arg Asn Gin Lys Pro Glu 
% 85 90 95 

^ gtt aga aag get caa cga gaa caa get ate agg sac ctr cwa agg mag 3 91 

Val Arg Lys Ala Gin Arg Glu Gin Ala He Arg Xaa Leu Xaa Arg Xaa 
100 105 HO 115 

cac eta age aaa aga ttg tgaagcctgt gaaagtttca gctccccgag 43 9 

His Leu Ser Lys Arg Leu 
120 

ttggtggaaa aegctaaact gg 

<210> 3834 
<211> 409 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .398 



. 3H 



461 



<400> 3834 



2381 



%3 I 



3P 



taggaaggcc a 



^ <210> 3835 

<211> 739 
^ <212> DNA 

<213> Homo sapiens 



206 



ataaaagggg cgggaggcca ggctcgtgcc gttttgcaga cgccaccgcc gaggaaaacc 60 
gtgtactatt agcc atg gtc aac ccc acc gtg ttc ttc gac att gcc gtc 110 
Met Val Asn Pro Thr Val Phe Phe Asp He Ala Val 
15 10 
gac ggc gag ccc ttg ggc cgc gtc tec ttt gag ctg ttt gca gac aag 158 
Asp Gly Glu Pro Leu Gly Arg Val Ser Phe Glu Leu Phe Ala Asp Lys 

15 20 25 

gtc cca aag aca gca gaa aat ttt cgt get ctg age act gga gag aaa 
Val Pro Lys Thr Ala Glu Asn Phe Arg Ala Leu Ser Thr Gly Glu Lys 

30 35 40 

gga ttt ggt tat aag ggt tec tgc ttt cac aga att att cca ggg ttt 254 
Gly Phe Gly Tyr Lys Gly Ser Cys Phe His Arg He He Pro Gly Phe 
45 50 55 60 

atg tgt cag ggt ggt gac ttc aca cgc cat aat ggc act ggt ggc aag 
Met Cys Gin Gly Gly Asp Phe Thr Arg His Asn Gly Thr Gly Gly Lys 

65 70 75 

tec ate tat ggg gag ggt cag cct get ttt gtt ate aag cct tec cag 
Ser He Tyr Gly Glu Gly. Gin Pro Ala Phe Val He Lys Pro Ser Gin 
80 85 90 

p egg aac eta ggg gng aga gac aca gcc agg asc aan sec agg ttc cag 
Arg Asn Leu Gly Xaa Arg Asp Thr Ala Arg Xaa Xaa Xaa Arg Phe Gin 
95 100 105 



302 



350 



398 



409 



<220> 
<221> CDS 
<222> 75. .569 



<400> 3835 

ataaaagggg cgggaggcca ggctcgtgcc gttttgcaga cgccaccgcc gaggaaaacc 60 
gtgtactatt agcc atg gtc aac ccc acc gtg ttc ttc gac att gcc gtc 110 

Met Val Asn Pro Thr Val Phe Phe Asp He Ala Val 

15 10 
gac ggc gag ccc ttg ggc cgc gtc tec ttt gag ctg ttt gca gac aag 158 
Asp Gly Glu Pro Leu Gly Arg Val Ser Phe Glu Leu Phe Ala Asp Lys 

15 20 25 

gtc cca aag aca gca gaa aat ttt cgt get ctg age act gga gag aaa 
Val Pro Lys Thr Ala Glu Asn Phe Arg Ala Leu Ser Thr Gly Glu Lys 

30 35 40 

gga ttt ggt tat aag ggt tec tgc ttt cac aga att att cca ggg ttt 254 
Gly Phe Gly Tyr Lys Gly Ser Cys Phe His Arg He He Pro Gly Phe 
45 50 55 60 

atg tgt cag ggt ggt gac ttc aca cgc cat aat ggc act ggt ggc aag 
Met Cys Gin Gly Gly Asp Phe Thr Arg His Asn Gly Thr Gly Gly Lys 

65 70 75 

tec ate tat ggg gag aaa ttt gaa gat gag aac ttc ate eta aag cat 
Ser He Tyr Gly Glu Lys Phe Glu Asp Glu Asn Phe He Leu Lys His 
80 85 90 



206 



302 



350 



2382 





<220> 
<221> CDS 
<222> 58 . .504 



446 



494 



acg ggt cct gkc ate ttg tec atg gca aat get gga ccc aac aca aat 398 
Thr Gly Pro Xaa He Leu Ser Met Ala Asn Ala Gly Pro Asn Thr Asn 

95 100 105 

ggt tec cag ttt ttc ate tgc act gee aag act gag tgg ttg gat ggc 
Gly Ser Gin Phe Phe He Cys Thr Ala Lys Thr Glu Trp Leu Asp Gly 

110 115 120 

aag cat gtg gtg ttt ggc aaa gtg aaa gaa ggc atg aat att gtg gag 
Lys His Val Val Phe Gly Lys Val Lys Glu Gly Met Asn He Val Glu 
125 130 135 140 

gec atg gag cgc ttt ggg tec agg aat ggc aag acc age aag aag ate 542 
Ala Met Glu Arg Phe Gly Ser Arg Asn Gly Lys Thr Ser Lys Lys He 

145 150 155 

acc att get gac tgt gga caa etc gaa taagtttgac ttgtgtttta 
Thr He Ala Asp Cys Gly Gin Leu Glu 
160 165 
tcttaaccac cagatewtte cttctgtagc tcaggagagc acccctccac cccatttgct 649 
cgcagtatcc tagaatcttt gtgctctcgc tgcagttccc tttgggttcc atgttttcct 709 
tgttccctcc catgcctagc tggattgcag 

O <210> 3836 

*Q <211> 564 

in <212> DNA 

ijl <213> Homo sapiens 



589 



739 



201 



O <400> 3836 

fy actcttgaag gettceggga eggagaagga teagggtegt ggaggtggtg aaaaggg 57 
m atg- get gac cag ctg act gag gag cag att gca gag ttc aag gag gee 105 

Met Ala Asp Gin Leu Thr Glu Glu Gin He Ala Glu Phe Lys Glu Ala 
£ 1 5 10 15 

if ttc tec etc ttt gac aag gat gga gat ggc act ate acc acc aag gag 153 
y Phe Ser Leu Phe Asp Lys Asp Gly Asp Gly Thr He Thr Thr Lys Glu 
20 25 30 

ttg ggg aca gtg atg aga tec ctg gga cag aac ccc act gaa gca gag 
Leu Gly Thr Val Met Arg Ser Leu Gly Gin Asn Pro Thr Glu Ala Glu 

35 40 45 

ctg cag gat atg ate aat gag gtg gat gca gat ggg aac ggg acc att 249 
Leu Gin Asp Met He Asn Glu Val Asp Ala Asp Gly Asn Gly Thr He 

50 55 60 

gac ttc ccg gag ttc ctg acc atg atg gec aga aag atg aag gac aca 297 
Asp Phe Pro Glu Phe Leu Thr Met Met Ala Arg Lys Met Lys Asp Thr 
65 70 75 80 

gac agt gag gag gag ate cga gag gcg ttc cgt gtc ttt gac aag gat 345 
Asp Ser Glu Glu Glu He Arg Glu Ala Phe Arg Val Phe Asp Lys Asp 

85 90 95 

ggg aat ggc tac ate age gec gca gag ctg cgt cac gta atg acg aac 3 93 

Gly Asn Gly Tyr He Ser Ala Ala Glu Leu Arg His Val Met Thr Asn 

100 105 HO 

ctg ggg gag aag ctg acc gat gag gag gtg gat gag atg ate agg gag 441 
Leu Gly Glu Lys Leu Thr Asp Glu Glu Val Asp Glu Met He Arg Glu 



2383 





<210> 3838 

<211> 417 

<212> DNA 

<213> Homo sapiens 



564 



115 120 125 

get gac ate gat gga gat ggc cag gtc aat tat gaa gag ttt gta cag 489 
Ala Asp lie Asp Gly Asp Gly Gin Val Asn Tyr Glu Glu Phe Val Gin 

130 135 140 

atg atg act gca aag tgaaggcccc ccgggcagct ggcgatgccc gttctcttga 544 
Met Met Thr Ala Lys 
145 

tctctctctt ctcgcgcgcg 

<210> 3837 
<211> 460 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 44 . .418 



0 <400> 3837 

cacaatcctt cgcgctcttc ctttccaact tggacgctgc aga atg get ccc gca 55 
ilJ Met Ala Pro Ala 

1 

aag aag ggt ggc gag aag aaa aag ggc cgt tct gec ate aac gaa gtg 103 
'% Lys Lys Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala He Asn Glu Val 

5 10 15 20 

m% t nta acc cga gaa tac acc ate aac att cac aag cgc ate cat gga gtg 151 

Xaa Thr Arg Glu Tyr Thr He Asn He His Lys Arg He His Gly Val 
s 25 30 35 

O ggc ttc aag aag cgt gca cct egg gca etc aaa gag att egg aaa ttt 199 
fU Gly Phe Lys Lys Arg Ala Pro Arg Ala Leu Lys Glu He Arg Lys Phe 
ffl 40 45 50 

% gee atg aag gag atg gga act cca gat gtg cgc att gac acc agg etc 247 
M Ala Met Lys Glu Met Gly Thr Pro Asp Val Arg He Asp Thr Arg Leu 
55 60 65 

aac aaa get gtc tgg gec aaa gga ata agg aat gtg cca tac cga ate 
Asn Lys Ala Val Trp Ala Lys Gly He Arg Asn Val Pro Tyr Arg He 

70 75 80 

cgt gtg egg ctg tec aga aaa cgt aat gag gat gaa gat tea cca aat 343 
Arg Val Arg Leu Ser Arg Lys Arg Asn Glu Asp Glu Asp Ser Pro Asn 
85 90 95 100 

aag eta tat act ttg gtt acc tat gta cct gtt acc act ttc aaa aat 
Lys Leu Tyr Thr Leu Val Thr Tyr Val Pro Val Thr Thr Phe Lys Asn 

105 HO 115 

eta cag aca gtc aat gtg gat gag aac taatcgctga tegtcagate 43 8 

Leu Gin Thr Val Asn Val Asp Glu Asn 
120 125 
mratwaagtt ataarattgc ma 460 



295 



391 



2384 





<220> 
<221> CDS 
<222> 44 . .346 



<400> 3838 

cacaatcctt cgcgctcttc ctttccaact tggacgctgc aga atg get ccc gca 55 

Met Ala Pro Ala 
1 

aag aag ggt ggc gag aag aaa aag ggc cgt tct gec ate aac gaa gtg 103 
Lys Lys Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala He Asn Glu Val 
5 10 15 20 

nta acc cga gaa tac acc ate aac att cac aag cgc ate cat gga gtg 151 
Xaa Thr Arg Glu Tyr Thr He Asn He His Lys Arg He His Gly Val 

25 30 35 

ggc ttc aag aag cgt gca cct egg gca etc aaa gag att egg aaa ttt 199 
Gly Phe Lys Lys Arg Ala Pro Arg Ala Leu Lys Glu He Arg Lys Phe 

40 45 50 

gee atg aag gag atg gga act cca gat gtg cgc att gac acc agg etc 247 
Ala Met Lys Glu Met Gly Thr Pro Asp Val Arg He Asp Thr Arg Leu 

55 60 65 

aac aaa get gtc tgg gec aaa gga ata agg aat gtg cca tac cga ate 295 
Asn Lys Ala Val Trp Ala Lys Gly He Arg Asn Val Pro Tyr Arg He 

70 75 80 

cgt gtg egg ctg tec aga aaa cgt aat gag gat gag ggc ctt tct att 343 
^ Arg Val Arg Leu Ser Arg Lys Arg Asn Glu Asp Glu Gly Leu Ser He 
*3 85 90 95 100 

^ eta tgaacctaca gtccctttca tactgtcccc aggctatgat aacacttgcc 396 
s Leu 

O aatcccacct cctgccccag t 417 



sscs> 



<210> 3839 

<211> 648 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .414 



<400> 3839 

agtttcagtc gtccgtgggt ttcccgccag ccgcagtctt ggaccataat c atg gtg 57 

Met Val 
1 

gac atg atg gac ttg ccc agg teg cgc ate aac gec ggc atg eta get 105 
Asp Met Met Asp Leu Pro Arg Ser Arg He Asn Ala Gly Met Leu Ala 

5 10 15 

caa ttc ate gac aag cct gtc tgc ttc gta ggg agg ctg gaa aag att 
Gin Phe He Asp Lys Pro Val Cys Phe Val Gly Arg Leu Glu Lys He 

20 25 30 

cat ccc acc gga aaa atg ttt att ctt tea gat gga gaa gga aaa aat 
His Pro Thr Gly Lys Met Phe He Leu Ser Asp Gly Glu Gly Lys Asn 
35 40 45 50 



153 



201 



2385 





gga acc ate 
Gly Thr lie 

gtg gaa gtg 
Val Glu Val 

tct tat gtc 
Ser Tyr Val 
85 

tac aat gaa 
Tyr Asn Glu 
100 

tta ggg att 
Leu Gly lie 
115 

atgagctata 
ctttctcata 
gatatattga 
cagattagat 



gag ttg atg gaa ccc ctt gat gaa gaa ate tct gga att 
Glu Leu Met Glu Pro Leu Asp Glu Glu He Ser Gly He 

55 60 65 

gtt gga aga gta acc gec aag gee acc ate ttg tgt aca 
Val Gly Arg Val Thr Ala Lys Ala Thr He Leu Cys Thr 
70 75 80 

cag ttt aaa gaa gat age cat cct ttt gat ctt gga ctt 
Gin Phe Lys Glu Asp Ser His Pro Phe Asp Leu Gly Leu 

90 95 
get gtg aaa att ate cat gac ttc cct cag ttt tat cct 
Ala Val Lys He He His Asp Phe Pro Gin Phe Tyr Pro 

105 HO 
gtg caa cat gat tgatcttgat ggattttcat acgattgtaa 
Val Gin His Asp 
120 

ttaaagtcta ttaaaggaag cccttcttgt ttgagggaga gatttctgtg 
tttaatttgc tgtttttaag atattccaac ctagagtttt tgatggaact 
cagttctcac cgaagtcctt ttataaagaa ttgctactcc aatatatggt 
gcaagaataa agca 



249 



297 



345 



393 



444 



504 
564 
624 
648 



<210> 3840 

<211> 540 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 222. 



536 



fU <400> 3840 

fU agtggaacct tcsggctcct tttctagacg ccccagtgga 

% ctccccttac gtcgaaatga ccgctgggtc ttgeactegg 

Z cccgacgcct cccgcccccg cagttccttg gagagcttgg 

% aggaaagctt ggttacaacc cgggacaccc ggagcttcag 



aca 


tgg 


acc 


ctg 


aag 


aag 


Thr 


Trp 


Thr 


Leu 


Lys 


Lys 










10 




ttt 


gag 


ttg 


aag 


aca 


get 


Phe 


Glu 


Leu 


Lys 


Thr 


Ala 








25 






ctg 


ctt 


gaa 


get 


ttg 


ttc 


Leu 


Leu 


Glu 


Ala 


Leu 


Phe 






40 








gec 


aaa 


aga 


ttg 


aag 


gaa 


Ala 


Lys 


Arg 


Leu 


Lys 


Glu 




55 










aaa 


gtt 


gtg 


gaa 


agt 


aaa 


Lys 


Val 


Val 


Glu 


Ser 


Lys 


70 










75 


ctg 


get 


tct 


cca 


ggc 


tgg 


Leu 


Ala 


Ser 


Pro 


Gly 


Trp 



cac 
His 

gag 
Glu 

etc 
Leu 

ggt 

Gly 

60 

aat 

Asn 

aca 
Thr 



ttt 
Phe 

etc 
Leu 

acc 

Thr 

45 

gat 

Asp 



gtt 
Val 

cca 

Pro 

30 

gtg 

Val 



ggc 

Gly 

15 

ccc 

Pro 

gat 
Asp 



aca atg 
Thr Met 



tat 
Tyr 

tta 
Leu 

ccc 
Pro 

atg 
Met 



gta gec eta cca 
Val Ala Leu Pro 
80 

acg cac tec att 
Thr His Ser He 



gnkgtttgct cttagacctc 
aggatcttgg gagecgaegt 
agccgcgcgc eggagggaat 
g atg gtt cgt act aag 
Met Val Arg Thr Lys 
1 5 
cct act aat agt gac 
Pro Thr Asn Ser Asp 
20 

aaa aat gga gag gtc 
Lys Asn Gly Glu Val 
35 

tac atg aga gtg gca 
Tyr Met Arg Val Ala 
50 

ggg cag caa gtg gec 
Gly Gin Gin Val Ala 
65 

aaa gga act att gta 
Lys Gly Thr He Val 
85 

tct gat ggg aaa gat 
Ser Asp Gly Lys Asp 



60 
120 
180 
236 



284 



332 



380 



428 



476 



524 



2386 





Ml 



90 95 100 

ctg gaa age tgc tgac 540 
Leu Glu Ser Cys 
105 

<210> 3841 

<211> 738 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .625 



60 
120 



220 



268 



<400> 3841 

accttaaagg actttcattt ctctcccctt ccttcatctc tcctccttca cttaccttca 
tttattattc taggcatgac aagtgtcaga tgtctgattt gaagactaat atgaatatat 
ctagtttttc agaagaagtg aagtcaag atg aag aac cat ttg ctt ttc tgg 172 

Met Lys Asn His Leu Leu Phe Trp 
1 5 
gga gtc ctg gcg gtt ttt att aag get gtt cat gtg aaa gec caa gaa 
Gly Val Leu Ala Val Phe He Lys Ala Val His Val Lys Ala Gin Glu 
L= 10 15 20 

^ gat gaa agg att gtt ctt gtt gac aac aaa tgt aag tgt gec egg att 
Asp Glu Arg He Val Leu Val Asp Asn Lys Cys Lys Cys Ala Arg He 
'43 25 30 35 40 

"*0 act tec agg ate ate cgt tct tec gaa gat cct aat gag gac att gtg 316 
s Thr Ser Arg He He Arg Ser Ser Glu Asp Pro Asn Glu Asp He Val 
Q 45 50 55 

?y gag aga aac ate cga att att gtt cct ctg aac aac agg gag aat ate 
m Glu Arg Asn He Arg He He Val Pro Leu Asn Asn Arg Glu Asn He 
5 P 60 65 70 

% tct gat ccc ace tea cca ttg aga acc aga ttt gtg tac cat ttg tct 
y Ser Asp Pro Thr Ser Pro Leu Arg Thr Arg Phe Val Tyr His Leu Ser 
U 75 80 85 

gac etc tgt aaa aaa tgt gat cct aca gaa gtg gag ctg gat aat cag 
Asp Leu Cys Lys Lys Cys Asp Pro Thr Glu Val Glu Leu Asp Asn Gin 

90 95 100 

ata gtt act get acc cag age aat ate tgt gat gaa gac agt get aca 
He Val Thr Ala Thr Gin Ser Asn He Cys Asp Glu Asp Ser Ala Thr 
105 HO 115 120 

gag acc tgc tac act tat gac aga aac aag tgc tac aca get gtg gtc 556 
Glu Thr Cys Tyr Thr Tyr Asp Arg Asn Lys Cys Tyr Thr Ala Val Val 

125 130 135 

cca etc gta tat ggt ggt gag acc aaa atg gtg gaa aca gee tta acc 604 
Pro Leu Val Tyr Gly Gly Glu Thr Lys Met Val Glu Thr Ala Leu Thr 

140 145 150 

cca gat gee tgc tat cct gac taatttaagt cattgetgae tgeatagetc 655 
Pro Asp Ala Cys Tyr Pro Asp 
155 

tttttcttga gaggctctcc attttgattc agaaagttan gcatatttat taccaatgaa 715 
tttgaaacca gggctttttt ttt 738 



364 



412 



460 



508 



2387 



<210> 3842 
<211> 727 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 138 . .614 



60 
120 
170 



218 



<400> 3842 

gattgttttt agtttgttag ctgcctggag tgttatttta agaaagcaga agcaccatca 
tttgcacact ccttatagat aacacacctt aaccctgact ttttttgctc cagtttttca 
gaagaagtga agtcaag atg aag aac cat ttg ctt ttc tgg gga gtc ctg 

Met Lys Asn His Leu Leu Phe Trp Gly Val Leu 
1 5 10 

gcg gtt ttt att aag get gtt cat gtg aaa gec caa gaa gat gaa agg 
Ala Val Phe lie Lys Ala Val His Val Lys Ala Gin Glu Asp Glu Arg 

15 20 25 

att gtt ctt gtt gac aac aaa tgt aag tgt gec egg att act tec agg 266 
He Val Leu Val Asp Asn Lys Cys Lys Cys Ala Arg He Thr Ser Arg 

30 35 40 

ate ate cgt tct tec gaa gat cct aat gag gac att gtg gag aga aac 
He He Arg Ser Ser Glu Asp Pro Asn Glu Asp He Val Glu Arg Asn 
45 50 55 

f% ate cga att att gtt cct ctg aac aac agg gag aat ate tct gat ccc 
■** He Arg He He Val Pro Leu Asn Asn Arg Glu Asn He Ser Asp Pro 
"% 60 65 70 75 

ace tea cca ttg aga acc aga ttt gtg tac cat ttg tct gac etc tgt 
% Thr Ser Pro Leu Arg Thr Arg Phe Val Tyr His Leu Ser Asp Leu Cys 
U 80 85 90 

W a aa aaa tgt gat cct aca gaa gtg gag ctg gat aat cag ata gtt act 
FU Lys Lys Cys Asp Pro Thr Glu Val Glu Leu Asp Asn Gin He Val Thr 
£ 95 100 105 

h get acc cag age aat ate tgt gat gaa gac agt get aca gag acc tgc 
S Ala Thr Gin Ser Asn He Cys Asp Glu Asp Ser Ala Thr Glu Thr Cys 
^ 110 115 120 

tac act tat gac aga aac aag tgc tac aca get gtg gtc cca etc gta 
Tyr Thr Tyr Asp Arg Asn Lys Cys Tyr Thr Ala Val Val Pro Leu Val 

125 130 135 

tat ggt ggt gag acc aaa atg gtg gaa aca gee tta acc cca gat gec 
Tyr Gly Gly Glu Thr Lys Met Val Glu Thr Ala Leu Thr Pro Asp Ala 
140 145 150 155 

tgc tat cct gac taatttaagt cattgetgae tgeatagetc tttttcttga 
Cys Tyr Pro Asp 

gaggctctcc attttgattc agaaagttan gcatatttat taccaatgaa tttgaaacca 714 
gggctttttt ttt 727 

<210> 3843 
<211> 504 
<212> DNA 
<213> Homo sapiens 

<220> 



314 



362 



410 



458 



506 



554 



602 



654 



2388 





299 



<221> CDS 
<222> 60 . .491 



<400> 3843 

tttttttttt tcctccnrtg aagacatagc tgcgggtggc tgtgctggtg gcgttcaag 59 
atg teg acc aag aat ttc cga gtc agt gac ggg gac tgg att tgc cct 107 
Met Ser Thr Lys Asn Phe Arg Val Ser Asp Gly Asp Trp He Cys Pro 
15 10 15 

gac aaa aaa tgt gga aat gta aac ttt get aga aga acc age tgt aat 155 
Asp Lys Lys Cys Gly Asn Val Asn Phe Ala Arg Arg Thr Ser Cys Asn 

20 25 30 

cga tgt ggt egg gag aaa aca act gag gee aag atg atg aaa get ggg 203 
Arg Cys Gly Arg Glu Lys Thr Thr Glu Ala Lys Met Met Lys Ala Gly 

35 40 45 

ggc act gaa ata gga aag aca ctt gca gaa aag age cga ggc eta ttt 251 
Gly Thr Glu He Gly Lys Thr Leu Ala Glu Lys Ser Arg Gly Leu Phe 

50 55 60 

agt get aat gac tgg caa tgt aaa act tgc age aat gtg aat tgg gec 
~~ Ser Ala Asn Asp Trp Gin Cys Lys Thr Cys Ser Asn Val Asn Trp Ala 
% 65 70 75 80 

J2 aga aga tea gag tgt aat atg tgt aat act cca aag tat get aaa tta 347 
H 1 Arg Arg Ser Glu Cys Asn Met Cys Asn Thr Pro Lys Tyr Ala Lys Leu 
M; 85 90 95 

U gaa gaa aga aca gga tat ggt ggt ggt ttt aat gaa aga gaa aat gtt 395 
*8 Glu Glu Arg Thr Gly Tyr Gly Gly Gly Phe Asn Glu Arg Glu Asn Val 
■J% 100 105 110 

5 gaa tat ata gaa aga rag aat ctg atg gtg aat atg atg agt ttg gac 443 
T Glu Tyr He Glu Arg Xaa Asn Leu Met Val Asn Met Met Ser Leu Asp 

H5 120 125 

S gta aaa aga naa aat aca gag gga aag cag ttg gtc ctg cat eta tat 4 91 

Val Lys Arg Xaa Asn Thr Glu Gly Lys Gin Leu Val Leu His Leu Tyr 
IU 130 135 140 

2! taaaggaagt tga 
M 

O <210> 3844 
<211> 501 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45. .392 



<400> 3844 

tttgttccca aagggttgtg cgtcaccgag tcgttggcgc tgtc atg gcg ggt gtg 56 

Met Ala Gly Val 
1 

ctg aag aag acc act ggc ctt gtg gga ttg get gtg tgc aat act cct 104 

Leu Lys Lys Thr Thr Gly Leu Val Gly Leu Ala Val Cys Asn Thr Pro 

5 10 15 20 

cac gag agg eta aga ata ttg tac aca aag att ctt gat gtt ctt gag 152 

His Glu Arg Leu Arg He Leu Tyr Thr Lys He Leu Asp Val Leu Glu 



504 



2389 



. 5~ 




200 



248 



296 



25 30 35 

gaa ate cct aaa aat gca gca tat aga aag tat aca gaa cag att aca 
Glu He Pro Lys Asn Ala Ala Tyr Arg Lys Tyr Thr Glu Gin He Thr 

40 45 50 

aat gag aag ctg get atg gtt aaa gcg gaa cca gat gtt aaa aaa tta 
Asn Glu Lys Leu Ala Met Val Lys Ala Glu Pro Asp Val Lys Lys Leu 

55 60 65 

gaa gac caa ctt caa ggc ggt caa tta gaa gag gtg att ctt cag get 
Glu Asp Gin Leu Gin Gly Gly Gin Leu Glu Glu Val He Leu Gin Ala 

70 75 80 

gaa cat gaa eta aat ctg gca aga aaa atg agg gaa tgg aaa eta tgg 344 
Glu His Glu Leu Asn Leu Ala Arg Lys Met Arg Glu Trp Lys Leu Trp 
85 90 95 100 

gag cca tta gtg gaa gag cct cct gec gat cag tgg aaa tgg cca ata 
Glu Pro Leu Val Glu Glu Pro Pro Ala Asp Gin Trp Lys Trp Pro He 

105 HO 115 

taattattaa gtgactttgg tgtgttcatg ggaaactgat gtaattaaat attctgttat 452 
attaagagcg tgttcttatt actgacattt tgtaatcaag aaaagtgat 501 

<210> 3845 
% <211> 449 
ri <212> DWA 
^ <213> Homo sapiens 

%M < 2 2 0 > 

<221> CDS 
.fs <222> 125. .436 



392 



265 



<400> 3845 

etacgegggg caggccagcc ctggggcgcc ttaaaaaccg gagctggege ttggcatcgc 60 
cactctgggc aggatccaac gtcgctccag ctgctcttga cgactccaca gataccccga 120 
agee atg gca age aag ggc ttg cag gac ctg aag caa cag gtg gag ggg 169 
Met Ala Ser Lys Gly Leu Gin Asp Leu Lys Gin Gin Val Glu Gly 
X 5 10 15 

acc gee cag gaa gee gtg tea gcg gee gga gcg gca get cag caa gtg 217 
Thr Ala Gin Glu Ala Val Ser Ala Ala Gly Ala Ala Ala Gin Gin Val 

20 25 30 

gtg gac cag gee aca gag gcg ggg cag aaa gee atg gac cag ctg gec 
Val Asp Gin Ala Thr Glu Ala Gly Gin Lys Ala Met Asp Gin Leu Ala 

35 40 45 

aag acc acc cag gaa acc ate gac aag act get aac cag gee tct gac 313 
Lys Thr Thr Gin Glu Thr He Asp Lys Thr Ala Asn Gin Ala Ser Asp 

50 55 60 

acc ttc tct ggg ate ggg aaa aaa ttc ggc ctg gag ctt ccc ttg etc 361 
Thr Phe Ser Gly He Gly Lys Lys Phe Gly Leu Glu Leu Pro Leu Leu 

65 70 75 

cct gag gga agg cct aga ggc etc ate ctt gtg ggg ccc caa ggt cct 
Pro Glu Gly Arg Pro Arg Gly Leu He Leu Val Gly Pro Gin Gly Pro 
80 85 90 95 

age atg agg ctg gac ttc gta tgg tgg tgaagaacag agt 
Ser Met Arg Leu Asp Phe Val Trp Trp 
100 



409 



449 



2390 





54 



102 



150 



198 



<210> 3846 

<211> 602 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .495 



<400> 3846 

gcattctggg gaaggagcag caccaaatcc aag atg gcg gcc age agg agg ctg 

Met Ala Ala Ser Arg Arg Leu 
1 5 
atg aag gag ctt gaa gaa ate cgc aaa tgt ggg atg aaa aac ttc cgt 
Met Lys Glu Leu Glu Glu He Arg Lys Cys Gly Met Lys Asn Phe Arg 

10 15 20 

aac ate cag gtt gat gaa get aat tta ttg act tgg caa ggg ctt att 
Asn He Gin Val Asp Glu Ala Asn Leu Leu Thr Trp Gin Gly Leu He 
?a s 25 30 35 

% gtt cct gac aac cct cca tat gat aag gga gcc ttc aga ate gaa ate 
^ Val Pro Asp Asn Pro Pro Tyr Asp Lys Gly Ala Phe Arg He Glu He 
01 4Q 45 50 55 

ft aac ttt cca gca gag tac cca ttc aaa cca ccg aag ate aca ttt aaa 246 
^ Asn Phe Pro Ala Glu Tyr Pro Phe Lys Pro Pro Lys He Thr Phe Lys 
m 60 65 70 

0 aca aag ate tat cac cca aac ate gac gaa aag ggg cag gtc tgt ctg 294 
fi Thr Lys He Tyr His Pro Asn He Asp Glu Lys Gly Gin Val Cys Leu 
~" 75 80 85 

^ cca gta att agt gcc gaa aac tgg aag cca gca ace aaa acc gac caa 
Pro Val He Ser Ala Glu Asn Trp Lys Pro Ala Thr Lys Thr Asp Gin 
*Z 90 95 100 

gta ate cag tec etc ata gca ctg gtg aat gac ccc cag cct gag cac 
Val He Gin Ser Leu He Ala Leu Val Asn Asp Pro Gin Pro Glu His 

105 HO H5 

ccg ctt egg get gac eta get gaa gaa tac tct aag gac cgt aaa aaa 
Pro Leu Arg Ala Asp Leu Ala Glu Glu Tyr Ser Lys Asp Arg Lys Lys 
120 125 130 135 

ttc tgt aag aat get gaa gag ttt aca aag aaa tat ggg gaa aag cga 
Phe Cys Lys Asn Ala Glu Glu Phe Thr Lys Lys Tyr Gly Glu Lys Arg 

140 145 150 

cct gtg gac taaaatctgc cacgattggt tccagcaagt gtgagcagag 
Pro Val Asp 

acngegtgea gtgcattcag acaccccgca aagcaggact ctgtggaaat tgacacgtgc 
casegsc 

<210> 3847 
<211> 506 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34. .399 



342 



390 



438 



486 



535 

595 
602 



2391 




<400> 3847 

gcattctggg gaaggagcag caccaaatcc aag atg gcg gcc age agg agg ctg 

Met Ala Ala Ser Arg Arg Leu 
1 5 
acg aag gac aac cct cca tat gat aag gga gcc ttc aga ate gaa ate 
Thr Lys Asp Asn Pro Pro Tyr Asp Lys Gly Ala Phe Arg He Glu He 

10 15 20 

aac ttt cca gca gag tac cca ttc aaa cca ccg aag ate aca ttt aaa 
Asn Phe Pro Ala Glu Tyr Pro Phe Lys Pro Pro Lys He Thr Phe Lys 

25 30 35 

aca aag ate tat cac cca aac ate gac gaa aag ggg cag gtc tgt ctg 
Thr Lys He Tyr His Pro Asn He Asp Glu Lys Gly Gin Val Cys Leu 
40 45 50 55 

cca gta att agt gcc gaa aac tgg aag cca gca acc aaa acc gac caa 
Pro Val He Ser Ala Glu Asn Trp Lys Pro Ala Thr Lys Thr Asp Gin 

60 65 70 

gta ate cag tec etc ata gca ctg gtg aat gac ccc cag cct gag cac 
Q Val He Gin Ser Leu He Ala Leu Val Asn Asp Pro Gin Pro Glu His 
,f* 5 75 80 85 

ccg ctt egg get gac eta get gaa gaa tac tct aag gac cgt aaa aaa 
Pro Leu Arg Ala Asp Leu Ala Glu Glu Tyr Ser Lys Asp Arg Lys Lys 

90 95 100 

ttc tgt aag aat get gaa gag ttt aca aag aaa tat ggg gaa aag cga 
Phe Cys Lys Asn Ala Glu Glu Phe Thr Lys Lys Tyr Gly Glu Lys Arg 

105 HO 115 

cct gtg gac taaaatctgc cacgattggt tccagcaagt gtgagcagag 439 
Pro Val Asp 
120 

acngegtgea gtgcattcag acaccccgca aagcaggact ctgtggaaat tgacacgtgc 



3S5 



casegsc 

<210> 3848 
<211> 720 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61 . .687 



<400> 3848 

agataatggg aggagceggg cccgagcgag ctctttcctt tcgctgctgc ggccgcagcc 
atg agt atg etc agg ctt cag aag agg etc gcc tct agt gtc etc cgc 
Met Ser Met Leu Arg Leu Gin Lys Arg Leu Ala Ser Ser Val Leu Arg 
1 5 10 15 

tgt ggc aag aag aag gtc tgg tta gac ccc aat gag acc aat gaa ate 
Cys Gly Lys Lys Lys Val Trp Leu Asp Pro Asn Glu Thr Asn Glu He 

20 25 30 

gcc aat gcc aac tec cgt cag cag ate egg aag etc ate aaa gat ggg 
Ala Asn Ala Asn Ser Arg Gin Gin He Arg Lys Leu He Lys Asp Gly 
35 40 45 



54 



102 



150 



198 



246 



294 



342 



390 



499 
506 



60 
108 



156 



204 



2392 



ui 




300 



444 



492 



ctg ate ate cgc aag cct gtg acg gtc cat tec egg get cga tgc egg 252 
Leu He He Arg Lys Pro Val Thr Val His Ser Arg Ala Arg Cys Arg 

50 55 60 

aaa aac ace ttg gee cgc egg aag ggc agg cac atg ggc ata ggt aag 
Lys Asn Thr Leu Ala Arg Arg Lys Gly Arg His Met Gly He Gly Lys 
65 70 75 80 

egg aag ggt aca gee aat gee cga atg cca gag aag gtc aca tgg atg 348 
Arg Lys Gly Thr Ala Asn Ala Arg Met Pro Glu Lys Val Thr Trp Met 

85 90 95 

agg aga atg agg att ttg cgc egg ctg etc aga aga tac cgt gaa tct 396 
Arg Arg Met Arg He Leu Arg Arg Leu Leu Arg Arg Tyr Arg Glu Ser 

100 105 HO 

aag aag ate gat cgc cac atg tat cac age ctg tac ctg aag gtg aag 
Lys Lys He Asp Arg His Met Tyr His Ser Leu Tyr Leu Lys Val Lys 

115 120 125 

ggg aat gtg ttc aaa aac aag egg att etc atg gaa cac ate cac aag 
Gly Asn Val Phe Lys Asn Lys Arg He Leu Met Glu His He His Lys 

130 135 140 

ctg aag gca gac aag gec cgc aag aag etc ctg get gac cag get gag 540 
Leu Lys Ala Asp Lys Ala Arg Lys Lys Leu Leu Ala Asp Gin Ala Glu 
145 150 155 160 

gec cgc agg tct aag acc aag gaa gca cgc aag cgc cgt gaa gag cgc 
Ala Arg Arg Ser Lys Thr Lys Glu Ala Arg Lys Arg Arg Glu Glu Arg 

165 170 175 

etc erg ggc caa gaa gga rgg aga tea nna aga ctt tat cca agg agg 
Leu Xaa Gly Gin Glu Gly Xaa Arg Ser Xaa Arg Leu Tyr Pro Arg Arg 

180 185 190 

aag aga cca aga aat aaa acc tec cac ttt gtc tgt aca tac tgg cct 
Lys Arg Pro Arg Asn Lys Thr Ser His Phe Val Cys Thr Tyr Trp Pro 

195 200 205 

ctg tgattatatt yatcagecat taaaataaaa caa 
Leu 

<210> 3849 
<211> 367 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 6 . .332 



588 



636 



684 



720 



50 



98 



<400> 3849 

agata atg gga gga gec ggg ccc gag cga get ctt tec ttt cgc tgc tgc 
Met Gly Gly Ala Gly Pro Glu Arg Ala Leu Ser Phe Arg Cys Cys 
15 10 15 

ggc cgc asc atg agt atg etc agg ctt cag aag agg etc gee tct agt 
Gly Arg Xaa Met Ser Met Leu Arg Leu Gin Lys Arg Leu Ala Ser Ser 

20 25 30 

gtc etc cgc tgt ggc aag aag aag gtc tgg tta gac ccc aat gag acc 146 
Val Leu Arg Cys Gly Lys Lys Lys Val Trp Leu Asp Pro Asn Glu Thr 

35 40 45 

aat gaa ate gec aat gee aac tec cgt cag cag ate egg aag etc ate 



194 



2393 



Asn Glu lie Ala Asn Ala 
50 

aaa gat ggg ctg ate ate 
Lys Asp Gly Leu lie lie 
65 

cga tgc egg aaa aac ace 
Arg Cys Arg Lys Asn Thr 
80 85 
ata ggt aag egg aag ggt 
lie Gly Lys Arg Lys Gly 
100 

tagctegctg gctcccggst c< 



Asn Ser Arg Gin Gin lie 
55 

cgc aag cct gtg acg gtc 
Arg Lys Pro Val Thr Val 
70 75 
ttg gee cgc egg aag ggc 
Leu Ala Arg Arg Lys Gly 
90 

aca gee aat gee ere ccc 
Thr Ala Asn Ala Xaa Pro 
105 

;tcccgacg tctcc 



Arg Lys Leu lie 
60 

cat tec egg get 242 
His Ser Arg Ala 

agg cac atg ggc 2 90 

Arg His Met Gly 
95 

tec ggc 332 
Ser Gly 

367 



<210> 3850 
<211> 361 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 5 . .346 



<400> 3850 

aaca atg gee caa gtt ttg ttc age agg aat atg aga ttg aat gta get 
Met Ala Gin Val Leu Phe Ser Arg Asn Met Arg Leu Asn Val Ala 
15 10 15 



49 



*<0 tta act ttc tgg aga aag aga agt ata agt gaa ctt gta get tat ttg 97 
s Leu Thr Phe Trp Arg Lys Arg Ser He Ser Glu Leu Val Ala Tyr Leu 



20 25 30 

ttg agg ata gaa gat ctt ggc gtt gtg gta gat tgc ctt cct gtg etc 145 
Leu Arg He Glu Asp Leu Gly Val Val Val Asp Cys Leu Pro Val Leu 

35 40 45 

ace aat tgt tta cag gaa gaa aaa caa tat ate tea ctt ggc tgc tgt 193 
Thr Asn Cys Leu Gin Glu Glu Lys Gin Tyr He Ser Leu Gly Cys Cys 

50 55 60 

gtt gac ttg ttg cct eta gta aag tea eta ctt aaa age aaa ttt gaa 241 
Val Asp Leu Leu Pro Leu Val Lys Ser Leu Leu Lys Ser Lys Phe Glu 

65 70 75 

gaa tat gtt ata gtt ggt tta aac tgg ctt caa gca gtc att aaa agg 289 
Glu Tyr Val He Val Gly Leu Asn Trp Leu Gin Ala Val He Lys Arg 
80 85 90 95 

tgg tgg tea gaa eta tea tec aaa aca gaa att ata aat gat gga aat 337 
Trp Trp Ser Glu Leu Ser Ser Lys Thr Glu He He Asn Asp Gly Asn 

100 105 HO 

att caa att taaaacaaca attaa 361 
He Gin He 



<210> 3851 

<211> 493 

<212> DNA 

<213> Homo sapiens 



<220> 



2394 



<221> CDS 
<222> 120 . .470 



<210> 3852 

<211> 478 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .416 



<400> 3851 

gggtctctgt aagagtcaca cgctttgggc atccttgaaa agaatcttct gaggcctcag 60 

cattttatct gagtcttctg aatcccactt agaactgtgt tgagctctca cccatcacg 119 

atg age aac aaa ttc ctg ggc acc tgg aaa ctt gtc tct agt gag aac 167 

Met Ser Asn Lys Phe Leu Gly Thr Trp Lys Leu Val Ser Ser Glu Asn 

1 5 10 15 

ttt gac gat tac atg aaa get ctg ggt gtg ggg tta gec acc aga aaa 215 

Phe Asp Asp Tyr Met Lys Ala Leu Gly Val Gly Leu Ala Thr Arg Lys 

20 25 30 

ctg gga aat ttg gec aaa ccc act gtg ate ate age aag aaa gga gat 263 
Leu Gly Asn Leu Ala Lys Pro Thr Val He He Ser Lys Lys Gly Asp 

35 40 45 

att ata act ata cga act gaa agt acc ttt aaa aat aca gaa ate tec 311 
He He Thr He Arg Thr Glu Ser Thr Phe Lys Asn Thr Glu He Ser 
50 55 60 

O ttc aag eta ggc cag gaa ttt gaa gaa acc aca get gac aat aga aag 
7 3 phe Lys Leu Gly Gin Glu Phe Glu Glu Thr Thr Ala Asp Asn Arg Lys 
\k 65 70 75 80 

ft acc aag age ate gta acc ctg cag aga gga tea ctg aat caa gtg cag 
H Thr Lys Ser He Val Thr Leu Gin Arg Gly Ser Leu Asn Gin Val Gin 
UJ 85 90 95 

* aga tgg gat ggc aaa gag aca acc ata aag aga get agt gar tgg gaa 455 
Arg Trp Asp Gly Lys Glu Thr Thr He Lys Arg Ala Ser Glu Trp Glu 

* 100 105 HO 

* aat ggt age gga atg traaatgaag ggcgtggtgt gca 
0 Asn Gly Ser Gly Met 



359 



407 



493 



60 
113 



<400> 3852 

tagaaggtaa cttccggtga eggggttgea tcacttcctc tcaagcttgg cgtttgtttg 
gtggggttac aegegggtte aac atg cgt ate gaa aag tgt tat ttc tgt teg 

Met Arg lie Glu Lys Cys Tyr Phe Cys Ser 
15 10 
ggg ccc ate tat cct gga cac ggc atg atg ttc gtc cgc aac gat tgc 161 
Gly Pro He Tyr Pro Gly His Gly Met Met Phe Val Arg Asn Asp Cys 

15 20 25 

aag gtg ttc aga ttt tgc aaa tct aaa tgt cat aaa aac ttt aaa aag 209 
Lys Val Phe Arg Phe Cys Lys Ser Lys Cys His Lys Asn Phe Lys Lys 

30 35 40 

aag cgc aat cct cgc aaa gtt agg tgg acc aaa gca ttc egg aaa gca 257 



2395 




305 



353 



401 



456 



478 



Lys Arg Asn Pro Arg Lys Val Arg Trp Thr Lys Ala Phe Arg Lys Ala 

45 50 55 

get ggt aaa gag ctt aca gtg gat aat tea ttt gaa ttt gaa aaa cgt 
Ala Gly Lys Glu Leu Thr Val Asp Asn Ser Phe Glu Phe Glu Lys Arg 

60 65 70 

aga aat gaa cct ate aaa tac cag cga gag eta tgg aat aaa act att 
Arq Asn Glu Pro He Lys Tyr Gin Arg Glu Leu Trp Asn Lys Thr He 
75 80 85 90 

gat gcg atg aag aga gtt gaa gaa ate aaa cag aag cgc cna get aaa 
Asp Ala Met Lys Arg Val Glu Glu He Lys Gin Lys Arg Xaa Ala Lys 

95 100 105 

ttt ata atg aac aga tgaagaaaat taaagagcta caggangngt tcaggatatc 
Phe He Met Asn Arg 
110 

aaagaagtca agcaaacatc ca 

<210> 3853 

<211> 518 

<212> DNA 

0 <213> Homo sapiens 

jyff <220> 

y& <221> CDS 

5-1 <222> 66 . .458 

? 

^ <400> 3853 

*B gatatgattg neggegarte gtggttctct tttcctcctt ggctgtctga agatagatcg 60 
ccatc atg aac gac acc gta act ate cgc act aga aag ttc atg acc aac 110 
O Met Asn Asp Thr Val Thr He Arg Thr Arg Lys Phe Met Thr Asn 

fll 1 5 10 15 

m cga eta ctt cag agg aaa caa atg gtc att gat gtc ctt cac ccc ggg 158 

Arg Leu Leu Gin Arg Lys Gin Met Val He Asp Val Leu His Pro Gly 
% 20 25 30 

— aag gcg aca gtg cct aag aca gaa att egg gaa aaa eta gec aaa atg 2 06 

U Lys Ala Thr Val Pro Lys Thr Glu He Arg Glu Lys Leu Ala Lys Met 
35 40 45 

tac aag acc aca ccg gat gtc ate ttt gta ttt gga ttc aga act cat 254 
Tyr Lys Thr Thr Pro Asp Val He Phe Val Phe Gly Phe Arg Thr His 

50 55 60 

ttt ggt ggt ggc aag aca act ggc ttt ggc atg att tat gat tec ctg 
Phe Gly Gly Gly Lys Thr Thr Gly Phe Gly Met He Tyr Asp Ser Leu 

65 70 75 

gat tat gca aag aaa aat gaa ccc aaa cat aga ctt gca aga cat ggc 
Asp Tyr Ala Lys Lys Asn Glu Pro Lys His Arg Leu Ala Arg His Gly 
80 85 90 95 

ctg tat gag aag aaa aag acc tea aga aag caa cga aag gaa cgc aag 
Leu Tyr Glu Lys Lys Lys Thr Ser Arg Lys Gin Arg Lys Glu Arg Lys 

100 105 HO 

aac aga atg aag aaa gtc agg ggg act gca aag gec aat gtt ggt get 
Asn Arg Met Lys Lys Val Arg Gly Thr Ala Lys Ala Asn Val Gly Ala 

115 120 125 

ggc aaa aag aag tgagctggag attggatcac agecgaagga gtaaaggtgc 
Gly Lys Lys Lys 



302 



350 



398 



446 



498 



2396 



130 

tgcaatgatg ttagctgtgg 518 

<210> 3854 

<211> 716 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 26. .706 



<400> 3854 

ggaagttgct ttgttttgct tcgag atg get gcg ggg atg tat ttg gaa cat 52 

Met Ala Ala Gly Met Tyr Leu Glu His 

1 5 

tat ctg gac agt att gaa aac ctt ccc ttt gaa tta cag aga aac ttt 100 

Tyr Leu Asp Ser lie Glu Asn Leu Pro Phe Glu Leu Gin Arg Asn Phe 

O io 15 20 25 

%y cag etc atg agg gac eta gac caa aga aca gag gac ctg aag get gaa 14 8 

Ul Gin Leu Met Arg Asp Leu Asp Gin Arg Thr Glu Asp Leu Lys Ala Glu 

f*jh 30 35 40 

jyj att gac aag ttg gee act gag tat atg agt agt gec cgc age ctg age 196 

lie Asp Lys Leu Ala Thr Glu Tyr Met Ser Ser Ala Arg Ser Leu Ser 

%. 45 50 55 

^ tec gag gaa aaa ttg gec ctt etc aaa cag ate cag gaa gee tat ggc 244 

^ Ser Glu Glu Lys Leu Ala Leu Leu Lys Gin lie Gin Glu Ala Tyr Gly 
s 60 65 70 

M aag tgc aag gaa ttt ggt gac gac aag gtg cag ctt gee atg cag ace 292 

fy Lys Cys Lys Glu Phe Gly Asp Asp Lys Val Gin Leu Ala Met Gin Thr 

fy 75 80 85 

£ tat gag atg gtg gac aaa cac att egg egg ctg gac aca gac ctg gee 340 

■m Tyr Glu Met Val Asp Lys His lie Arg Arg Leu Asp Thr Asp Leu Ala 

^ 90 95 100 105 

^ cgt ttt gag get gat etc aag gag aaa cag att gag tea agt gac tat 3 88 

Arg Phe Glu Ala Asp Leu Lys Glu Lys Gin lie Glu Ser Ser Asp Tyr 

110 115 120 

gac age tct tec age aaa ggc aaa aag age egg act caa aag gag aag 436 

Asp Ser Ser Ser Ser Lys Gly Lys Lys Ser Arg Thr Gin Lys Glu Lys 

125 130 135 

aaa get get cgt get cgt tec aaa ggg raa aac teg gat gaa gaa gee 484 

Lys Ala Ala Arg Ala Arg Ser Lys Gly Xaa Asn Ser Asp Glu Glu Ala 

140 145 150 

ccc aag act rcc cag aag aag tta aag etc gtg cgc aca agt cct gag 532 

Pro Lys Thr Xaa Gin Lys Lys Leu Lys Leu Val Arg Thr Ser Pro Glu 

155 160 165 

tat ggg awg ccc tea gtg acc ttt ggc agt gtc cac ccc tct gat gtg 580 

Tyr Gly Xaa Pro Ser Val Thr Phe Gly Ser Val His Pro Ser Asp Val 

170 175 180 185 

ttg gat atg cct gtg gat ccc aac gaa ccc acc tat tgc ctt tgt cac 628 

Leu Asp Met Pro Val Asp Pro Asn Glu Pro Thr Tyr Cys Leu Cys His 

190 195 200 

cag gtc tec tat gga gag atg att ggc tgt gac acc ctg att gtt cca 676 



2397 




* 



Gin Val Ser Tyr Gly Glu Met He Gly Cys Asp Thr Leu He Val Pro 

205 210 215 

ttg agt nnt tec att ttg cct gtg tgg ggc tgacaaccaa 716 
Leu Ser Xaa Ser He Leu Pro Val Trp Gly 
220 225 

<210> 3855 

<211> 602 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 212 . .514 



<400> 3855 

attgtgggaa gtatagggcg geaageggag gaggcgtggc gageggatea tccgcttccg 60 
^ gagtcgaggt tttegggett gtaccgcttg gcggtgcggc ctggtgtcgg ettgeaggtt 120 
*~ ctttctgtgt ttgttctctg ccctgccaag geegtagage tggtgcgtgc gggtagcggg 180 
gctctccgag gagccgcacg ccggcggcac c atg gtc cac etc act act etc 232 

Met Val His Leu Thr Thr Leu 
1 5 

etc tgc aag gee tac cgt ggg ggc cac tta acc ate cgc ctt gee ctg 280 
Leu Cys Lys Ala Tyr Arg Gly Gly His Leu Thr He Arg Leu Ala Leu 

10 15 20 

ggt ggc tgc acc aat egg ccg ttc tac cgc att gtg get get cac aac 328 
Gly Gly Cys Thr Asn Arg Pro Phe Tyr Arg He Val Ala Ala His Asn 

25 30 35 

aag tgt ccc agg gat ggc cgt ttc gta gag cag ctg ggc tec tat gat 376 
Lys Cys Pro Arg Asp Gly Arg Phe Val Glu Gin Leu Gly Ser Tyr Asp 
40 45 50 55 

cca ttg ccc aac agt cat gga gaa aaa etc gtt gec etc aac eta gac 424 
Pro Leu Pro Asn Ser His Gly Glu Lys Leu Val Ala Leu Asn Leu Asp 

60 65 70 

agg ate cgt cat tgg att ggc tgc ggg gee cac etc tct aag cct atg 472 
Arg He Arg His Trp He Gly Cys Gly Ala His Leu Ser Lys Pro Met 

75 80 85 

gaa aag ctt ctg ggt ctt get ggc ttt ttc etc tgc ate eta 514 
Glu Lys Leu Leu Gly Leu Ala Gly Phe Phe Leu Cys He Leu 

90 95 100 

tgatgtcaca aatgetgaga gaetgegaag gaaaegggea cgtgaagtcc tgttagcttc 574 
tcagaaaaca gatgeagaag ctacagat 602 

<210> 3856 
<211> 401 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18. .392 



Ui 



2398 



n 95 



535 

•^3 S 



ccc act cga gaa ttg get cag cag ata cag aag gtg gtc atg gca etc 
Pro Thr Arg Glu Leu Ala Gin Gin He Gin Lys Val Val Met Ala Leu 

HO 115 120 

ttg tgg taagaagtg 
Leu Trp 
125 



<210> 3857 
fy <211> 425 
fij <212> DNA 

<213> Homo sapiens 

% <220> 

w <221> CDS 

<222> 18 . .341 



50 



98 



146 



<400> 3856 

actagtttct aaggatc atg tct gcg age cag gat tec cga tec aga gac 

Met Ser Ala Ser Gin Asp Ser Arg Ser Arg Asp 
1 5 10 

aat ggc ccc gat ggg atg gag ccc gaa ggc gtc ate gag agt aac tgg 
Asn Gly Pro Asp Gly Met Glu Pro Glu Gly Val He Glu Ser Asn Trp 

15 20 25 

aat gag att gtt gac age ttt gat gac atg aac etc teg gag tec ctt 
Asn Glu He Val Asp Ser Phe Asp Asp Met Asn Leu Ser Glu Ser Leu 

30 35 40 

etc cgt ggc ate tac gee tat ggt ttt gag aag ccc tct gee ate cag 194 
Leu Arg Gly He Tyr Ala Tyr Gly Phe Glu Lys Pro Ser Ala He Gin 

45 50 55 

cag cga gee att eta cct tgt ate aag ggt tat gat gtg att get caa 
Gin Arg Ala He Leu Pro Cys He Lys Gly Tyr Asp Val He Ala Gin 
60 65 70 75 

gee caa tct ggg act ggg aaa acg gee aca ttt gee ata tea att ctg 
Ala Gin Ser Gly Thr Gly Lys Thr Ala Thr Phe Ala He Ser He Leu 

80 85 90 

cag cag att gaa tta gat eta aaa gee ace cag gee ttg gtc eta gca 
Gin Gin He Glu Leu Asp Leu Lys Ala Thr Gin Ala Leu Val Leu Ala 

100 105 



242 



290 



338 



386 



401 



<400> 3857 

actagtttct aaggatc atg tct gcg age cag gat tec cga tec aga gac 

Met Ser Ala Ser Gin Asp Ser Arg Ser Arg Asp 









1 








5 










10 




aat ggc 


ccc 


gat 


ggg 


atg 


gag 


ccc 


gaa 


ggc 


gtc 


ate 


gag 


agt 


aac 


tgg 


Asn Gly 


Pro 


Asp 


Gly 


Met 


Glu 


Pro 


Glu Gly Val 


He 


Glu 


Ser 


Asn 


Trp 




15 










20 










25 






aat gag 


att 


gtt 


gac 


age 


ttt 


gat 


gac 


atg 


aac 


etc 


teg 


gag 


tec 


ctt 


Asn Glu 


He 


Val 


Asp 


Ser 


Phe 


Asp 


Asp 


Met 


Asn 


Leu 


Ser 


Glu 


Ser 


Leu 




30 










35 










40 








etc cgt 


ggc 


ate 


tac 


gee 


tat 


ggt 


ttt 


gag 


aag 


ccc 


tct 


gee 


ate 


cag 


Leu Arg 


Gly 


He 


Tyr 


Ala 


Tyr Gly 


Phe 


Glu 


Lys 


Pro 


Ser 


Ala 


He 


Gin 


45 










50 










55 










cag cga 


gee 


att 


eta 


cct 


tgt 


ate 


aag 


ggt 


tat 


gat 


gtg 


att 


get 


caa 


Gin Arg 


Ala 


He 


Leu 


Pro 


Cys 


He 


Lys 


Gly 


Tyr 


Asp 


Val 


He 


Ala 


Gin 



2399 



290 

338 

391 
425 



60 65 70 75 

gcc caa tct ggg act ggg aaa acg gcc aca ttt gcc ata teg att ctg 
Ala Gin Ser Gly Thr Gly Lys Thr Ala Thr Phe Ala He Ser He Leu 

80 85 90 

cag cag att gaa tta gat eta aaa gcc acc cag net ttc tea ggt cat 
Gin Gin He Glu Leu Asp Leu Lys Ala Thr Gin Xaa Phe Ser Gly His 

95 100 105 

ttt taataataga agagtctagg attaatattg ttataaacat caagcttaat 
Phe 

agttgttttt tttataaaga aatgtttcca ttag 

<210> 3858 

<211> 443 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .434 



■s <400> 3858 

f l gccactaccc getgeggagt gaacggtgtg gageggagge cgeggagget cctcggtcct 
ft tcagcacccc tcggcccgac gcacccacgc ccctcacccc ccgagagccg aaa atg 116 



60 



164 



212 



260 



308 



Met 
1 

gac cca agt ggg gtc aaa gtg ctg gaa aca gca gag gac ate cag gag 
Asp Pro Ser Gly Val Lys Val Leu Glu Thr Ala Glu Asp He Gin Glu 

5 10 15 

agg egg cag cag gtc eta gac cga tac cac cgc ttc aag gaa etc tea 
Arg Arg Gin Gin Val Leu Asp Arg Tyr His Arg Phe Lys Glu Leu Ser 

20 25 30 

acc ctt agg cgt cag aag ctg gaa gat tec tat cga ttc cag ttc ttt 
Thr Leu Arg Arg Gin Lys Leu Glu Asp Ser Tyr Arg Phe Gin Phe Phe 

35 40 45 

caa aga gat get gaa gag ctg gag aaa tgg ata cag gaa aaa ctt cag 
Gin Arg Asp Ala Glu Glu Leu Glu Lys Trp He Gin Glu Lys Leu Gin 
50 55 60 65 

att gca tct gat gag aat tat aaa gac cca acc aac ttg cag gga aag 356 
He Ala Ser Asp Glu Asn Tyr Lys Asp Pro Thr Asn Leu Gin Gly Lys 

70 75 80 

ctt cag aag cat caa gca ttt gaa get gaa gtg cag gcc aac tea gga 
Leu Gin Lys His Gin Ala Phe Glu Ala Glu Val Gin Ala Asn Ser Gly 

85 90 95 

gcc att gtt aag ctg gat gaa ctg gaa acc tgatgatct 
Ala He Val Lys Leu Asp Glu Leu Glu Thr 
100 105 

<210> 3859 
<211> 446 
<212> DNA 
<213> Homo sapiens 

<220> 



404 



443 



2400 



<221> CDS 
<222> 83 . .400 



60 
112 



160 



208 



256 



304 



<400> 3859 

aaaatgaatt ccaagacacc attacaaaga aagccggact cttttcttat aactgagctc 
agccaaggaa actcttgcac aa atg tac aat act gtt tgg aat atg gaa gac 

Met Tyr Asn Thr Val Trp Asn Met Glu Asp 
15 10 
ctg gat tta gaa tat gcc aag aca gat ata aat tgt ggc aca gac ttg 
Leu Asp Leu Glu Tyr Ala Lys Thr Asp He Asn Cys Gly Thr Asp Leu 

15 20 25 

atg ttt tat ata gaa atg gac cca cca gca ctg cct cct aaa cca cca 
Met Phe Tyr He Glu Met Asp Pro Pro Ala Leu Pro Pro Lys Pro Pro 

30 35 40 

aaa cct act act gta gcc aac aac ggt atg aat aac aat atr tec tta 
Lys Pro Thr Thr Val Ala Asn Asn Gly Met Asn Asn Asn Xaa Ser Leu 
45 50 55 

ft caa gat get gaa tgg tac tgg gga gat ate teg agg gaa gaa gtg aat 
"t Gin Asp Ala Glu Trp Tyr Trp Gly Asp He Ser Arg Glu Glu Val Asn 
S 60 65 70 

y§ gaa aaa ctt cga gat aca gca gac ggg acc ttt ttg gta cga gat gcg 352 
** Glu Lys Leu Arg Asp Thr Ala Asp Gly Thr Phe Leu Val Arg Asp Ala 
W 75 80 85 90 

*0 tct act aaa atg cat ggt gat tat act ctt aca eta gga aag ggg aaa 
«J Ser Thr Lys Met His Gly Asp Tyr Thr Leu Thr Leu Gly Lys Gly Lys 
~ 95 100 105 

taacaaatta atcaaaatat ttcatcgaga tgggaaatat ggcttc 

<210> 3860 

<211> 377 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66. .374 



400 



446 



<400> 3860 

ttgagattgc cgcagaaaaa ctttttaacc ccaatactaa cttatacttt ggggacttct 
actgt atg tac act get tat cat tat gtg att ctt gtt att get cct gtg 
Met Tyr Thr Ala Tyr His Tyr Val He Leu Val He Ala Pro Val 
15 10 15 

gga tea cca gga gat gaa ttt tgt aag cag cgc ctt cct caa eta aat 
Gly Ser Pro Gly Asp Glu Phe Cys Lys Gin Arg Leu Pro Gin Leu Asn 

20 25 30 

tct aag gat aat aaa ttt ttg acc tgt aca gaa gaa gat ggg gtg ctg 
Ser Lys Asp Asn Lys Phe Leu Thr Cys Thr Glu Glu Asp Gly Val Leu 

35 40 45 

gtt tac cac cat gcc cag gat gtc att tta gaa gtc att tac act gac 
Val Tyr His His Ala Gin Asp Val He Leu Glu Val He Tyr Thr Asp 

50 55 60 

cct gtg gat ctt tct ctg ggc acc gtg gca gaa ate act ggt cat cag 



60 
110 



158 



206 



254 



302 



2401 



Pro Val Asp Leu Ser Leu Gly Thr 

65 70 
etc atg agt ktg tct act gca aat 
Leu Met Ser Xaa Ser Thr Ala Asn 
80 85 
acc tgt aat ate agt gtt gga cgt 
Thr Cys Asn He Ser Val Gly Arg 
100 

<210> 3861 

<211> 741 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .412 



Val Ala Glu He Thr Gly His Gin 
75 

gca aag aaa gat ccc age tgc aaa 
Ala Lys Lys Asp Pro Ser Cys Lys 
90 95 



60 
109 



157 



205 



w <400> 3861 

^ ccccgtcccg gcccccctgg gttccctcag cccagccctg tccagcccgg ttccegggag 
-Jl g atg aag ttc gtg tac aaa gaa gag cat ccg ttc gag aag cgc cgc tct 
U Met Lys Phe Val Tyr Lys Glu Glu His Pro Phe Glu Lys Arg Arg Ser 

y 1 5 10 15 

gag ggc gag aag ate cga aag aaa tac ccg gac egg gtg ccg gtg at a 
S Glu Gly Glu Lys He Arg Lys Lys Tyr Pro Asp Arg Val Pro Val He 
% 20 25 30 

gta gaa aag get ccc aaa get egg ata gga gac ctg gac aaa aag aaa 
% Val Glu Lys Ala Pro Lys Ala Arg He Gly Asp Leu Asp Lys Lys Lys 
O 35 40 45 

fiJ tac ctg gtg cct tct gat etc aca gtt ggt cag ttc tac ttc ttg ate 253 
rU Tyr Leu Val Pro Ser Asp Leu Thr Val Gly Gin Phe Tyr Phe Leu He 
*C 50 55 60 

O egg aag cga att cat etc cga get gag gat gec ttg ttt ttc ttt gtc 
» Arg Lys Arg He His Leu Arg Ala Glu Asp Ala Leu Phe Phe Phe Val 
65 70 75 80 

aac aat gtc att cca ccc acc agt gee aca atg ggt cag ctg tac cag 
Asn Asn Val He Pro Pro Thr Ser Ala Thr Met Gly Gin Leu Tyr Gin 

85 90 95 

gaa cac cat gaa gaa gac ttc ttt etc tac att gee tac agt gac gaa 
Glu His His Glu Glu Asp Phe Phe Leu Tyr He Ala Tyr Ser Asp Glu 

100 105 HO 

agt gtc tac ggt ctg tgaagctget gcccctgagc tggagggggg tctcattcta 452 
Ser Val Tyr Gly Leu 
115 

caaagagaga ggtggccccc ctttcttgam cntcctcctc cttcaagctc aaacaccacc 512 
tcccttattc aggaceggea cttcttaatg tttgtggctt tctctccagc ctctcttagg 572 
aggggtaatg gtggagttgg catcttgtaa ctctcctttc tcctttcttc ccctttctct 632 
gcccgccttt cccatcctgc tgtagacttc ttgattgtca gtctgtgtca catccagtga 692 
ttgttttggt ttctgttccc tttctgactg cccaaggggc tcagaaccc 

<210> 3862 
<211> 655 
<212> DNA 



301 



349 



397 



741 



2402 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 196. .513 



<400> 3862 

atctctggga ctcagtgctg caccgcgtgt acaaagacaa agagatgaat ctggggtaga 60 
tttaggtgat agtagaaaag gctcccaaag ctcggatagg agacctggac aaaaagaaat 120 
acctggtgcc ttctgatctc acagttggtc agttctactt cttgatccgg aagcgaattc 180 
atctccgagc tgagg atg cct tgt ttt tct ttg tea aca atg tea ttc cac 231 
Met Pro Cys Phe Ser Leu Ser Thr Met Ser Phe His 
15 10 
cca cca gtg cca caa tgg gtc age tgt ace agg aac ace atg aag aag 279 
Pro Pro Val Pro Gin Trp Val Ser Cys Thr Arg Asn Thr Met Lys Lys 

15 20 25 

act tct ttc tct aca ttg cct aca gtg acg aaa gtg tct acg gtc tgt 327 
Thr Ser Phe Ser Thr Leu Pro Thr Val Thr Lys Val Ser Thr Val Cys 

30 35 40 

gaa get get gee cct gag ctg gag ggg ggt etc att eta caa aga gag 375 
^ Glu Ala Ala Ala Pro Glu Leu Glu Gly Gly Leu He Leu Gin Arg Glu 
I* 45 50 55 60 

W agg tgg ccc ccc ttt ctt grm cnt cct cct cct tea age tea aac ace 423 
*8 Arg Trp Pro Pro Phe Leu Xaa Xaa Pro Pro Pro Ser Ser Ser Asn Thr 

65 70 75 

% acc tec ctt att cag gac egg cac ttc tta atg ttt gtg get ttc tct 471 
^ Thr Ser Leu He Gin Asp Arg His Phe Leu Met Phe Val Ala Phe Ser 
« 80 85 90 

~ cca gee tct ctt agg agg ggt aat ggt gga gtt ggc ate ttg 513 
^ Pro Ala Ser Leu Arg Arg Gly Asn Gly Gly Val Gly He Leu 
Hi 95 100 105 

*P taactctcct ttctcctttc ttcccctttc tctgcccgcc tttcccatcc tgctgtagac 573 
O ttcttgattg tcagtctgtg tcacatccag tgattgtttt ggtttctgtt ccctttctga 633 
Q ctgcccaagg ggctcagaac cc 655 

<210> 3863 

<211> 697 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .412 



<400> 3863 

ccccgtcccg gcccccctgg gttccctcag cccagccctg tccagcccgg ttccegggag 
g atg aag ttc gtg tac aaa gaa gag cat ccg ttc gag aag cgc cgc tct 
Met Lys Phe Val Tyr Lys Glu Glu His Pro Phe Glu Lys Arg Arg Ser 
! 5 10 I 5 

gag ggc gag aag ate cga aag aaa tac ccg gac egg gtg ccg gtg ata 
Glu Gly Glu Lys He Arg Lys Lys Tyr Pro Asp Arg Val Pro Val lie 
20 25 30 



2403 



gta gaa aag get ccc aaa get egg ata gga gac ctg gac aaa aag aaa 205 
Val Glu Lys Ala Pro Lys Ala Arg He Gly Asp Leu Asp Lys Lys Lys 

35 40 45 

tac ctg gtg cct tct gat etc aca gtt ggt cag ttc tac ttc ttg ate 
Tyr Leu Val Pro Ser Asp Leu Thr Val Gly Gin Phe Tyr Phe Leu He 

50 55 60 

egg aag cga att cat etc cga get gag gat gee ttg ttt ttc ttt gtc 
Arg Lys Arg He His Leu Arg Ala Glu Asp Ala Leu Phe Phe Phe Val 
65 70 75 80 

aac aat gtc att cca ccc ace agt gee aca atg ggt cag ctg tac cag 
Asn Asn Val He Pro Pro Thr Ser Ala Thr Met Gly Gin Leu Tyr Gin 

85 90 95 

gaa cac cat gaa gaa gac ttc ttt etc tac att gee tac agt gac gaa 
Glu His His Glu Glu Asp Phe Phe Leu Tyr He Ala Tyr Ser Asp Glu 

100 105 HO 

agt gtc tac ggt ctg tgaagctget gcccctttct tgacctcctc ctccttcaag 
Ser Val Tyr Gly Leu 
115 

^ ctcaaacacc acctccctta ttcaggaccg gcacttctta atgtttgtgg ctttctctsc 512 
^ aagscttctc ttaagraggg gtaatggtgg agttggcatc ttgtaactct cctttctcct 572 
^ ttcttcccct ttctctgccc gcctttccca tcctgctgta gacttcttga ttgtcagtct 632 
U1 gtgtcacatc cagtgattgt tttggtttct gttccctttc tgactgccca aggggctcag 692 



3= 



aaccc 
<210> 3864 



<211> 801 



253 



301 



349 



397 



452 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 409. .783 



<400> 3864 

ctcctcctcc tcctcccgcg ccctccgtgc agccacctgc tgcacttgcg cactgggagc 60 
gacacgctcg ggataagtag tgccggaaag ttagctgccg agacctggtg gattgetttt 120 
cgtttawcag tgcaaggaaa acagegctat agtactgcgt cacaactagc gcagactccg 180 
gcagtattta ggcggtgcgg cttgggaact agaatccget tcctgtcttc cgcctcaggc 240 
tagagggega gcgcttcgcc gtgggacttc ctctgcctgg ctccgcctct tgccccggaa 300 
gtactcacag cggacggtgg tttttgggca cgtttctgag cagcgcttcc tttttgtccg 360 
acatcttgac gaggctgegg tgtctgctgc tattctccga gettcgea atg ccg cct 417 

Met Pro Pro 
1 

aag gac gac aag aag aag aag gac get gga aag teg gee aag aaa gac 465 
Lys Asp Asp Lys Lys Lys Lys Asp Ala Gly Lys Ser Ala Lys Lys Asp 

5 10 15 

aaa gac cca gtg aac aaa tec ggg ggc aag gec aaa aag aag aag tgg 
Lys Asp Pro Val Asn Lys Ser Gly Gly Lys Ala Lys Lys Lys Lys Trp 
20 25 30 35 

tec aaa ggc aaa gtt egg gac aag etc aat aac tta gtc ttg ttt gac 
Ser Lys Gly Lys Val Arg Asp Lys Leu Asn Asn Leu Val Leu Phe Asp 

40 45 50 

aaa get acc tat gat aaa etc tgt aag gaa gtt ccc aac tat aaa ctt 



513 



561 



609 



2404 





Lys Ala Thr Tyr Asp Lys Leu Cys Lys Glu Val Pro Asn Tyr Lys Leu 

55 60 65 

ata acc cca get gtg gtc tct gag aga ctg aag att cga ggc tec ctg 657 
He Thr Pro Ala Val Val Ser Glu Arg Leu Lys He Arg Gly Ser Leu 

70 75 80 

gec agg gca gee ctt cag gag etc ctt agt aaa gga ctt ate aaa ctg 705 
Ala Arg Ala Ala Leu Gin Glu Leu Leu Ser Lys Gly Leu He Lys Leu 

85 90 95 

gtt tea aag cac aga get caa gta att tac acc aga aat acc aag ggt 753 
Val Ser Lys His Arg Ala Gin Val He Tyr Thr Arg Asn Thr Lys Gly 
100 105 HO H5 

gga gat get cca get get ggt gaa gat gca tgaataggtc caaccacc 
Gly Asp Ala Pro Ala Ala Gly Glu Asp Ala 
120 125 



801 



<210> 3865 

<211> 416 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 6. .398 



<400> 3865 

tagta atg tgt aat tta tec ttg ata acg gtg gaa cag att tct ctg acg 
Met Cys Asn Leu Ser Leu He Thr Val Glu Gin He Ser Leu Thr 
15 10 15 

a*. cag att act cga gag gga aag ggt get tct gec aga aat act aac ttg 
Gin He Thr Arg Glu Gly Lys Gly Ala Ser Ala Arg Asn Thr Asn Leu 

20 25 30 

ttt ctg ttt tgt ttt ggt gag cag aag tgg tec aaa ggc aaa gtt egg 
Phe Leu Phe Cys Phe Gly Glu Gin Lys Trp Ser Lys Gly Lys Val Arg 

35 40 45 

gac aag etc aat aac tta gtc ttg ttt gac aaa get acc tat gat aaa 
Asp Lys Leu Asn Asn Leu Val Leu Phe Asp Lys Ala Thr Tyr Asp Lys 

50 55 60 

etc tgt aag gaa gtt ccc aac tat aaa ctt ata acc cca get gtg gtc 
Leu Cys Lys Glu Val Pro Asn Tyr Lys Leu He Thr Pro Ala Val Val 

65 70 75 

tct gag aga ctg aag att cga ggc tec ctg gee agg gca gec ctt cag 
Ser Glu Arg Leu Lys He Arg Gly Ser Leu Ala Arg Ala Ala Leu Gin 
80 85 90 95 

gag etc ctt agt aaa gga ctt ate aaa ctg gtt tea aag cac aga get 
Glu Leu Leu Ser Lys Gly Leu He Lys Leu Val Ser Lys His Arg Ala 

100 105 110 

caa gta att tac acc aga aat acc aag ggt gga gat get cca get get 
Gin Val He Tyr Thr Arg Asn Thr Lys Gly Gly Asp Ala Pro Ala Ala 

115 120 125 

ggt gaa gat gca tgaataggtc caaccacc 
Gly Glu Asp Ala 
130 



50 



98 



146 



194 



242 



290 



338 



386 



416 



2405 



<210> 3866 

<211> 532 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . .476 



53 



101 



149 



197 



245 



293 



<400> 3866 

agaagaaggt gaggtcaaga gagtgcaga atg agg cat tec aat gtg cag cwt 

Met Arg His Ser Asn Val Gin Xaa 
1 5 
egg ctg gtg tea teg gtg tec ttc etc cgc tgc cgc mcc cgc aag get 
Arg Leu Val Ser Ser Val Ser Phe Leu Arg Cys Arg Xaa Arg Lys Ala 

10 15 20 

teg ccg tea teg agg cca ttt cca gcg act tgt cgc acg ctt ttc tat 
% Ser Pro Ser Ser Arg Pro Phe Pro Ala Thr Cys Arg Thr Leu Phe Tyr 
H 25 30 35 40 

m ata ctt cgt tec ccg cca acc gca acc att gac gee atg teg ggt tat 
He Leu Arg Ser Pro Pro Thr Ala Thr He Asp Ala Met Ser Gly Tyr 
UJ 45 50 55 

* teg agt gac cga gac cgc ggc egg gac cga ggg ttt ggt gca cct cga 
Ser Ser Asp Arg Asp Arg Gly Arg Asp Arg Gly Phe Gly Ala Pro Arg 
f% 60 65 70 

ttt gga gga agt agg gca ggg ccc tta tct gga aag aag ttt gga aac 
Phe Gly Gly Ser Arg Ala Gly Pro Leu Ser Gly Lys Lys Phe Gly Asn 
V 75 80 85 

* cct ggg gag aaa tta gtt aaa aag aag tgg aat ctt gat gag ctg cct 341 
y Pro Gly Glu Lys Leu Val Lys Lys Lys Trp Asn Leu Asp Glu Leu Pro 
? 90 95 100 

□ aaa ttt gag aag aat ttt tat caa gag cac cct gat ttg get agg cgc 389 

□ Lys Phe Glu Lys Asn Phe Tyr Gin Glu His Pro Asp Leu Ala Arg Arg 
105 HO H5 120 

aca gca caa gag gtg gaa aca tac aga aga age aag gaa att aca gtt 437 
Thr Ala Gin Glu Val Glu Thr Tyr Arg Arg Ser Lys Glu He Thr Val 

125 130 135 

aga ggt cac aac tgc ccg nwn naa gtt ctn gak ttt tta tgaagccaat 486 
Arg Gly His Asn Cys Pro Xaa Xaa Val Leu Xaa Phe Leu 

140 145 
ttccctgcaa atgtcatgga tgttattgca agacagaatt tcactg 

<210> 3867 
<211> 665 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68 . .583 



532 



<400> 3867 



2406 



160 



165 170 



ggtgtgaaat ctggcttttg ag 

<210> 3868 
<211> 450 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106 . .423 



157 



205 



253 



301 



ggtgggaacg gcgccgagtc agtgtacacg tcggttgcct aacaaccggc agcggactcc 60 
tttggct atg gcc tec aac ttt aag aag gca aac atg gca tea agt tct 109 
Met Ala Ser Asn Phe Lys Lys Ala Asn Met Ala Ser Ser Ser 
15 10 
cag cga aaa aga atg age cct aag cct gag ctt act gaa gag caa aag 
Gin Arg Lys Arg Met Ser Pro Lys Pro Glu Leu Thr Glu Glu Gin Lys 
15 20 25 30 

cag gag ate egg gaa get ttt gat ctt ttc gat gcg gat gga act ggc 
Gin Glu He Arg Glu Ala Phe Asp Leu Phe Asp Ala Asp Gly Thr Gly 

35 40 45 

acc ata gat gtt aaa gaa ctg aag gtg gca atg agg gcc ctg ggc ttt 
Thr He Asp Val Lys Glu Leu Lys Val Ala Met Arg Ala Leu Gly Phe 

50 55 60 

gaa ccc aag aaa gaa gaa att aag aaa atg ata agt gaa att gat aag 
Glu Pro Lys Lys Glu Glu He Lys Lys Met He Ser Glu He Asp Lys 

65 70 75 

gaa ggg aca gga aaa atg aac ttt ggt gac ttt tta act gtg atg acc 34 9 

Glu Gly Thr Gly Lys Met Asn Phe Gly Asp Phe Leu Thr Val Met Thr 

80 85 90 

cag aaa atg tct gag aaa rat act aaa gaa gaa ate ctg aaa get ttc 3 97 

Gin Lys Met Ser Glu Lys Xaa Thr Lys Glu Glu He Leu Lys Ala Phe 
95 100 105 HO 

aag etc ttt gat gat gat gaa act ggg aag att teg ttc aaa aat ctg 445 
Lys Leu Phe Asp Asp Asp Glu Thr Gly Lys He Ser Phe Lys Asn Leu 

115 120 125 

aaa cgc gtg gcc aag gag ttg ggt gag aac ctg act gat gag gag ctg 4 93 

Lys Arg Val Ala Lys Glu Leu Gly Glu Asn Leu Thr Asp Glu Glu Leu 

130 135 140 

cag gaa atg att gat gaa get gat cga gat gga gat gga gag gtc agt 541 
'J Gin Glu Met He Asp Glu Ala Asp Arg Asp Gly Asp Gly Glu Val Ser 
rij 145 150 155 

£ gag caa gag ttc ctg cgc ate atg aaa aag acc age etc tat 
A Glu Gin Glu Phe Leu Arg He Met Lys Lys Thr Ser Leu Tyr 

: sai£ 



583 



taagatcagt gtcttctttt tetactgern gcacatgtaa ctagatttag tgcctgccat 643 



665 



<400> 3868 

ageaaaegtc tegctgaggt catcctttac ggcaggcgtc cgcgtcgcta getagtegtt 
ctgaagegge ggccagagaa gagtcaaggg cacgagcatc gggee atg cct ttc ttg 

Met Pro Phe Leu 
1 

gac ate cag aaa agg ttc ggc ctt aac ata gat cga tgg ttg aca ate 
Asp He Gin Lys Arg Phe Gly Leu Asn He Asp Arg Trp Leu Thr He 



2407 



UJ 



213 



261 



309 



357 



405 



450 



5 10 15 20 

cag agt ggt gaa cag ccc tac aag atg get ggt cga tgc cat get ttt 
Gin Ser Gly Glu Gin Pro Tyr Lys Met Ala Gly Arg Cys His Ala Phe 

25 30 35 

gaa aaa gaa tgg ata gaa tgt gca cat gga ate ggt tat act egg gca 
Glu Lys Glu Trp He Glu Cys Ala His Gly He Gly Tyr Thr Arg Ala 

40 45 50 

gag aaa gag tgc aag ata gaa tat gat gat ttc gta gag tgt ttg ctt 
Glu Lys Glu Cys Lys He Glu Tyr Asp Asp Phe Val Glu Cys Leu Leu 

55 60 65 

egg cag aaa acg atg aga cgt gca ggt ace ate agg aag cag egg gat 
Arg Gin Lys Thr Met Arg Arg Ala Gly Thr He Arg Lys Gin Arg Asp 

70 75 80 

aag ctg ata aag gaa gga aag tac acc cct cca cct cac cac att ggc 
Lys Leu He Lys Glu Gly Lys Tyr Thr Pro Pro Pro His His He Gly 
85 90 95 100 

aag ggg gag cct egg ccc tgaacagagc agetgetgat atctgga 
Lys Gly Glu Pro Arg Pro 
105 

<210> 3869 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85 . .417 



<400> 3869 

cttttttttc aggaagegtt gtacataagt gaaagaaatt atgtctgagc tgtaatcact 
ctttatattg attgttatac tcac atg ate ata aat att age cat gtt tgg HI 

Met He He Asn He Ser His Val Trp 

1 5 
tgc tgt gga gaa atg aag gee ate gaa gac ggc aat ttg gag gaa atg 
Cvs Cys Gly Glu Met Lys Ala He Glu Asp Gly Asn Leu Glu Glu Met 
10 15 20 25 

gaa gag gaa gta egg ctt aag aag cga aaa aga cga aga aat gtg gat 
Glu Glu Glu Val Arg Leu Lys Lys Arg Lys Arg Arg Arg Asn Val Asp 

30 35 40 

aaa gat cct gca aaa gaa gat gtg gaa aaa get aag aag aga aga ggc 
Lys Asp Pro Ala Lys Glu Asp Val Glu Lys Ala Lys Lys Arg Arg Gly 

45 50 55 

cgc cct ccc get gag aaa ctg tea cca aat ccc ccc aaa ctg aca aag 
Arg Pro Pro Ala Glu Lys Leu Ser Pro Asn Pro Pro Lys Leu Thr Lys 

60 65 70 

cag atg aac get ate ate gat act gtg ata aac tac aaa gat agt tea 
Gin Met Asn Ala He He Asp Thr Val He Asn Tyr Lys Asp Ser Ser 

75 80 85 

ggg cga cas tea gtg aag tct tea ttc agt tac ctt caa gga aag aat 
Gly Arg Xaa Ser Val Lys Ser Ser Phe Ser Tyr Leu Gin Gly Lys Asn 
90 95 100 105 

tac cag aat act atg aat taattaagga agccagtgga tttcaaaaaa 



60 



159 



207 



255 



303 



351 



399 



447 



2408 



Tyr Gin Asn Thr Met Asn 
110 

<210> 3870 

<211> 531 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 57 . .443 



m 



<400> 3870 

aaaagacttc cggtcggcgt gaggtgaggt gtgggtgttc gtttctcagg taaaac atg 

Met 
1 

get aaa age tta egg agt aag tgg aaa aga aag atg cgt get gaa aag 
Ala Lys Ser Leu Arg Ser Lys Trp Lys Arg Lys Met Arg Ala Glu Lys 
5 10 15 

SR aga aaa aag aat gee cca aag gag gee age agg ctt aaa agt att etc 
yi Arg Lys Lys Asn Ala Pro Lys Glu Ala Ser Arg Leu Lys Ser He Leu 
& 20 25 30 

W aaa eta gac ggt gat gtt tta atg aaa gat gtt caa gag ata gca act 
*S Lys Leu Asp Gly Asp Val Leu Met Lys Asp Val Gin Glu He Ala Thr 
0 35 40 45 

fl gtg gtg gta ccc aaa ccc aaa cat tgc caa gag aaa atg caa tgt gag 
Val Val Val Pro Lys Pro Lys His Cys Gin Glu Lys Met Gin Cys Glu 
U 50 55 60 65 

t gta aaa gat gaa aaa gat gac atg aaa atg gag act gat att aag aga 
* Val Lys Asp Glu Lys Asp Asp Met Lys Met Glu Thr Asp He Lys Arg 
y 70 75 80 

£ aac aaa aag act ctt eta gac cag cat gga cag tac cca ata tgg atg 

□ Asn Lys Lys Thr Leu Leu Asp Gin His Gly Gin Tyr Pro He Trp Met 

□ 85 90 95 

aac caa agg caa aga aaa agg ctg aag gca aag cga gag aaa aga aag 
Asn Gin Arg Gin Arg Lys Arg Leu Lys Ala Lys Arg Glu Lys Arg Lys 

100 105 HO 

ggg aaa age aaa gca aaa gca gtg aaa gtg gca aag ggt ttg gee tgg 
Gly Lys Ser Lys Ala Lys Ala Val Lys Val Ala Lys Gly Leu Ala Trp 

115 120 125 

tagactctta aaaccttgga aaatgecaca tgggatagat gaeggattag aatgtataca 
catgtatact ttgatttcaa ctgccacc 

<210> 3871 

<211> 471 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .429 



59 



107 



155 



203 



251 



299 



347 



395 



443 



503 
531 



2409 



ill 



309 



<400> 3871 

agcatgcgcg ccggcgacca cgcctaaata gccgcagcct ctgcgcgtcg ccctccacgg 60 
ttaccccggc tctccgcccc tccttctcgc ggcgctcgag ggacc atg gcc gat cct 117 

Met Ala Asp Pro 

1 

cgc gtg aga cag ate aag ate aag ace ggc gtg gtg aag egg ttg gtc 165 

Arg Val Arg Gin He Lys He Lys Thr Gly Val Val Lys Arg Leu Val 

5 10 15 20 

aaa gaa aaa gtg atg tat gaa aaa gag gca aaa caa caa gaa gaa aag 213 

Lys Glu Lys Val Met Tyr Glu Lys Glu Ala Lys Gin Gin Glu Glu Lys 

25 30 35 

att gaa aaa atg aga get gaa gac ggt gaa aat tat gac att aaa aag 261 
He Glu Lys Met Arg Ala Glu Asp Gly Glu Asn Tyr Asp He Lys Lys 

40 45 50 

cag gca gag ate eta caa gaa tec agg atg atg ate cca gat tgc cag 
Gin Ala Glu He Leu Gin Glu Ser Arg Met Met He Pro Asp Cys Gin 

55 60 65 

cgc agg ttg gaa gcc gca tat ttg gat ctt caa egg ata eta gaa aat 357 

□ Arg Arg Leu Glu Ala Ala Tyr Leu Asp Leu Gin Arg He Leu Glu Asn 

J£ 70 75 80 

7* gaa aaa gac ttg gaa gaa get gag gaa tat aaa gaa gca cgt tta gta 
? S Glu Lys Asp Leu Glu Glu Ala Glu Glu Tyr Lys Glu Ala Arg Leu Val 
N; 85 90 95 100 

4f ctg gat tea gtg aag tta gaa gcc tgaaactttt ctcgtatggg gtggtttttg 459 
^3 Leu Asp Ser Val Lys Leu Glu Ala 
*0 105 
J3 cattaaatcc kg 

f] <210> 3872 

ry <211> 559 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 33 . . 365 



405 



471 



<400> 3872 

gtctctttcc gccatctttc cgcgccgcca ca atg gtg cgc atg aat gtc ctg 53 

Met Val Arg Met Asn val Leu 
1 5 

ggc aaa cgc 101 
Gly Lys Arg 

ttt etc act 149 
Phe Leu Thr 

att gat gac 197 
He Asp Asp 
55 

eta aac aag 245 
Leu Asn Lys 
70 



gca 


gat 


get 


etc 


aag 


agt 


ate 


aac 


aat 


gcc 


gaa 


aag 


aga 


Ala 


Asp 


Ala 


Leu 


Lys 


Ser 


He 


Asn 


Asn 


Ala 


Glu 


Lys 


Arg 




10 










15 










20 


cag 


gtg 


ctt 


att 


agg 


ccg 


tgc 


tec 


aaa 


gtc 


ate 


gtc 


egg 


Gin 


Val 


Leu 


He 


Arg 


Pro 


Cys 


Ser 


Lys 


Val 


He 


Val 


Arg 




25 










30 










35 




gtg 


atg 


atg 


aag 


cat 


ggt 


tac 


att 


ggc 


gaa 


ttt 


gaa 


ate 


Val 


Met 


Met 


Lys 


His 


Gly 


Tyr 


He 


Gly Glu 


Phe 


Glu 


He 


40 










45 










50 






cac 


aga 


get 


ggg 


aaa 


att 


gtt 


gtg 


aac 


etc 


aca 


ggc 


agg 


His 


Arg 


Ala 


Gly 


Lys 


He 


Val 


Val 


Asn 


Leu 


Thr Gly Arg 










60 










65 









2410 




<400> 3873 



<*± U U ^ J O / J 

gtctctttcc gccatctttc cgcgccggtg agtagcactc tctgagagct ccaatttcat 
ccgtctgcca tcggcgccat cctgcaatct aagccaca atg gtg cgc atg aat gtc 

Met Val Arg Met Asn Val 



=3 S 

s¥ „4-« „4-+- ^+-4- r*r*n hnr i-nn at C ate OtC CQQ ttt CtC 212 

-t-ij-y vjxn v«.-l. uvu ^.j-w - - - — —j. — J — 

2F5 30 35 

260 



308 



ctg 


gca 


gat 


get 


etc 


aag 


agt 


ate 


aac 


aat 


1 

gee 


gaa 


aag 


aga 


5 

ggc 


aaa 


Leu 


Ala 


Asp 


Ala 


Leu 


Lys 


Ser 


He 


Asn 


Asn 


Ala 


Glu 


Lys 


Arg 


Gly 


Lys 






10 










15 










20 






cgc 


cag 


gtg 


ctt 


att 


agg 


ccg 


tgc 


tec 


aaa 


gtc 


ate 


gtc 


egg 


ttt 


etc 


Arg 


Gin 


Val 


Leu 


lie 


Arg 


Pro 


Cys 


Ser 


Lys 


Val 


He 


Val 


Arg 


Phe 


Leu 




25 










30 










35 








act 


gtg 


atg 


atg 


aag 


cat 


ggt 


tac 


att 


ggc 


gaa 


ttt 


gaa 


ate 


att 


gat 


Thr 


Val 


Met 


Met 


Lys 


His 


Gly 


Tyr 


He 


Gly Glu 


Phe 


Glu 


He 


He 


Asp 




40 










45 










50 










gac 


cac 


aga 


get 


ggg 


aaa 


att 


gtt 


gtg 


aac 


etc 


aca 


ggc 


agg 


eta 


aac 


Asp 


His 


Arg 


Ala 


Gly 


Lys 


He 


Val 


Val 


Asn 


Leu 


Thr 


Gly 


Arg 


Leu 


Asn 


55 








60 










65 










70 


aag 


tgt 


ggg 


gtg 


ate 


age 


ccc 


aga 


ttt 


gac 


gtg 


caa 


etc 


aaa 


gac 


ctg 


Lys 


Cys 


Gly val 


He 


Ser 


Pro 


Arg 


Phe 


Asp 


Val 


Gin 


Leu 


Lys 


Asp 


Leu 






75 










80 










85 




gaa 


aaa 


tgg 


cag 


aat 


aat 


ctg 


ctt 


cca 


tec 


cgc 


cag 


ttt 


ggt 


ttc 


att 


Glu 


Lys 


Trp 


Gin 


Asn 


Asn 


Leu 


Leu 


Pro 


Ser 


Arg 


Gin 


Phe 


Gly 


Phe 


He 




90 










95 










100 






gta 


ctg 


aca 


act 


cag 


ctg 


gca 


tea 


tgg 


ace 


atg 


aag 


aag 


caa 


gac 


gaa 


Val 


Leu 


Thr 
105 


Thr 


Gin 


Leu 


Ala 


Ser 
110 


Trp 


Thr 


Met 


Lys 


Lys 
115 


Gin 


Asp 


Glu 


aac 


aca 


cag 


gag 


gaa 


aat 


cct 


ggg 


att 


ctt 


ttt 


eta 


ggg 


atg 






Asn 


Thr 
120 


Gin 


Glu 


Glu 


Asn 


Pro 
125 


Gly 


He 


Leu 


Phe 


Leu 
130 


Gly 


Met 






taatacatat 


atttacaaat aaaatgeetc atg 















341 



395 



kkt gga gtg cag tgg cac gat ctt ggc tac tgc aac etc tgt etc cca 293 
Xaa Gly Val Gin Trp His Asp Leu Gly Tyr Cys Asn Leu Cys Leu Pro 

75 80 85 

ggt tea age gat tct cct gee tea gee tec eta gta get gag att aca 
Gly Ser Ser Asp Ser Pro Ala Ser Ala Ser Leu Val Ala Glu He Thr 

90 95 100 

gtg tgg ggt gat cag ccc cag att tgacgtgcaa ctcaaagacc tggaaaaatg 
Val Trp Gly Asp Gin Pro Gin He 

105 HO 
gcagaataat ctgcttccat cccgccagtt tggtttcatt gtactgacaa cctcagctgg 455 
catcatggac catgaagaag caagacgaaa acacacagga ggaaaatcct gggattcttt 515 
ttctagggat gtaatacata tatttacaaa taaaatgect catg 

<210> 3873 
<211> 527 
<212> DNA 
<213> Homo sapiens 

£3 <220> 
J\ <221> CDS 

<222> 99. .494 

y s 



559 



60 
116 



164 



356 



404 



452 



494 



527 



2411 



U1 



fU 



98 



194 



<210> 3874 
<211> 482 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . .479 



<400> 3874 

tctatggaaa gtaa atg gta get egg aag ggt caa aag agt ccg egg ttt 50 
Met Val Ala Arg Lys Gly Gin Lys Ser Pro Arg Phe 
15 10 
cgc cgc gtg ast tgc ttt ttg egg ctg ggg agg tct acg ctt eta gag 
Arg Arg Val Xaa Cys Phe Leu Arg Leu Gly Arg Ser Thr Leu Leu Glu 

15 20 25 

ctt gag cca gcg ggg cga ccc tgc agt ggc agg act egg cac cgc gee 146 
Leu Glu Pro Ala Gly Arg Pro Cys Ser Gly Arg Thr Arg His Arg Ala 
m 30 35 40 

etc cac cgc egg ttg gtg gee tgc gtg aca gtt tec tec cgt cga cat 
Leu His Arg Arg Leu Val Ala Cys Val Thr Val Ser Ser Arg Arg His 
H 45 50 55 60 

^ cga aag gaa gee gga cgt ggg egg gca gag age ttc ate gca gta gga 242 
^ Arg Lys Glu Ala Gly Arg Gly Arg Ala Glu Ser Phe He Ala Val Gly 

65 70 75 

atg gca gee cca tct atg aag gaa aga cag gtc tgc tgg ggg gee egg 
Met Ala Ala Pro Ser Met Lys Glu Arg Gin Val Cys Trp Gly Ala Arg 

80 85 90 

gat gag tac tgg aag tgt tta gat gag aac tta gag gat get tct caa 33 8 

Asp Glu Tyr Trp Lys Cys Leu Asp Glu Asn Leu Glu Asp Ala Ser Gin 

95 100 105 

tgc aag aag tta aga age tct ttc gaa tea agt tgt ccc caa cag tgg 3 86 

Cys Lys Lys Leu Arg Ser Ser Phe Glu Ser Ser Cys Pro Gin Gin Trp 

110 115 120 

ata aaa tat ttt gat aaa aga aga gac tac tta aaa ttc aaa gaa aaa 434 
He Lys Tyr Phe Asp Lys Arg Arg Asp Tyr Leu Lys Phe Lys Glu Lys 
125 130 135 140 

ttt gaa gca gga caa ttt gag cct tea gaa aca act gca aaa tec tag 482 
Phe Glu Ala Gly Gin Phe Glu Pro Ser Glu Thr Thr Ala Lys Ser 
145 150 155 

<210> 3875 
<211> 620 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 188. .568 



290 



<400> 3875 

ggggceggea ggtgctccgc ageegtctgt gccacccaga gccggcgggc cgctaggtcc 



60 



2412 





<400> 3876 



gnccaaa 


atg 


aag 


ttt 


aat 


ccc 


ttt 


gtg 


act 


tec 


gac 


cga 


age 


aag 


aat 






Met 


Lys 


Phe 


Asn 


Pro 


Phe 


Val 


Thr 


Ser 


Asp 
10 


Arg 


Ser 


Lys 


Asn 


cgc 


aaa 


1 

agg 


cat 


ttc 


aat 


5 

gca 


cct 


tec 


cac 


att 


cga 


agg 


aag 


att 


atg 


Arg 


Lys 


Arg 


His 


Phe 


Asn 


Ala 


Pro 


Ser 


His 


He 


Arg 


Arg 


Lys 


He 


Met 


15 






20 










25 










30 


tct 


tec 


cct 


ctt 


tec 


aaa 


gag 


ctg 


aga 


cag 


aag 


tac 


aac 


gtg 


cga 


tec 


Ser 


Ser 


Pro 


Leu 


Ser 


Lys 


Glu 


Leu 


Arg 


Gin 


Lys 


Tyr 


Asn 


Val 


Arg 


Ser 










35 










40 










45 




atg 


ccc 


ate 


cga 


aag 


gat 


gat 


gaa 


gtt 


cag 


gtt 


gta 


cgt 


gga 


cac 


tat 


Met 


Pro 


He 


Arg 


Lys 


Asp 


Asp 


Glu 


Val 


Gin 


Val 


Val 


Arg 


Gly 


His 


Tyr 








50 










55 










60 






aaa 


ggt 


cag 


caa 


att 


ggc 


aaa 


gta 


gtc 


cag 


gtt 


tac 


agg 


aag 


aaa 


tat 



ccggagaccc tgctatggtg cgtgcgggcg ccgtgggggc tcatctcccc gcgtccggct 120 
tggatatctt eggggacctg aagaagatga acaagcgcca stctattacc aggttttaaa 180 
cttcgcc atg ate gtg tct tct gca etc atg ata tgg aaa ggc ttg ate 229 
Met He Val Ser Ser Ala Leu Met He Trp Lys Gly Leu He 
15 10 
gtg etc aca ggc agt gag age ccc ate gtg gtg gtg ctg agt ggc agt 277 
Val Leu Thr Gly Ser Glu Ser Pro He Val Val Val Leu Ser Gly Ser 
15 20 25 30 

atg gag ccg gee ttt cac aga gga gac etc ctg ttc etc aca aat ttc 325 
Met Glu Pro Ala Phe His Arg Gly Asp Leu Leu Phe Leu Thr Asn Phe 

35 40 45 

egg gaa gac cca ate aga get ggt gaa ata gtt gtt ttt aaa gtt gaa 373 
Arg Glu Asp Pro He Arg Ala Gly Glu He Val Val Phe Lys Val Glu 

50 55 60 

gga cga gac att cca ata gtt cac aga gta ate aaa gtt cat gaa aaa 421 
Gly Arg Asp He Pro He Val His Arg Val He Lys Val His Glu Lys 

65 70 75 

gat aat gga gac ate aaa ttt ctg act aaa gga gat aat aat gaa gtt 469 
CP Asp Asn Gly Asp He Lys Phe Leu Thr Lys Gly Asp Asn Asn Glu Val 
=U 80 85 90 

yi gat gat aga ggc ttg tac aaa gaa ggc cag aac tgg ctg gaa aag aag 517 

hi Asp Asp Arg Gly Leu Tyr Lys Glu Gly Gin Asn Trp Leu Glu Lys Lys 

La 95 100 105 HO 

^ gac gtg gtg gga aga gca aga ggg ttt tta cca tat gtg gta tgg tea 565 

Asp Val Val Gly Arg Ala Arg Gly Phe Leu Pro Tyr Val Val Trp Ser 
*0 115 120 125 

^5 cca taataatgaa tgactatcca aaattcaagt atgctctttt ggctgtaatg gg 620 
s Pro 

§U <210> 3876 

fjj <211> 508 

]p <212> DNA 

S <213> Homo sapiens 

M <220> 

<221> CDS 
<222> 68. .502 



60 
109 



157 



205 



253 



301 



2413 



Lys Gly Gin Gin lie Gly 
65 

gtt ate tac att gaa egg 
Val lie Tyr lie Glu Arg 
80 

gtc cac gta ggc att cac 
Val His Val Gly He His 
95 100 
ctg gac aaa gac cgc aaa 
Leu Asp Lys Asp Arg Lys 
115 

caa gta gga aag gaa aag 
Gin Val Gly Lys Glu Lys 
130 

atg cag gaa taaagt 
Met Gin Glu 
145 



Lys Val Val Gin Val Tyr 
70 

gtg cag egg gaa aag get 
Val Gin Arg Glu Lys Ala 
85 90 
ccc age aag gtg gtt ate 
Pro Ser Lys Val Val He 
105 

aag ate etc gaa egg aaa 
Lys He Leu Glu Arg Lys 
120 

ggc aaa tac aag gaa gaa 
Gly Lys Tyr Lys Glu Glu 
135 



Arg Lys Lys Tyr 
75 

aat ggc aca act 349 
Asn Gly Thr Thr 

act agg eta aaa 397 
Thr Arg Leu Lys 
110 

gee aaa tct cgc 445 
Ala Lys Ser Arg 
125 

ace att gag aag 493 
Thr He Glu Lys 
140 

508 



D <210> 3877 

<211> 698 

|JJ <212> DNA 

1^ <213> Homo sapiens 

% <220> 

*| <221> CDS 

<222> 243 . .626 



<400> 3877 

gacaacagcc acaegtgate ggccaacact gagtcttacc tcgttgtggc gtcakaaccg 60 
ccgtcgctcg ctcccttctc ggcagtggta cctgttcccg gtgtccctga ggacgtgcgg 120 
gecaggtacg gccccgaaag taggaagegg agggggagca ggtttgcggg gccaagtgtt 180 
gcggcgacgc acctcacgtc gagaateggg aggaggagac tgcaaggata ggeccaggag 240 
ta atg gag tec aaa gag gaa cga gcg tta aac aat etc ate gtg gaa 287 
Met Glu Ser Lys Glu Glu Arg Ala Leu Asn Asn Leu He Val Glu 
1 5 10 15 

aat gtc aac cag gaa aat gat gaa aaa gat gaa aag gag caa gtw get 335 
Asn Val Asn Gin Glu Asn Asp Glu Lys Asp Glu Lys Glu Gin Val Ala 

20 25 30 

aat aaa ggg gag ccc ttg gee eta cct ttg rat gyt rgt gaa tac tgt 3 83 

Asn Lys Gly Glu Pro Leu Ala Leu Pro Leu Xaa Xaa Xaa Glu Tyr Cys 

35 40 45 

gtg cct aga gga aat cgt agg egg ttc cgc gtt agg cag ccc ate ctg 431 
Val Pro Arg Gly Asn Arg Arg Arg Phe Arg Val Arg Gin Pro He Leu 

50 55 60 

cag tat aga tgg gat atg atg cat agg ctt gga gaa cca cag gca agg 479 
Gin Tyr Arg Trp Asp Met Met His Arg Leu Gly Glu Pro Gin Ala Arg 

65 70 75 

atg ana gaa gag aat atg gaa agg att ggg gag gag gtg aga cag ctg 527 
Met Xaa Glu Glu Asn Met Glu Arg He Gly Glu Glu Val Arg Gin Leu 
80 85 90 95 

atg gaa aag ctg agg gaa aag cag ttg agt cat agt ctg egg gca gtc 575 
Met Glu Lys Leu Arg Glu Lys Gin Leu Ser His Ser Leu Arg Ala Val 
100 105 HO 



2414 



in 





age act gac ccc cct cac cat gac cat cat gat gag ttt tgc nnw atg 623 
Ser Thr Asp Pro Pro His His Asp His His Asp Glu Phe Cys Xaa Met 

115 120 125 

ccc tgaatcctga tggtttccct aaagttatta eggaaamagm cccctgcttt 676 
Pro 

cgaatttaca tgttcatgat gt 698 

<210> 3878 

<211> 662 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 207. .590 



<400> 3878 

gacaacagcc acaegtgate ggccaacact gagtcttacc tcgttgtggc gtcakaaccg 60 
n ccgtcgctcg ctcccttctc ggcagtggta cctgttcccg gtgtccctga ggacgtgcgg 120 
fjl gccaggtttg eggggecaag tgttgcggcg acgcacctca cgtcgagaat egggaggagg 180 
agactrcaag gataggecca ggagta atg gag tec aaa gag gaa cga gcg tta 233 

Met Glu Ser Lys Glu Glu Arg Ala Leu 
15 

'tf aac aat etc ate gtg gaa aat gtc aac cag gaa aat gat gaa aaa gat 281 

^ Asn Asn Leu He Val Glu Asn Val Asn Gin Glu Asn Asp Glu Lys Asp 

fc 43 10 15 20 25 

* gaa aag gag caa gtw get aat aaa ggg gag ccc ttg gec eta cct ttg 329 

O Glu Lys Glu Gin Val Ala Asn Lys Gly Glu Pro Leu Ala Leu Pro Leu 

ry 30 35 40 

Hi rat gyt rgt gaa tac tgt gtg cct aga gga aat cgt agg egg ttc cgc 3 77 

jS Xaa Xaa Xaa Glu Tyr Cys Val Pro Arg Gly Asn Arg Arg Arg Phe Arg 

S 45 50 55 

^ gtt agg cag ccc ate ctg cag tat aga tgg gat atg atg cat agg ctt 425 
jy Val Arg Gin Pro He Leu Gin Tyr Arg Trp Asp Met Met His Arg Leu 
60 65 70 

gga gaa cca cag gca agg atg ana gaa gag aat atg gaa agg att ggg 473 
Gly Glu Pro Gin Ala Arg Met Xaa Glu Glu Asn Met Glu Arg He Gly 

75 80 85 

gag gag gtg aga cag ctg atg gaa aag ctg agg gaa aag cag ttg agt 521 
Glu Glu Val Arg Gin Leu Met Glu Lys Leu Arg Glu Lys Gin Leu Ser 
90 95 100 105 

cat agt ctg egg gca gtc age act gac ccc cct cac cat gac cat cat 
His Ser Leu Arg Ala Val Ser Thr Asp Pro Pro His His Asp His His 

110 115 120 

gat gag ttt tgc nnw atg ccc tgaatcctga tggtttccct aaagttatta 62 0 

Asp Glu Phe Cys Xaa Met Pro 
125 

eggaaamagm cccctgcttt cgaatttaca tgttcatgat gt 662 



<210> 3879 

<211> 461 

<212> DNA 

<213> Homo sapiens 



569 



2415 



<220> 
<221> CDS 
<222> 35 . .433 



M 

m 



199 



247 



295 



<400> 3879 

gcagcgtggc cgcgggtggg cggaactggt cggg atg agt ggc gga ggg aca gag 55 

Met Ser Gly Gly Gly Thr Glu 
1 5 

acc cct gtg ggt tgt gag gcc gcc ccg ggc ggt ggc age aag aag agg 103 
Thr Pro Val Gly Cys Glu Ala Ala Pro Gly Gly Gly Ser Lys Lys Arg 

10 15 20 

gac tec ctg ggg act gcg ggc tea gcg cac etc att ate aag gat ctt 151 
Asp Ser Leu Gly Thr Ala Gly Ser Ala His Leu He He Lys Asp Leu 

25 30 35 

gga gaa att cat tea agg ctt ttg gat cac aga cca gtt att caa ggt 
Gly Glu He His Ser Arg Leu Leu Asp His Arg Pro Val He Gin Gly 
40 45 50 55 

gaa act cgt tat ttt gta aaa gaa ttt gaa gaa aaa cgt ggt ctt cga 
Glu Thr Arg Tyr Phe Val Lys Glu Phe Glu Glu Lys Arg Gly Leu Arg 

60 65 70 

gaa atg cga gtt ctt gaa aat ttg aag aac atg ate cat gaa aca aat 
Glu Met Arg Val Leu Glu Asn Leu Lys Asn Met He His Glu Thr Asn 

75 80 85 

gaa cat act ctt ccc aaa tgt aga gac aca atg egg gac age etc age 343 
Glu His Thr Leu Pro Lys Cys Arg Asp Thr Met Arg Asp Ser Leu Ser 

90 95 100 

cag gtt etc cag aga ttg caa gca get aat gac tea gtc tgt aga etc 3 91 

Gin Val Leu Gin Arg Leu Gin Ala Ala Asn Asp Ser Val Cys Arg Leu 

105 HO H5 

caa cag agg gaa cag gaa cga aaa aga ttc ata gtg acc act 433 
Gin Gin Arg Glu Gin Glu Arg Lys Arg Phe He Val Thr Thr 
120 125 130 

tagtagctag tgagnaacag catatget 

<210> 3880 
<211> 995 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110 . .604 



461 



<400> 3880 

gcgtcactca gcgctgggtc tctcggtccc gcagccgtga ggaggacggt ctgcatactc 
qctqcccqcc ggctccctcc cccgcgtccc tgcgaccgcc gcggcgaag atg gcc tea 
^ Met Ala Ser 

1 

gga gtg caa gta get gat gaa gta tgt cgc att ttt tat gac atg aaa 
Gly Val Gin Val Ala Asp Glu Val Cys Arg He Phe Tyr Asp Met Lys 
5 10 15 



60 
118 



166 



2416 



.Ui 



• 




qtt cgt aaa tgc tec aca cca gaa gaa ate aag aaa aga aag aag get 
Val Arg Lys Cys Ser Thr Pro Glu Glu lie Lys Lys Arg Lys Lys Ala 
20 25 30 35 

gtc att ttt tgt etc agt gea gae aaa aag tgc ate att gta gaa gaa 
Val He Phe Cys Leu Ser Ala Asp Lys Lys Cys lie lie Val Glu Glu 

40 45 50 

ggc aaa gag ate ttg gtt gga gat gtt ggt gta ace ata act gat cet 
c!y Lys Glu lie Leu Val Gly Asp Val Gly Val Thr lie Thr Asp Pro 

55 60 65 

ttc aag cat ttt gtg gga atg ctt cet gaa aaa gat tgt cgc tat get 
Phe Lys His Phe Val Gly Met Leu Pro Glu Lys Asp Cys Arg Tyr Ala 



ttg tat gat gea age ttt gaa aca aaa gaa tec aga aaa gaa gag ttg 
lei Tyr Asp Ala Ser Phe Glu Thr Lys Glu Ser Arg Lys Glu Glu Leu 



75 30 



85 " ~ 

ata ttt ttt ttg tgg gea cca gaa eta gea cet ctg aaa agt aaa atg 

fa? P^e P^ Leu Trp La Pro Glu Leu Ala Pro Leu Lys Ser Lys Met 

100 105 H° i ; 5 

« ate tat gea age tec aag gat gea att aaa aag aaa ttt caa ggc ata 

^ lie Tyr Ala Ser Ser Lys Asp Ala lie Lys Lys Lys Phe Gin Gly lie 

m 120 125 130 

W aaa cat gaa tgt caa gea aat gga cca gaa gat etc aat egg get tgt 

aaa ^» ^ z> _ ^. «t t\ ™ T an Aan Aim Ala CVS 



90 95 



Lys" His 'Glu Cys Gin Ala Asn 5ly Pro Slu Asp Leu Asn Arg Ala Cys 



135 140 
att act qaa aag tta ggt gga tec tta att gta gee ttt gaa gga tgc 
3 lie Ma Glu Lyl Leu fly fly Ser Leu lie Val Ala Phe Glu Gly Cys 

.* 150 I 55 160 

f cet gtg tagattattc agtgccacaa attgaaagct tccatgttta atgttatcct 

Pro Val 
165 

5 ettgetatat aaataaagca aatatattta ggccagggtc tcactgaggg ^agctgtct 
PJ tqtcatcttt tagagtaaac tattctataa acatatgeaa acagccctaa ataaatctar 
£ altctaaagt tt?a?tgatg tgaaattaaa ttcttattgg ccaaatgcct gtwttgatga 

6 g?tgattt?t aaagattttt gttaagctca ggattttaaa ttacacagtt cacaaacagt 
h aaaggccatg tgaagagaat tattacatct ttattaacct cagcatttac tttgtttctt 
~ ttgcttagga aattgetcat aatctggtta taattttggt c 



<210> 3881 

<211> 493 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 33 . .410 



qqt ggc aaa ccc ctg age ggg ctg ctg aat gcg ctg gec cag gac act 
Gly Gly Lys Pro Leu Ser Gly Leu Leu Asn Ala Leu Ala Gin Asp Thr 



214 



262 



310 



358 



406 



454 



502 



550 



598 



654 



714 
774 
834 
894 
954 
995 



Jcagctgttg eggggegggg ccttcgcaga gc atg gcg gcg ggc gag ctt gag 53 
* Met Ala Ala Gly Glu Leu Glu 

1 5 



101 



10 



15 20 



2417 




ttc cac ggg tac ccc ggc ate aca gag gag ctg eta egg age cag eta 14 9 

Phe His Gly Tyr Pro Gly lie Thr Glu Glu Leu Leu Arg Ser Gin Leu 

25 30 35 

tat cca gag gtg cca ccc gag gag ttc cgc ccc ttt ctg gca aag atg 197 
Tyr Pro Glu Val Pro Pro Glu Glu Phe Arg Pro Phe Leu Ala Lys Met 
40 45 50 55 

agg ggg att ctt aag tct att gcg tct gca gac atg gat ttc aac cag 245 
Arg Gly lie Leu Lys Ser lie Ala Ser Ala Asp Met Asp Phe Asn Gin 

60 65 70 

ctg gag gca ttc ttg act get caa acc aaa aag caa ggt ggg ate aca 293 
Leu Glu Ala Phe Leu Thr Ala Gin Thr Lys Lys Gin Gly Gly lie Thr 

75 80 85 

tct gac caa get get gtc att tec aaa ttc tgg aag age cac aag aca 341 
Ser Asp Gin Ala Ala Val lie Ser Lys Phe Trp Lys Ser His Lys Thr 

90 95 100 

aaa ate cgt gag age etc atg aac cag age cgc tgg aat age ggg ctt 389 
Lys lie Arg Glu Ser Leu Met Asn Gin Ser Arg Trp Asn Ser Gly Leu 

105 110 115 

c 99 99 c cn t gag ctg gag agt tgatggcaag tctcagtcaa ggcactcagc 440 
Arg Gly Xaa Glu Leu Glu Ser 
120 125 

tcaaaataca cacacctgtt gecattatag agctggaatt aggcaaatat gga 493 



<210> 3882 
<211> 540 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 47 . .424 



5* 



<400> 3882 

agaggecttt ecttttgegg gtggcggcga aegeggagag cacgcc 



teg ggc acg 
Ser Gly Thr 
5 

ccc aaa tgc 
Pro Lys Cys 
20 

aat cat gtc 
Asn His Val 

aag aag atg 
Lys Lys Met 

ttt gag aag 
Phe Glu Lys 
70 

tat gac tec 
Tyr Asp Ser 



eta 
Leu 

cac 
His 

gtc 
Val 

aag 

Lys 

55 

tec 

Ser 

egg 
Arg 



cga gag 
Arg Glu 



acg 
Thr 

gee 

Ala 

40 

aag 

Lys 



ccg 

Pro 

25 

aag 

Lys 

tct 
Ser 



tac 

Tyr 

10 

ccc 

Pro 

tec 
Ser 

tea 
Ser 



aag gta gtg ggt 
Lys Val Val Gly 



etc tac 
Leu Tyr 

cgc ttc 
Arg Phe 



ccc ctg egg 
Pro Leu Arg 

age ggc acc 
Ser Gly Thr 



ggg 

Gly 

gtg 

Val 

75 

cac 

His 



gag 

Glu 

60 

aag 

Lys 

aac 
Asn 



cgc atg 
Arg Met 

30 
tgg tac 
Trp Tyr 
45 

att gtc 
He Val 

aac ttc 
Asn Phe 

atg tac 
Met Tyr 



cgc tgc 
Arg Cys 
15 

cga ate 
Arg lie 

ttt gta 
Phe Val 

tac tgt 
Tyr Cys 

ggg ate 
Gly He 

80 
egg gaa 
Arg Glu 



atg aag gec 55 

Met Lys Ala 

1 

ctg ccc acc 103 
Leu Pro Thr 

ttt gcg cct 151 
Phe Ala Pro 
35 

tct cag tta 199 
Ser Gin Leu 
50 

ggg cag gtg 247 
Gly Gin Val 
65 

tgg ctg cgc 295 
Trp Leu Arg 

tac egg gac 343 
Tyr Arg Asp 



2418 



m 

=4= 



444 



540 



85 90 95 

ctg acc acc gca gcg ctg tea ccc agt get acc gag aca tgg gtg ccc 391 
Leu Thr Thr Ala Ala Leu Ser Pro Ser Ala Thr Glu Thr Trp Val Pro 
100 105 HO i15 

ggc acc gcg ccc gag ccc act cca ttc aga tea tgaaggtgga ggagatcgcg 
Gly Thr Ala Pro Glu Pro Thr Pro Phe Arg Ser 

120 125 
gecagcaagt gccgccggcc ggctgtcaag yagttccacg actccaagat caagttcccg 504 
ctgccccacc gggtcctgcg ccgtcagcac aageca CAn 

<210> 3883 
<211> 729 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99- -464 



260 



308 



<400> 3883 

acagtgcgtc tggccggcgc tttatagctg cagcctgggc ggctccgcta gctgtttttc 60 

gtcttcccta ggctatttct gccgggcgct ccgcgaag atg cag etc aag ccg atg 116 
^ Met Gin Leu Lys Pro Met 

i 5 

gag ate aac ccc gag atg ctg aac aaa gtg ctg tec egg ctg ggg gtc 164 
Glu He Asn Pro Glu Met Leu Asn Lys Val Leu Ser Arg Leu Gly Val 

10 15 20 

gee ggc cag tgg cgc ttc gtg gac gtg ctg ggg ctg gaa gag gag tct 212 
Ala Gly Gin Trp Arg Phe Val Asp Val Leu Gly Leu Glu Glu Glu Ser 

25 30 35 

ctg ggc teg gtg cca gcg cct gee tgc gcg ctg ctg ctg ctg ttt ccc 
Leu Gly Ser Val Pro Ala Pro Ala Cys Ala Leu Leu Leu Leu Phe Pro 

40 45 50 

etc acg gee cag cat gag aac ttc agg aaa aag cag att gaa gag ctg 
Leu Thr Ala Gin His Glu Asn Phe Arg Lys Lys Gin He Glu Glu Leu 
55 60 65 70 

aag ttc tea tgc tgg gec gtg agg kga aac age age ngc agt teg gcg 356 
Lys Phe Ser Cys Trp Ala Val Arg Xaa Asn Ser Ser Xaa Ser Ser Ala 

75 80 85 

gtc ccg egg gtc tgt etc ttg ctt caa cag tgt ttg gac gga aca gat 
Val Pro Arg Val Cys Leu Leu Leu Gin Gin Cys Leu Asp Gly Thr Asp 

90 95 100 

ccg ggg act etc ttc cag cct ccg acc gee etc cga ttt cct etc cgc 
Pro Gly Thr Leu Phe Gin Pro Pro Thr Ala Leu Arg Phe Pro Leu Arg 

105 HO 115 

ctt ccg cat ctg taatcccagc tactcaggaa tcaggcagga taatcacttc 
Leu Pro His Leu 
120 

cccaccaggg aagtggaagt tgeattgage tgagatggca ctccagtgca ctccagcctg 564 
ggtgacagag caagactccg tctcaaaaaa aacaaaaaaa acaaaacaaa acaaaaaagc 624 
agaaaataga gtcaaagagc tcctctgctg tctkmaaata tcgacaattt cacaggatcc 684 
ttctcccata ataagatctc ctgtatttct gaaagataag tcact 



404 



452 



504 



729 



2419 



<210> 3884 

<211> 590 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .440 



60 
116 



308 



<400> 3884 

acagtgcgtc tggccggcgc tttatagctg cagcctgggc ggctccgcta gctgtttttc 
qtcttcccta ggctatttct gccgggcgct ccgcgaag atg cag etc aag ccg atg 

Met Gin Leu Lys Pro Met 
1 5 

gag ate aac ccc gag atg ctg aac aaa gtg ctg tec egg ctg ggg gtc 164 
Glu He Asn Pro Glu Met Leu Asn Lys Val Leu Ser Arg Leu Gly Val 
10 15 20 

n gee ggc cag tgg cgc ttc gtg gac gtg ctg ggg ctg gaa gag gag tct 212 
Ala Gly Gin Trp Arg Phe Val Asp Val Leu Gly Leu Glu Glu Glu Ser 

?Z 25 30 35 

yi ctg ggc teg gtg cca gcg cct gec tgc gcg ctg ctg ctg ctg ttt ccc 260 
H Leu Gly Ser Val Pro Ala Pro Ala Cys Ala Leu Leu Leu Leu Phe Pro 
W 40 45 50 

S etc acg gec cag cat gag aac ttc agg aaa aag cag att gaa gag ctg 
%P Leu Thr Ala Gin His Glu Asn Phe Arg Lys Lys Gin He Glu Glu Leu 

4 55 60 65 70 
r aag ttc tea tgc tgg gee gtg agg kga aac age age ngc agt teg gcg 356 

Lvs Phe Ser Cys Trp Ala Val Arg Xaa Asn Ser Ser Xaa Ser Ser Ala 

5 75 80 85 
gtc ccg egg gtc tgt etc ttg ctt caa cag tgt ttg gac gga aca gat 

§ H Val Pro Arg Val Cys Leu Leu Leu Gin Gin Cys Leu Asp Gly Thr Asp 
4» 90 95 100 

O ccg ggg act etc ttc cag cct ccg ace gac ccc ctg tagtcccagt 
O Pro Gly Thr Leu Phe Gin Pro Pro Thr Asp Pro Leu 
105 HO 
tacacagtag actgagecag ggagatcget tgagcccaaa aggctgaatc tgcagtgagc 
tgtgatcatg ccactgcact ccaggctggg tgacagtgag actcgttcaa aaaaaaaaca 
aaaaacaaaa aataaaacaa 

<210> 3885 

<211> 604 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99 . .461 



404 



450 



510 
570 
590 



<400> 3885 

acagtgcgtc tggccggcgc tttatagctg 
gtcttcccta ggctatttct gccgggcgct 



cagcctgggc ggctccgcta gctgtttttc 
ccgcgaag atg cag etc aag ccg atg 
Met Gin Leu Lys Pro Met 



2420 



V 




10 



25 



40 



55 



90 



gag 


atg 


ctg 


aac 


aaa 


gtg 


ctg 


tec 


egg 


ctg 


ggg 


gtc 


164 


Glu 


Met 


Leu 


Asn 


Lys 


Val 


Leu 


Ser 


Arg 


Leu 
20 


Gly Val 




cgc 


ttc 


gtg 


gac 


15 
gtg 


ctg 


ggg 


ctg 


gaa 


gag 


9 d y 


tct 


212 


Arg 


Phe 


Val 


Asp 


Val 


Leu Gly 


Leu 


Glu 


Glu 


\J JL Li. 


Ser 








30 










35 










cca 


gcg 


cct 


gcc 


tgc 


gcg 


ctg 


ctg 


ctg 


ctg 


4-4-4- 


ccc 


260 


Pro 


Ala 


Pro 


Ala 


Cys 


Ala 


Leu 


Leu 


Leu 


Leu 


.file 


r S.KJ 








45 










50 










308 


cat 


gag 


aac 


ttc 


agg 


aaa 


aag 


cag 


att 


gaa 


gag 


ctg 


His 


Glu 


Asn 


Phe 


Arg 


Lys 


Lys 


Gin 


He 


Glu 


Glu 


Leu 






60 










65 










70 


356 


tgg 


gcc 


gtg 


agg 


kga 


aac 


age 


age 


ngc 


agt 


teg 


gcg 


Trp 


Ala 


Val 


Arg 


Xaa 


Asn 


Ser 


Ser 


Xaa 


Ser 


Ser 


Ala 




75 










80 










85 




404 


tgt 


etc 


ttg 


ctt 


caa 


cag 


tgt 


ttg 


gac 


gga 


aca 


gat 


Cys 


Leu 


Leu 


Leu 


Gin 


Gin 


Cys 


Leu 


Asp 


Gly 


Thr 


Asp 










95 










100 








ttc 


cag 


cac 


acc 


ctg 


gaa 


gaa 


gca 


cag 


eta 


tct 


ttc 


452 


Phe 


Gin 


His 


Thr 


Leu 


Glu 


Glu 


Ala 


Gin 


Leu 


Ser 


Phe 










110 










115 











U 105 

etc ate ttc tagcccccag tctggggatt ctgagtctga ccatttgtct 



Leu He Phe 
120 



tagctcaggc ctaacaggat tttctgacac agggaagggc cctcctcaat cccctaaatc 
aggggagatg gggcctggct tcctccagnr mcatccttgc ccg 



%J <210> 3886 

HJ <211> 442 

fy <212> DNA 

j£ <213> Homo sapiens 

< 2 2 0 > 
^ <221> CDS 

<222> 27. .437 



<400> 3886 

gctcaggccc gtggatctca tcgaag atg gcg gcg cga tct gtg teg ggc att 

Met Ala Ala Arg Ser Val Ser Gly He 
1 5 
acc aga aga gtc ttc atg tgg aca gtc tea ggg aca cca tgt aga gaa 
Thr Arg Arg Val Phe Met Trp Thr Val Ser Gly Thr Pro Cys Arg Glu 
10 15 20 25 

ttt tgg tct cga ttc aga aaa gag aaa gag cca gtg gtt gtt gag aca 
Phe Trp Ser Arg Phe Arg Lys Glu Lys Glu Pro Val Val Val Glu Thr 

30 35 40 

gta gaa gag aaa aag gaa cct ate eta gtg tgt cca cct tta cga age 
Val Glu Glu Lys Lys Glu Pro He Leu Val Cys Pro Pro Leu Arg Ser 

45 50 55 

cga gca tac aca cca cct gaa gat etc cag agt cgt ttg gaa tct tac 
Arg Ala Tyr Thr Pro Pro Glu Asp Leu Gin Ser Arg Leu Glu Ser Tyr 
60 65 70 



501 



561 
604 



53 



101 



149 



197 



245 



2421 



gtt aaa gaa gtt ttt ggt 
Val Lys Glu Val Phe Gly 
75 

tec ctg gaa gat agt cgt 
Ser Leu Glu Asp Ser Arg 
90 95 
gat gac ttg ggt cat gta 
Asp Asp Leu Gly His Val 
110 

agg gtt aga rat gtt ctt 
Arg Val Arg Xaa Val Leu 
125 

taaat 



tea tct ctt cct agt aat 
Ser Ser Leu Pro Ser Asn 
80 85 
eta aag ttc aat ctt ctg 
Leu Lys Phe Asn Leu Leu 
100 

gtc cct aac tec aga etc 
Val Pro Asn Ser Arg Leu 
115 

gat ttc tat aat gtc cct 
Asp Phe Tyr Asn Val Pro 
130 



tgg caa gac ate 2 93 

Trp Gin Asp lie 

get cat tta get 341 
Ala His Leu Ala 
105 

cac cag atg tgc 389 
His Gin Met Cys 
120 

att caa gag ate 437 
He Gin Glu He 
135 

442 



■ay 



fy 



<210> 3887 

<211> 497 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .493 



<400> 3887 

acagatcatc ccaggccaca cagaggcegg cttggtcact atg gag gag ata ggc 55 

Met Glu Glu He Gly 
1 5 

ate ttg gtg gag aag get cag gat gag ate cca gca ctg tec gtg tec 103 
He Leu Val Glu Lys Ala Gin Asp Glu He Pro Ala Leu Ser Val Ser 

10 15 20 

egg ccc cag ace ggc ctg tec ttc ctg ggc cct gag cct gag gac ctg 151 
Arg Pro Gin Thr Gly Leu Ser Phe Leu Gly Pro Glu Pro Glu Asp Leu 

25 30 35 

gag gac ctg tac age cgc tac aag aag ctg cag caa gag ctg gag ttc 
Glu Asp Leu Tyr Ser Arg Tyr Lys Lys Leu Gin Gin Glu Leu Glu Phe 

40 45 50 

ctg gag gtg cag gag gaa tac ate aaa gat gag caa aag aac ctg aaa 247 
Leu Glu Val Gin Glu Glu Tyr He Lys Asp Glu Gin Lys Asn Leu Lys 

55 60 65 

aag gaa ttt etc cat gee cag gag gag gtg aag cga ate caa age ate 295 
Lys Glu Phe Leu His Ala Gin Glu Glu Val Lys Arg He Gin Ser He 
70 75 80 85 

ccg ctg gtc ate gga caa ttt ctg gag get gtg gat cag aat aca gee 343 
Pro Leu Val He Gly Gin Phe Leu Glu Ala Val Asp Gin Asn Thr Ala 

90 95 100 

ate gtg ggc tct ace aca ggc tec aac tat tat gtg cgc ate ctg age 391 
lie Val Gly Ser Thr Thr Gly Ser Asn Tyr Tyr Val Arg He Leu Ser 

105 HO H5 

ace ate gat egg gag ctg etc aag ccc aac gee tea gtg gee etc cac 
Thr He Asp Arg Glu Leu Leu Lys Pro Asn Ala Ser Val Ala Leu His 

120 125 130 

aag cac age aat gca ctg gtg gac gtg ctg ccc ccg aag ccg aca gca 
Lys His Ser Asn Ala Leu Val Asp Val Leu Pro Pro Lys Pro Thr Ala 



199 



439 



487 



2422 



135 140 145 

gca tta tgat 
Ala Leu 
150 

<210> 3888 

<211> 450 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52 . .429 



as 



<400> 3888 

atttttattt aagtgcgttc attctcactg ctgttattgt tttctgacag c atg cct 

Met Pro 



57 



153 



201 



1 

*2 gaa cca get aag tea get cct get ccg aag aag ggt tec aag aag get 105 
-1{ Glu Pro Ala Lys Ser Ala Pro Ala Pro Lys Lys Gly Ser Lys Lys Ala 
m 5 10 15 

Sf t gtg ace aag gcg cag aag aag gat ggc aag aag cgc aag cgc agt cgt 
W val Thr Lys Ala Gin Lys Lys Asp Gly Lys Lys Arg Lys Arg Ser Arg 
20 25 30 

aag gag age tac tec gtg tat gtg tac aag gtg eta aaa cag gtt cac 
Lys Glu Ser Tyr Ser Val Tyr Val Tyr Lys Val Leu Lys Gin Val His 
35 40 45 50 

ccc gat acy ggc ate tern tcy aar gee atg ggs ate atg aat tec tty 24 9 

Pro Asp Thr Gly He Ser Ser Lys Ala Met Gly He Met Asn Ser Phe 

55 60 65 

gty aac gac ate ttc gar cgc ate gem ggc gag get tec cgy ctg ges 297 
Val Asn Asp He Phe Glu Arg He Ala Gly Glu Ala Ser Arg Leu Ala 

70 75 80 

cay tac aac aag cgc teg ace att ace tec agg gag ate cag acs gee 345 
His Tyr Asn Lys Arg Ser Thr He Thr Ser Arg Glu He Gin Thr Ala 

85 90 95 

gtg cgy ctg ctg ctt ccc ggr gag ctg gee aag cac gew gtg tea gag 
Val Arg Leu Leu Leu Pro Gly Glu Leu Ala Lys His Ala Val Ser Glu 

100 105 HO 

ggc acc aag gec gtt acc aag tac ace age tec aag taaacttgtc 
Gly Thr Lys Ala Val Thr Lys Tyr Thr Ser Ser Lys 
115 120 125 

cctgcaactg c 

<210> 3889 
<211> 447 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 49. .426 



393 



439 



450 



2423 



m c 

sfc? 



<210> 3890 

<211> 942 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 315 . . 839 



57 



105 



<400> 3889 

attattttct caggtgtttg caacagtgtt ctaactatta acgctacg atg cct gaa 

Met Pro Glu 
1 

cct acc aag tct get cct gec cca aag aag ggc tec aag aag gcg gtg 
Pro Thr Lys Ser Ala Pro Ala Pro Lys Lys Gly Ser Lys Lys Ala Val 

5 10 15 

act aag get cag aag aag gac ggg aag aag cgc aag cgc age cgc aag 153 
Thr Lys Ala Gin Lys Lys Asp Gly Lys Lys Arg Lys Arg Ser Arg Lys 
20 25 30 35 

gag age tat tea gtg tat gtg tac aag gtg ctg aag cag gtc cat ccc 201 
Glu Ser Tyr Ser Val Tyr Val Tyr Lys Val Leu Lys Gin Val His Pro 

40 45 50 

gac acc ggc ate tct tec aag gca atg ggg ate atg aat tec ttc gtc 249 
Asp Thr Gly He Ser Ser Lys Ala Met Gly He Met Asn Ser Phe Val 

55 60 65 

aac gac ate ttc gag cgc ate gca ggc gag get tec cgc ctg gcg cat 2 97 

Asn Asp He Phe Glu Arg He Ala Gly Glu Ala Ser Arg Leu Ala His 

70 75 80 

tac aac aag cgc teg acc ate acc tec agg gag ate cag acg gec gtg 345 
¥ l Tyr Asn Lys Arg Ser Thr He Thr Ser Arg Glu He Gin Thr Ala Val 

85 90 95 

W cgc ctg ctg ctt ccg ggg gag ctg gec aag cac gey gtg tcr gag ggc 
m Arg Leu Leu Leu Pro Gly Glu Leu Ala Lys His Ala Val Ser Glu Gly 
100 105 HO 115 

£ acc aag gec gty acc aag tac acc age tec aag taaacttgtc cctgcaactg 
Thr Lys Ala Val Thr Lys Tyr Thr Ser Ser Lys 
120 125 



393 



446 



447 



<400> 3890 

atatccaggg attccctgag gatttccttg gagagagaag ctctagggag gatggagacc 60 
ccctcttctg gaaggaggtg atttctgaat ttgtggtcct gtcctcttgg gctcagctca 120 
gtgagtactg ggtatgtgtc acattgecaa atcccggatc acaagtctcc atgaactget 180 
ggtgagctag gataataaaa cccctgacat caccattcca gaagcttcac aagactgeat 240 
atataagggg ctggctgtag ctgcagctga aggagctgac cagccagctg acccctcaca 300 
ctcacctagc cacc atg gac ate gec ate cac cac ccc tgg ate cgc cgc 350 

Met Asp He Ala He His His Pro Trp He Arg Arg 

15 10 
ccc ttc ttt cct ttc cac tec ccc age cgc etc ttt gac cag ttc ttc 398 
Pro Phe Phe Pro Phe His Ser Pro Ser Arg Leu Phe Asp Gin Phe Phe 

15 20 25 

gga gag cac ctg ttg gag tct gat ctt ttc ccg acg tct act tec ctg 



446 



2424 



t fl 125 130 135 140 



ry a ^ 



<210> 3891 
<211> 856 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 4 . .753 



494 



Gly Glu His Leu Leu Glu Ser Asp Leu Phe Pro Thr Ser Thr Ser Leu 

30 35 40 

agt ccc ttc tac ctt egg cca ccc tec ttc ctg egg gca ccc age tgg 
Ser Pro Phe Tyr Leu Arg Pro Pro Ser Phe Leu Arg Ala Pro Ser Trp 
45 50 55 60 

ttt gac act gga etc tea gag atg cgc ctg gag aag gac agg ttc tct 542 
Phe Asp Thr Gly Leu Ser Glu Met Arg Leu Glu Lys Asp Arg Phe Ser 

65 70 75 

gtc aac ctg gat gtg aag cac ttc tec cca gag gaa etc aaa gtt aag 
Val Asn Leu Asp Val Lys His Phe Ser Pro Glu Glu Leu Lys Val Lys 

80 85 90 

gtg ttg gga gat gtg att gag gtg cat gga aaa cat gaa gag cgc cag 
Val Leu Gly Asp Val He Glu Val His Gly Lys His Glu Glu Arg Gin 

95 100 105 

gat gaa cat ggt ttc ate tec agg gag ttc cac agg aaa tac egg ate 
Asp Glu His Gly Phe He Ser Arg Glu Phe His Arg Lys Tyr Arg He 

HO 115 120 

cca get gat gta gac cct etc ace att act tea tec ctg tea tct gat 
Pro Ala Asp Val Asp Pro Leu Thr He Thr Ser Ser Leu Ser Ser Asp 



590 



638 



686 



734 



782 



ggg gtc etc act gtg aat gga cca agg aaa cag gtc tct ggc cct gag 
Gly Val Leu Thr Val Asn Gly Pro Arg Lys Gin Val Ser Gly Pro Glu 
: s 145 15° 155 

y cgc ace att ccc ate acc cgt gaa gag aag cct get gtc ace gca gee 830 
^ Arq Thr He Pro He Thr Arg Glu Glu Lys Pro Ala Val Thr Ala Ala 
£ 160 165 170 

*0 ccc aag aaa tagatgeect ttcttgaatt gcatttttta aaacaagaaa 
s Pro Lys Lys 

fj 175 

hi gtttccccac cagtgaatga aagtcttgtg actaggctga agcttattaa tgetaaggge 



879 



939 
942 



<400> 3891 

aac atg act tct gee ttc 
Met Thr Ser Ala Phe 
1 5 
gas ggc cgc ctg etc gtt 
Xaa Gly Arg Leu Leu Val 
20 

atg aac gga get ttg gat 
Met Asn Gly Ala Leu Asp 
35 

aag atg ttt gtc ggr sag 
Lys Met Phe Val Gly Xaa 



aag ctg gat ttc etc ccg 
Lys Leu Asp Phe Leu Pro 
10 

cct gac aga att aac ggc 
Pro Asp Arg He Asn Gly 
25 

cas kca gac caa cca gac 
Xaa Xaa Asp Gin Pro Asp 
40 

ate ccc egg tea tgg teg 
He Pro Arg Ser Trp Ser 



gac atg atg gtc 48 
Asp Met Met Val 
15 

aca gee aac aag 96 
Thr Ala Asn Lys 
30 

cca gat gee att 144 
Pro Asp Ala He 
45 

grr aag gag ctg 192 
Xaa Lys Glu Leu 



2425 



50 55 60 

acc age cag ctg acc cct cac act cac eta gec acc atg gac ate gee 
Thr Ser Gin Leu Thr Pro His Thr His Leu Ala Thr Met Asp He Ala 

65 70 75 

ate cac cac ccc tgg ate cgc cgc ccc ttc ttt cct ttc cac tec ccc 
He His His Pro Trp He Arg Arg Pro Phe Phe Pro Phe His Ser Pro 
80 85 90 95 



240 



288 



336 



384 



432 



480 



528 



576 



age cgc etc ttt gac cag ttc ttc gga gag cac ctg ttg gag tct gat 
Ser Arg Leu Phe Asp Gin Phe Phe Gly Glu His Leu Leu Glu Ser Asp 

100 105 HO 

ctt ttc ccg acg tct act tec ctg agt ccc ttc tac ctt egg cca ccc 
Leu Phe Pro Thr Ser Thr Ser Leu Ser Pro Phe Tyr Leu Arg Pro Pro 

115 120 125 

tec ttc ctg egg gca ccc age tgg ttt gac act gga etc tea gag atg 
Ser Phe Leu Arg Ala Pro Ser Trp Phe Asp Thr Gly Leu Ser Glu Met 

130 135 140 

cgc ctg gag aag gac agg ttc tct gtc aac ctg gat gtg aag cac ttc 
Arg Leu Glu Lys Asp Arg Phe Ser Val Asn Leu Asp Val Lys His Phe 

145 150 155 

tec cca gag gaa etc aaa gtt aag gtg ttg gga gat gtg att gag gtg 
Ser Pro Glu Glu Leu Lys Val Lys Val Leu Gly Asp Val He Glu Val 
160 165 170 175 

cat gga aaa cat gaa gag cgc cag gat gaa cat ggt ttc ate tec agg 
His Gly Lys His Glu Glu Arg Gin Asp Glu His Gly Phe He Ser Arg 

180 185 190 

y gag ttc cac agg aaa tac egg ate cca get gat gta gac cct etc acc 624 

^ Glu Phe His Arg Lys Tyr Arg He Pro Ala Asp Val Asp Pro Leu Thr 

s 195 200 205 

O a tt act tea tec ctg tea tct gat ggg gtc etc act gtg aat gga cca 

Py He Thr Ser Ser Leu Ser Ser Asp Gly Val Leu Thr Val Asn Gly Pro 

ry 210 215 220 

~£ agg aaa cag gtc tct ggc cct gag cgc acc att ccc ate acc cgt gaa 

2 Arg Lys Gin Val Ser Gly Pro Glu Arg Thr He Pro He Thr Arg Glu 

S 225 230 235 

^ gag aag cct get gtc acc gca gee ccc aag aaa tagatgeect ttcttgaatt 
Glu Lys Pro Ala Val Thr Ala Ala Pro Lys Lys 
240 245 250 

gcatttttta aaacaagaaa gtttccccac cagtgaatga aagtcttgtg actaggctga 
agcttattaa tgetaaggge agg 

<210> 3892 
<211> 695 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 269. .592 



672 



720 



773 



833 
856 



<400> 3892 

atecttgega ctggtcccct gggtgatctg 
gggtctgatc accatgagcc ttaggtatca 
gtttatttaa aaaggagatt ttttaagcag 



tcttcttctc tgtssctgta aataaagttt 
ctgtggtggc tccctgaagc agacagctat 
agaagagaag gatgaattac ccggacagaa 



2426 



m 

:=3 5 



agcagctctg cagaataaga cagcacctgt gtaatcagta tttttgccct ctttctccca 240 
tcccattccc ttaccttgct atttctag atg cgc ctg gag aag gac agg ttc 292 

Met Arg Leu Glu Lys Asp Arg Phe 
1 5 
tct gtc aac ctg gat gtg aag cac ttc tec cca gag gaa etc aaa gtt 
Ser Val Asn Leu Asp Val Lys His Phe Ser Pro Glu Glu Leu Lys Val 

10 15 20 

aag gtg ttg gga gat gtg att gag gtg cat gga aaa cat gaa gag cgc 
Lys Val Leu Gly Asp Val He Glu Val His Gly Lys His Glu Glu Arg 



25 30 35 40 

cag gat gaa cat ggt ttc ate tec agg gag ttc cac agg aaa tac egg 
Gin Asp Glu His Gly Phe He Ser Arg Glu Phe His Arg Lys Tyr Arg 

45 50 55 

ate cca get gat gta gac cct etc acc att act tea tec ctg tea tct 
He Pro Ala Asp Val Asp Pro Leu Thr He Thr Ser Ser Leu Ser Ser 

60 65 70 

gat ggg gtc etc act gtg aat gga cca agg aaa cag gtc tct ggc cct 
Asp Gly Val Leu Thr Val Asn Gly Pro Arg Lys Gin Val Ser Gly Pro 

Q 75 80 85 

•« gag cgc acc att ccc ate acc cgt gaa gag aag cct get gtc acc gca 

Glu Arg Thr He Pro He Thr Arg Glu Glu Lys Pro Ala Val Thr Ala 
f! 90 95 100 

gee ccc aag aaa tagatgeect ttcttgaatt gcatttttta aaacaagaaa 
4f Ala Pro Lys Lys 
^ 105 

*D gtttccccac cagtgaatga aagtcttgtg actaggctga agcttattaa tgetaaggge 
agg 



<210> 3893 

<211> 497 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .461 



340 



388 



436 



484 



532 



580 



632 



692 
695 



<400> 3893 

aagaegggag aaaaggaggg gegtacgegg gcaag atg gag gcg act acg get 

Met Glu Ala Thr Thr Ala 



Gly Val Gly Arg 
10 

aag gee eta egg 
Lys Ala Leu Arg 
25 

cca aag acc aag 
Pro Lys Thr Lys 
40 

agg gaa ctt agg 
Arg Glu Leu Arg 
55 



eta 


gag 


gaa 


gag 


gcg 


ttg 


egg 


cga 


aag 


gaa 


egg 


ctg 


Leu 


Glu 


Glu 


Glu 


Ala 


Leu 


Arg 


Arg 


Lys 


Glu 


Arg 


Leu 










15 










20 






gag 


aaa 


acc 


ggg 


cgc 


aag 


gac 


aag 


gaa 


gat 


ggg 


gag 


Glu 


Lys 


Thr 


Gly Arg 


Lys 


Asp 


Lys 


Glu 
35 


Asp 


Gly 


Glu 


cat 


etc 


aga 


gaa 


gag 


gag 


gaa 


gaa 


ggc 


gag 


aag 


cac 


His 


Leu 


Arg 


Glu 


Glu 


Glu 


Glu 


Glu Gly 


Glu 


Lys 


His 






45 










50 










ctg 


egg 


aac 


tat 


gtc 


ccg 


gag 


gat 


gag 


gac 


ctg 


aag 


Leu 


Arg 


Asn 


Tyr 


Val 


Pro 


Glu 


Asp 


Glu 


Asp 


Leu 


Lys 




60 










65 










70 



53 



101 



14 9 



197 



245 



2427 



aag agg agg gtg ccc cag gcc aaa ccg gtt gca gtg gag gag aag gtg 293 
Lys Arg Arg Val Pro Gin Ala Lys Pro Val Ala Val Glu Glu Lys Val 

75 80 85 

aag gag cag ctg gag gcc gcc aag ccc gag ccc gtc ate gag gag gtg 
Lys Glu Gin Leu Glu Ala Ala Lys Pro Glu Pro Val He Glu Glu Val 

90 95 100 

gac ctg gcc aac ctg rtt tct egg aag cct gac tgg gac etc aag aga 
Asp Leu Ala Asn Leu Xaa Ser Arg Lys Pro Asp Trp Asp Leu Lys Arg 

105 HO H5 

gat gtg gcc aag aag ctg gag aaa eta aaa aag egg act cag agg gcc 
Asp Val Ala Lys Lys Leu Glu Lys Leu Lys Lys Arg Thr Gin Arg Ala 

120 125 130 

att gcc gag ctg ate cgt gaa ggc tgaaargeca ggaagacagc ctagcctctg 
He Ala Glu Leu He Arg Glu Gly 
135 140 
cagtgg 

<210> 3894 
<211> 482 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



^ <222> 29. .352 



<400> 3894 

qteggacgae agaccgtgtg tttccaaa atg gcg gca gcg atg gat gtg gat 

Met Ala Ala Ala Met Asp Val Asp 
1 5 
acc ccg age ggc acc aac age ggc gcg ggc aag aag cgc ttt gaa gtg 
Thr Pro Ser Gly Thr Asn Ser Gly Ala Gly Lys Lys Arg Phe Glu Val 

10 15 20 

aaa aag tgg aat gca gta gcc etc tgg gcc tgg gat att gtg gtt gat 
Lvs Lys Trp Asn Ala Val Ala Leu Trp Ala Trp Asp He Val Val Asp 
25 30 35 40 

aac tgt gcc ate tgc agg aac cac att atg gat ctt tgc ata gaa tgt 
Asn Cys Ala He Cys Arg Asn His He Met Asp Leu Cys He Glu Cys 

45 50 55 

caa get aac cag gcg tec get act tea gaa gag tgt act gtc gca tgg 
Gin Ala Asn Gin Ala Ser Ala Thr Ser Glu Glu Cys Thr Val Ala Trp 

60 65 70 

gga gtc tgt aac cat get ttt cac ttc cac tgc ate tct cgc tgg etc 
Gly Val Cys Asn His Ala Phe His Phe His Cys He Ser Arg Trp Leu 

75 80 85 

aaa aca cga cag gtg tgt cca ttg gac aac aga gag tgg gaa ttc caa 
Lys Thr Arg Gin Val Cys Pro Leu Asp Asn Arg Glu Trp Glu Phe Gin 

90 95 100 

aag tat ggg cac taggaaaaga cttcttccat caagcttaat tgttttgtta 
Lys Tyr Gly His 
105 

ttcatttart gmctttccct gctgttacct aattacaaat tggatggaac tgtgtttttt 
tetgetttgt tttttcagtt tgctgtttct 



341 



389 



437 



491 



497 



52 



100 



148 



196 



244 



292 



340 



392 



452 
482 



2428 




60 
120 
180 
240 
291 



<210> 3895 

<211> 633 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 259. .624 



<400> 3895 

acacataacc tcgattttct tccgccatcc ggctaaatag tcccatgtgc actttccatg 
gataaataaa cactaggaac gcatttccac cctagatttc agcagaaatg ctgaatgtaa 
aggaatattt gagtaaagtg agttgccgtt cttgaagccc gtctcctaag gattctcccg 
gtgtccgcgt agggatctca tgctatatag gagggccctg ccaggcaccg tctcctctct 
ccggtccgtg cctccaag atg aca aag aaa aga agg aac aat ggt cgt gcc 

Met Thr Lys Lys Arg Arg Asn Asn Gly Arg Ala 
« 1 5 10 

^ aaa aag ggc cgc ggc cac gtg cag cct att cgc tgc act aac tgt gcc 33 9 

* Lys Lys Gly Arg Gly His Val Gin Pro lie Arg Cys Thr Asn Cys Ala 
y l 15 20 25 

^ cga tgc gtg ccc aag gac aag gcc att aag aaa ttc gtc att cga aac 387 
' m Arg Cys Val Pro Lys Asp Lys Ala He Lys Lys Phe Val He Arg Asn 
vS 30 35 40 

"0 ata gtg gag gcc gca gca gtc agg gac att tct gaa gcg age gtc ttc 435 
m He Val Glu Ala Ala Ala Val Arg Asp He Ser Glu Ala Ser Val Phe 

45 50 55 

h gat gcc tat gtg ctt ccc aag ctg tat gtg aag eta cat tac tgt gtg 483 
~ Asp Ala Tyr Val Leu Pro Lys Leu Tyr Val Lys Leu His Tyr Cys Val 
60 65 70 75 

agt tgt gca att cac age aaa gta gtc agg aat cga tct cgt gaa gcc 531 
Ser Cys Ala He His Ser Lys Val Val Arg Asn Arg Ser Arg Glu Ala 

80 85 90 

cgc aag gac cga aca ccc cca ccc cga ttt aga cct gcg ggt get gcc 579 
Arg Lys Asp Arg Thr Pro Pro Pro Arg Phe Arg Pro Ala Gly Ala Ala 

95 100 105 

cca cgt ccc can caa age cca tgt aag gag ctg agt ytt aaa gac 624 
Pro Arg Pro Xaa Gin Ser Pro Cys Lys Glu Leu Ser Xaa Lys Asp 
110 H5 12° 



633 



tgaagacag 

<210> 3896 

<211> 463 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31. .459 



<400> 3896 

catgaaaata ttcaacaaca actgeaaact atg gag gag aaa aag ggt ata tct b4 



2429 



Met Glu Glu Lys Lys Gly He Ser 
1 5 
gga tat agt tac acc caa gaa gag eta gaa aga gta tct gca ctg aag 
Gly Tyr Ser Tyr Thr Gin Glu Glu Leu Glu Arg Val Ser Ala Leu Lys 

10 15 20 

agt gaa gtt gat gaa atg aaa gga cga aca ttg gat gat atg tct gaa 
Ser Glu Val Asp Glu Met Lys Gly Arg Thr Leu Asp Asp Met Ser Glu 
25 30 35 40 

atg gtg aaa aaa ctg tat tea ttg gta tct gaa aag aag tea get ctt 
Met Val Lys Lys Leu Tyr Ser Leu Val Ser Glu Lys Lys Ser Ala Leu 

45 50 55 

gee tea gtt ata aaa gag eta cga cag ttg cgt caa aaa tat caa gaa 
Ala Ser Val He Lys Glu Leu Arg Gin Leu Arg Gin Lys Tyr Gin Glu 

60 65 70 

ctg acc cag gag tgt gat gaa aag aaa tec cag tat gat age tgt gca 
Leu Thr Gin Glu Cys Asp Glu Lys Lys Ser Gin Tyr Asp Ser Cys Ala 

75 80 85 

gca ggc etc gaa age aat egg tec aaa tta gaa cag gaa gtt aga aga 
Ala Gly Leu Glu Ser Asn Arg Ser Lys Leu Glu Gin Glu Val Arg Arg 

90 95 100 

etc cgt gaa gaa tgt ctt caa gaa gaa agt aga tac cat tat aca aat 
Leu Arq Glu Glu Cys Leu Gin Glu Glu Ser Arg Tyr His Tyr Thr Asn 
105 HO H5 120 

tgt atg att aag aac eta gaa gtt caa ctt cgt cgt get act gat gag 
*S Cys Met He Lys Asn Leu Glu Val Gin Leu Arg Arg Ala Thr Asp Glu 
-n 125 130 135 

463 

=Jj aat gaa ggc ata tat etc ttc tgat 
Asn Glu Gly He Tyr Leu Phe 
140 

<210> 3897 
<211> 506 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . .468 



2J= 



5 i S 



102 



150 



198 



246 



2 94 



342 



390 



438 



<400> 3897 

cgagaaaggg aagtgcattc tcgcttccgt agcggtctcc gccggttggg ggaaagtaat 60 
tccggctgtt gcacc atg gcg tec atg ggg acc etc gee ttc gat gaa tat ill 
Met Ala Ser Met Gly Thr Leu Ala Phe Asp Glu Tyr 
1 5 10 

ggg cgc cct ttc etc ate ate aag gat cag gac cgc aag tec cgt ctt 159 
Gly Arg Pro Phe Leu He He Lys Asp Gin Asp Arg Lys Ser Arg Leu 
15 



30 



45 50 



5 10 

jat cag gac cgc aac 

\sp Gin Asp Arg Lys 
20 25 

tct cat ata atg gec 

Ser His He Met Ale 

35 40 

aat ggc 
Asn Gl^ 

55 60 



atg gga ctt gag gec etc aag tct cat ata atg gca gca aag get gta 207 
Met Gly Leu Glu Ala Leu Lys Ser His He Met Ala Ala Lys Ala Val 



gca aat aca atg aga aca tea ctt gga cca aat ggg ctt gat aag atg 255 
Ala Asn Thr Met Arg Thr Ser Leu Gly Pro Asn Gly Leu Asp Lys Met 



2430 



atg gtg gat aag gat ggg gat gtg act gta act aat gat ggg gcc acc 303 
Met Val Asp Lys Asp Gly Asp Val Thr Val Thr Asn Asp Gly Ala Thr 

65 70 75 

ate tta age atg atg gat gtt gat cat cag att gcc aag ctg atg gtg 351 
lie Leu Ser Met Met Asp Val Asp His Gin He Ala Lys Leu Met Val 

80 85 90 

gaa ctg tec aag tct cag gat gat gaa att gga gat gga acc aca gga 399 
Glu Leu Ser Lys Ser Gin Asp Asp Glu lie Gly Asp Gly Thr Thr Gly 

95 100 105 

gtg gtt gtc ctg get ggt gcc ttg tta gag aag egg asa att get age 447 
Val Val Val Leu Ala Gly Ala Leu Leu Glu Lys Arg Xaa He Ala Ser 

110 115 120 

egg gca ttc acc caa tea gaa tagecgatgg ctatgagcag gctgctcgcg 
Arg Ala Phe Thr Gin Ser Glu 
125 130 
ttgetatt 

<210> 3898 
<211> 515 
<212> DNA 
<213> Homo sapiens 



498 



506 



54 



: s <220> 

4f <221> CDS 

<222> 43 . .471 



<400> 3898 

qcggtgcttc tctctttcgc tcaggcccgt ggcgccgaca gg atg ggc aag tgt 

Met Gly Lys Cys 
1 

cgt gga ctt cgt act get agg aag etc cgt agt cac cga cga gac cag 102 
Arq Gly Leu Arg Thr Ala Arg Lys Leu Arg Ser His Arg Arg Asp Gin 
5 10 15 20 

aag tgg cat gat aaa cag tat aag aaa get cat ttg ggc aca gcc eta 
Lys Trp His Asp Lys Gin Tyr Lys Lys Ala His Leu Gly Thr Ala Leu 

25 30 35 

aag gcc aac cct ttt gga ggt get tct cat gca aaa gga ate gtg ctg 
Lys Ala Asn Pro Phe Gly Gly Ala Ser His Ala Lys Gly He Val Leu 

40 45 50 

gaa aaa gta gga gtt gaa gcc aaa cag cca aat tct gcc att agg aag 
Glu Lys Val Gly Val Glu Ala Lys Gin Pro Asn Ser Ala He Arg Lys 

55 60 65 

tgt gta agg gtc cag ctg ate aag aat ggc aag aaa ate aca gcc ttt 2 94 

Cys Val Arg Val Gin Leu He Lys Asn Gly Lys Lys He Thr Ala Phe 

70 75 80 

gta ccc aat gac ggt tgc ttg aac ttt att gag gaa aat gat gaa gtt 342 
Val Pro Asn Asp Gly Cys Leu Asn Phe He Glu Glu Asn Asp Glu Val 
85 90 95 100 

ctg gtt get gga ttt ggt cgc aaa ggt cat get gtt ggt gat att cct 
Leu Val Ala Gly Phe Gly Arg Lys Gly His Ala Val Gly Asp He Pro 

105 HO 115 

gga gtc cgc ttt aag gtt gtc aaa gta gcc aat gtt tct ctt ttg gcc 
Gly Val Arg Phe Lys Val Val Lys Val Ala Asn Val Ser Leu Leu Ala 



150 



198 



246 



390 



438 



2431 





120 125 130 

eta tac aaa ggc aag aag gaa aga cca aga tea taaatattaa tggtgaaaac 
Leu Tyr Lys Gly Lys Lys Glu Arg Pro Arg Ser 

135 140 
actgtagtaa taaactttca tatg 



491 



515 



<210> 3899 

<211> 596 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 86 . .412 



<400> 3899 



<.fs 



Met 
1 



m « 50 

'-^ . t . __4_ +- rrr-=i aaf tr.t aaa ctt QQQ qqa 304 



gee 


ttt 


agt 


ttc 


aaa 


aag 


ttg 


Ala 


Phe 


Ser 


Phe 


Lys 


Lys 


Leu 


10 










15 




gag 


gee 


cct 


gga 


gga 


att 


get 


Glu 


Ala 


Pro Gly Gly 


He 


Ala 










30 






get 


tta 


tat 


ttg 


etc 


cat 


aat 


Ala 


Leu 


Tyr 


Leu 


Leu 


His 


Asn 








45 








aaa 


aga 


ata 


cca 


cct 


get 


ata 


Lys 


Arg 


He 


Pro 


Pro 


Ala 


He 






60 










att 


tgg 


tea 


gta 


gga 


caa 


aga 


He 


Trp 


Ser 


Val 


Gly 


Gin 


Arg 




75 










80 


tat 


aca 


acc 


ate 


aac 


get 


cac 


Tyr 


Thr 


Thr 


He 


Asn 


Ala 


His 


90 










95 




atg 


gaa 


age 


act 


tagagatgea 


Met 


Glu 


Ser 


Thr 









Met 



65 



gtg 


gcg 


gtg 


atg 


gcg 


gaa 


age 


Val 


Ala 


Val 
5 


Met 


Ala 


Glu 


Ser 


cag 


tgc 


gag 


aac 


cag 


gag 


etc 


Gin 


Cys 


Glu 


Asn 


Gin 


Glu 


Leu 




20 










25 


cca 


gtg 


tat 


ggt 


cag 


ctt 


eta 


Pro 


Val 


Tyr 


Gly Gin 


Leu 


Leu 


35 










40 




aat 


aat 


gca 


aga 


tat 


ctt 


tgg 


Asn 


Asn 


Ala 


Arg 


Tyr 


Leu 


Trp 










55 






gca 


aat 


tct 


gaa 


ctt 


ggg 


gga 


Ala 


Asn 


Ser 


Glu 


Leu Gly 


Gly 








70 








cag 


aga 


gat 


ttc 


cct 


ggg 


ate 


Gin 


Arg 


Asp 


Phe 


Pro 


Gly 


He 






85 










tct 


gag 


acg 


gtc 


cag 


cca 


att 


Ser 


Glu 


Thr 


Val 


Gin 


Pro 


He 




100 










105 



caagegtata cttcaatcat cgecgatgat tttgeagect ttgttggact tcctgtagaa 
gaggcttgtg aaaggcatat tagaacaagg awggcaagct gaattccacc acaagaaatg 
gttctgccca gaaagccagt wgea 



<210> 3900 

<211> 552 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126 . . 527 



60 
112 



160 



208 



256 



352 



400 



452 

512 
572 
596 



2432 



if* 



9 s -. 



<400> 3900 

gccagggtgg gggttgccgt cgcgcctagg cctttccctc aggttttcct cttccccact 
gcggctcccc agtcggcgct tgcgcggaga actcagcgct gagattgtct aaagccccag 
gaaaa atg gtg gaa aat tea ccg teg cca ttg cca gaa aga gcg att tat 
Met Val Glu Asn Ser Pro Ser Pro Leu Pro Glu Arg Ala He Tyr 
15 10 15 

ggc ttt gtt ctt ttc tta age tec caa ttt ggc ttc ata ctt tac etc 
Gly Phe Val Leu Phe Leu Ser Ser Gin Phe Gly Phe He Leu Tyr Leu 

20 25 30 

gtg tgg gee ttt att cct gaa tct tgg eta aac tct tta ggt tta ace 
Val Trp Ala Phe He Pro Glu Ser Trp Leu Asn Ser Leu Gly Leu Thr 

35 40 45 

tat tgg cct caa aaa tat tgg gca gtt gca tta cct gtc tac etc ctt 
Tyr Trp Pro Gin Lys Tyr Trp Ala Val Ala Leu Pro Val Tyr Leu Leu 

50 55 60 

att get ata gta att ggc tac gtg etc ttg ttt ggg att aac atg atg 
He Ala He Val He Gly Tyr Val Leu Leu Phe Gly He Asn Met Met 
65 70 75 



agt acc tct cca etc gac tec ate cat aca ate aca gat aac tat gca 
Ser Thr Ser Pro Leu Asp Ser He His Thr He Thr Asp Asn Tyr Ala 
K 1 80 85 90 95 

H aaa aat caa cag cag aag aaa tac caa gag gag gec att cca gee tta 
m Lys Asn Gin Gin Gin Lys Lys Tyr Gin Glu Glu Ala He Pro Ala Leu 
J3 100 105 no 

aga gat att tct att agt gaa gta aac caa atg ttc ttt ctt gca gee 
Arg Asp He Ser He Ser Glu Val Asn Gin Met Phe Phe Leu Ala Ala 

115 120 125 

aaa gaa ctt tac acc aaa aac tgaactgtgt gwaccatagt aacac 
Lys Glu Leu Tyr Thr Lys Asn 



130 



I \£ 
fy 

% <210> 3901 

^ <211> 565 

: W <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 29. .391 



60 
120 
170 



218 



266 



314 



362 



458 



506 



552 



52 



<400> 3901 

gcggtctgcg gaatgtcaac tattcaac atg gag gcg gag gtc gat aag ctg 

Met Glu Ala Glu Val Asp Lys Leu 
1 5 

gaa ctg atg ttc cag aaa get gag tct gat ctg gat tac att caa tac 100 
Glu Leu Met Phe Gin Lys Ala Glu Ser Asp Leu Asp Tyr He Gin Tyr 

10 15 20 

agg ctg gaa tat gaa ate aag act aat cat cct gat tea gca agt gag 14 8 

Arq Leu Glu Tyr Glu He Lys Thr Asn His Pro Asp Ser Ala Ser Glu 
25 30 35 40 

aaa aat cca gtt aca etc tta aag gaa ttg tea gtg ata aag tct cga 196 
Lys Asn Pro Val Thr Leu Leu Lys Glu Leu Ser Val He Lys Ser Arg 



2433 



244 



292 



340 



388 



441 

501 
561 
565 



45 50 55 

tat caa act ttg tat gcc cgc ttt ana cca gtt get gtt gag cag aaa 
Tyr Gin Thr Leu Tyr Ala Arg Phe Xaa Pro Val Ala Val Glu Gin Lys 

60 65 70 

gag agt ncg age cgc att tgt get act gtg aaa nag act atg aat atg 
Glu Ser Xaa Ser Arg He Cys Ala Thr Val Lys Xaa Thr Met Asn Met 

75 80 85 

ata car ran eta cag awg err acr gac ctg gag ctg tea cca ctg act 
He Gin Xaa Leu Gin Xaa Xaa Thr Asp Leu Glu Leu Ser Pro Leu Thr 

90 95 100 

ara gan gag aaa act gcg gca gwg caa ttc aga ttt cac atg cca gat 
Xaa Xaa Glu Lys Thr Ala Ala Xaa Gin Phe Arg Phe His Met Pro Asp 
105 HO H5 120 

tta tgaagaaatg gacttggaaa ggaaattcta acagagaaga gcttaattcc 
Leu 

ggagaaattt aggaagatgt cttgttaacc cttgatgtct agagattggg ggctggtgaa 
gggggtttgg cttcaatgac tggataatga tatctttcat gagagagatt ataagaagaa 

gggc 

ifj <210> 3902 
<211> 448 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 97 . .402 



m <400> 3902 

si gctgcggtga ttttttcacg tgtcgecagg gccggactgc gagtctcttt gcggcgctac 
stf actagagcag agtacgagtc tgaggeggag ggagta atg gca gga caa gcg ttt 114 

Met Ala Gly Gin Ala Phe 
1 5 
aga aag ttt ctt cca etc ttt gac cga gta ttg gtt gaa agg agt get 
Arg Lys Phe Leu Pro Leu Phe Asp Arg Val Leu Val Glu Arg Ser Ala 

10 15 20 

get gaa act gta ace aaa gga ggc att atg ctt cca gaa aaa tct caa 
Ala Glu Thr Val Thr Lys Gly Gly He Met Leu Pro Glu Lys Ser Gin 

25 30 35 

gga aaa gta ttg caa gca aca gta gtc get gtt gga teg ggt tct aaa 
Gly Lys Val Leu Gin Ala Thr Val Val Ala Val Gly Ser Gly Ser Lys 

40 45 50 

gga aag ggt gga gag att caa cca gtt age gtg aaa gtt gga gat aaa 
Glv Lys Gly Gly Glu He Gin Pro Val Ser Val Lys Val Gly Asp Lys 
55 60 65 70 

gtt ctt etc cca gaa tat gga ggc ace aaa gta gtt eta gat gac aag 
Val Leu Leu Pro Glu Tyr Gly Gly Thr Lys Val Val Leu Asp Asp Lys 

75 80 85 

gat tat ttc eta ttt aga gat ggt gac att ctt gga aag tac gta gac 
Asp Tyr Phe Leu Phe Arg Asp Gly Asp He Leu Gly Lys Tyr Val Asp 

90 95 100 

tgaaataagt cactattgaa atggcatcaa catgatgetg cccatt 



60 



162 



210 



258 



306 



354 



402 



448 



2434 



<210> 3903 

<211> 615 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 158. .508 



5» 



<400> 3903 

aagttcctcg ccagcttaga gggaaggctg cccgaataca acasccgcat cgccctgbyc 
cttgcsactt ccaaggacaa gttttttgac gaagagagtg aggaggagga caacgaggta 
qtqacccgcg caacaagtkc tctgtgacgg ggaagac atg etc gga agg ggc gga 

Met Leu Gly Arg Gly Gly 
1 5 



taagccactc tcttggctcc ctgtgtcatt ccttaattta atgcccccca agaatgttaa 
tgtcaatcat gtcagtggac tagcacatgg cagtngcttg gaaccca 



<210> 3904 

<211> 632 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 186. .515 



60 
120 
175 



223 



271 



tgc tgt agg ggt gec ggg gat gca cca ccc caa gac ccc atg gaa atg 
Cvs Cvs Arg Gly Ala Gly Asp Ala Pro Pro Gin Asp Pro Met Glu Met 

10 15 20 

gca gag gtg gag gag aca ctg aag cga ctg cag anc cag aag gga gtn 
Ala Glu Val Glu Glu Thr Leu Lys Arg Leu Gin Xaa Gin Lys Gly Val 

25 30 35 

cag gga ate ate gtc gtg aac aca gaa ggc att ccc ate aag age acc 319 
Gin Gly He He Val Val Asn Thr Glu Gly He Pro He Lys Ser Thr 
m 40 45 50 

£ atg gac aac cac acc acc acc cag tat gee age etc atg cac age ttc 367 
Met Asp Asn His Thr Thr Thr Gin Tyr Ala Ser Leu Met His Ser Phe 
55 60 65 70 

ate ctg aag gca egg age acc gtg cgt gac ate gac ccc cag aac gat 415 
21 He Leu Lys Ala Arg Ser Thr Val Arg Asp He Asp Pro Gin Asn Asp 
^ 75 80 85 

§U etc acc ttc ctt cga att cgc tec aag aaa aat gaa att atg gtt gca 463 
Leu Thr Phe Leu Arg He Arg Ser Lys Lys Asn Glu He Met Val Ala 

90 95 100 

cca gat aaa gac tat ttc ctg att gtg att cag aat cca acc gaa 508 
Pro Asp Lys Asp Tyr Phe Leu He Val He Gin Asn Pro Thr Glu 
105 HO 115 



568 
615 



<400> 3904 

aactcagcct accgacaggc actgtgcaga 
ccgctgctgc accggccatc ctgagcccct 
ccgcactagg accccctgcr gatgatcagg 



ttcaagcgga gagatgtcca agcagtgagg 
actcggcctt cccgtctccg cttccccgcc 
geggcaggag gtgatttcct tcctcttttg 



2435 



. 5*; 



gcaac atg gcg ggc gga gaa get gga gtg act eta ggg cag ccg cat ctt 230 
Met Ala Gly Gly Glu Ala Gly Val Thr Leu Gly Gin Pro His Leu 
q 10 15 



80 



cat 


caq 


qat 


etc 


acc 


acc 


ttg 


gat 


gtt 


acc 


aag 


Arg 


Gin 


Asp 


Leu 


Thr 


Thr 


Leu 


Asp 


Val 


Thr 


Lys 






20 










25 








gaa 


gtt 


ate 


aqc 


aga 


caa 


gee 


aca 


att 


aac 


His 


Glu 


Val 


He 


Ser 


Arg 


Gin 


Ala 


Thr 


He 


Asn 






35 










40 








CI L- 


gta 


get 


cat 




aaa 


tec 


aca 


gtc 


gtc 


aaa 


His 


Val 


Ala 


His 


Gly 


Lys 


Ser 


Thr 


Val 


Val 


Lys 




50 










55 










cat 


act 


gtc 


agg 


ttc 


aaa 


aat 


gaa 


eta 


gaa 


aga 


His 


Thr 


Val 


Arg 


Phe 


Lys 


Asn 


Glu 


Leu 


Glu 


Arg 


65 








70 










75 


ctt 


gga 


tat 


get 


aat 


get 


aag 


att 


tat 


aag 


ctt 


Leu 


Gly Tyr 


Ala 


Asn 


Ala 


Lys 


He 


Tyr 


Lys 


Leu 










85 










90 




cct 


egg 


cca 


gaa 


tgt 


tat 


aga 


tnn 


ttg 


tgg 


gag 


Pro 


Arg 


Pro 


Glu 


Cys 


Tyr 


Arg 


Xaa 


Leu 


Trp 


Glu 






100 










105 







30 



45 



60 



95 



<400> 3905 

agtgctgggg agcagggagg tgggagggga gggtgcccct acaaatcccg ggggctagag 
caggecaggt catctttggg tggtggagtg caaaggaggc gacctgcaac agaggagtcc 
cggtcaccag caacc atg acg gac cag cag get gag gec agg tec tac etc 
Met Thr Asp Gin Gin Ala Glu Ala Arg Ser Tyr Leu 
1 5 10 

age gaa gag atg ate get gag ttc aag get gee ttt gac atg ttt gat 
Ser Glu Glu Met lie Ala Glu Phe Lys Ala Ala Phe Asp Met Phe Asp 

15 20 25 

get gat ggt ggt ggg gac ate age gtc aag gag ttg ggc acg gtg atg 
Ala Asp Gly Gly Gly Asp He Ser Val Lys Glu Leu Gly Thr Val Met 

30 35 40 

agg atg ctg ggc cag aca ccc acc aag gag gag ctg gac gee ate ate 
Arg Met Leu Gly Gin Thr Pro Thr Lys Glu Glu Leu Asp Ala He He 
45 50 55 60 

gag gag gtg gat gag gac ggc age ggc acc ate gac ttc gag gag ttc 
Glu Glu Val Asp Glu Asp Gly Ser Gly Thr He Asp Phe Glu Glu Phe 

65 70 75 

ttg gtc atg atg gtg cgc cag atg aaa gag gac gcg aaa ggg aag age 
Leu Val Met Met Val Arg Gin Met Lys Glu Asp Ala Lys Gly Lys Ser 



278 



326 



374 



422 



470 



515 



632 



110 

F 1 tgacgagttt cctacggaca ttccagggac caaagggact tcaaattagt cagacatgtt 575 
f\ tcctttgttg actgtcctgg ccacgatatt ttgatggcta etatgetgaa eggtgea 

<210> 3905 
=fi <211> 547 
%p <212> DNA 
* <213> Homo sapiens 

<220> 
if! <221> CDS 

<222> 136. .513 



60 
120 
171 



219 



267 



315 



363 



411 



2436 



80 85 90 

gag gag gag ctg gcc gag tgc ttc cgc ate ttc gac agg aat gca gac 
Glu Glu Glu Leu Ala Glu Cys Phe Arg He Phe Asp Arg Asn Ala Asp 

95 100 105 

ggc tac ate gac ccg gag age tgg ctg aga ttt tea ggg cct ccg ggg 
Gly Tyr lie Asp Pro Glu Ser Trp Leu Arg Phe Ser Gly Pro Pro Gly 

HO H5 120 

age acg tgactgacga ggagatcgaa tctctgatga aagg 
Ser Thr 
125 

<210> 3906 

<211> 658 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .624 



459 



507 



547 



165 



In 

^ agtttgggag gaaggcttct gagaagactg gtgggagaga aggagagect gcagacagag 60 

m qcctccagct tggtctgtct ccccacctct accagcatct gctgagct atg age caa 117 

yg y 3 Met Ser Gin 

%s 1 

acc agg gat tta cag gga gga aaa get ttc gga ctg ctg aag gcc cag 
Thr Arg Asp Leu Gin Gly Gly Lys Ala Phe Gly Leu Leu Lys Ala Gin 
5 10 15 

n\ cag gaa gag agg ctg gat gag ate aac aag caa ttc eta gac gat ccc 213 
% Gin Glu Glu Arg Leu Asp Glu He Asn Lys Gin Phe Leu Asp Asp Pro 
% t 20 25 30 35 

% aaa tat age agt gat gag gat ctg ccc tec aaa ctg gaa ggc ttc aaa 
U Lvs Tyr Ser Ser Asp Glu Asp Leu Pro Ser Lys Leu Glu Gly Phe Lys 
O 40 45 50 

gag aaa tac atg gag ttt gac ctt aat gga aat ggc gat att gat ate 
Glu Lys Tyr Met Glu Phe Asp Leu Asn Gly Asn Gly Asp He Asp He 

55 60 65 

atg tec ctg aaa cga atg ctg gag aaa ctt gga gtc ccc aag act cac 
Met Ser Leu Lys Arg Met Leu Glu Lys Leu Gly Val Pro Lys Thr His 

70 75 80 

eta gag eta aag aaa tta att gga gag gtg tec agt ggc tec ggg gag 
Leu Glu Leu Lys Lys Leu lie Gly Glu Val Ser Ser Gly Ser Gly Glu 

85 90 95 

acg ttc age tac cct gac ttt etc agg atg atg ctg ggc aag aga tct 
Thr Phe Ser Tyr Pro Asp Phe Leu Arg Met Met Leu Gly Lys Arg Ser 
100 105 HO 115 

gcc ate eta aaa atg ate ctg atg tat gag gaa aaa gcg aga gaa aag 
Ala He Leu Lys Met He Leu Met Tyr Glu Glu Lys Ala Arg Glu Lys 

120 125 130 

gaa aag cca aca ggc ccc cca gen aga aag eta tct ctg agt tgc cct 
Glu Lys Pro Thr Gly Pro Pro Ala Arg Lys Leu Ser Leu Ser Cys Pro 

135 140 I 45 

gat ttg aag gga aaa ggg atg atg gga ttg aag ggg ctt eta att ace 



261 



309 



357 



405 



453 



501 



549 



597 



2437 



Asp Leu Lys Gly Lys Gly Met Met Gly Leu Lys Gly Leu Leu He Thr 

150 155 160 

cag ata tgg aaa cag aag aca aaa ttg taagccagag tcaacaaatt 644 
Gin He Trp Lys Gin Lys Thr Lys Leu 

165 170 658 

aaataaatta cccc 

<210> 3907 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 111. .431 



<400> 3907 

caataaatct gaaataagtc aagtgtttga gattgcttaa acggaacttg cctgtgaatt 

tcqaqtcttt ccctctgaaa caggtggccc gggagagtgg cccaccccac atg aag 
3 * Met Lys 



60 
116 



260 



1 

'** aac ttt gtg acc aag gtt teg gtt ggg gag ttt gtg ggg gaa ggt gaa 164 
^ Asn Phe Val Thr Lys Val Ser Val Gly Glu Phe Val Gly Glu Gly Glu 
£ 5 10 15 

£ ggg aaa age aag aag att tea aag aaa aat gee gee ata get gtt ctt 212 
J3 Gly Lys Ser Lys Lys He Ser Lys Lys Asn Ala Ala He Ala Val Leu 

20 25 30 

h gag gag ctg aag aag tta ccg ccc ctg cct gca gtt gaa cga gta aag 
~ Glu Glu Leu Lys Lys Leu Pro Pro Leu Pro Ala Val Glu Arg Val Lys 
I* 35 40 45 50 

s )f cct aga ate aaa aag aaa aca aaa ccc ata gtc aag cca cag aca age 308 
^ Pro Arg He Lys Lys Lys Thr Lys Pro He Val Lys Pro Gin Thr Ser 
O 55 60 65 

O cca gaa tat ggc cag ggg ate aat ccg att age cga ctg gee cag ate 356 
Pro Glu Tyr Gly Gin Gly He Asn Pro He Ser Arg Leu Ala Gin He 

70 75 80 

cag cag gca aaa aag gag aag gag cag agt aca cgc tec tea cag age 
Gin Gin Ala Lys Lys Glu Lys Glu Gin Ser Thr Arg Ser Ser Gin Ser 

85 90 95 

gag gee tec cgc gec gca ggg agt ttg tgatgcaggt g 
Glu Ala Ser Arg Ala Ala Gly Ser Leu 
100 105 

<210> 3908 

<211> 513 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .480 



404 



442 



2438 



55 



60 65 



100 105 



110 115 



^ 120 
^1 gagagcctgg cat 

<210> 3909 
4^ <211> 482 

W <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 132 . .452 



60 
117 



165 



<400> 3908 

agaaggtttc cggttccggt gtaacgttcg ggctccgtct caggggctga agtttgtgag 
qtqtagtatt gagtcctgtt tgagctattg ttctcttttt cctgaaaa atg gca ctg 
3 * Met Ala Leu 

1 

tea aag agg gag ctg gat gag ctg aaa cca tgg ata gag aag aca gtg 
Ser Lys Arg Glu Leu Asp Glu Leu Lys Pro Trp He Glu Lys Thr Val 

5 10 15 

aag agg gtc ctg ggt ttc tea gag cct acg gtg gtc aca gca gca ttg 213 
Lys Arg Val Leu Gly Phe Ser Glu Pro Thr Val Val Thr Ala Ala Leu 
20 25 30 35 

aac tgt gtg ggg aag ggc atg gac aag aag aag gca gec gat cat ctg 261 
Asn Cys Val Gly Lys Gly Met Asp Lys Lys Lys Ala Ala Asp His Leu 

40 45 50 

aaa cct ttt ctt gat gat tct act etc cga ttt gtg gac aaa ctg ttt 309 
Lys Pro Phe Leu Asp Asp Ser Thr Leu Arg Phe Val Asp Lys Leu Phe 



gag get gtg gag gaa ggc cga age tct agg cat tec aag tct age agt 357 
« Glu Ala Val Glu Glu Gly Arg Ser Ser Arg His Ser Lys Ser Ser Ser 
^ 70 75 80 

gac agg age aga aaa cga gag eta aag gag gtg ttt ggt gat gac tct 405 
^ Asp Arg Ser Arg Lys Arg Glu Leu Lys Glu Val Phe Gly Asp Asp Ser 

85 90 95 

W gag ate tct aaa gaa tea tea gga gta aag aag cga cga ata ccc cgt 453 
*Q Glu He Ser Lys Glu Ser Ser Gly Val Lys Lys Arg Arg He Pro Arg 



3 ttt gag gag tkg aag aag age cag agg tgatccctgg gcctccatca 500 
7 Phe Glu Glu Xaa Lys Lys Ser Gin Arg 



513 



60 
120 
170 



<400> 3909 

cacgccgcgt cacgagtcag ccaaagatgg ctgcgcccag gtaatttgag caaaggccac 
agtgaactcc ggcgtggctg aggaaggagg aggcacccac aggctgetgg gaggagagca 
taaggctcaa a atg gaa aat cat aaa tec aat aat aag gaa aac ata aca 
Met Glu Asn His Lys Ser Asn Asn Lys Glu Asn He Thr 
1 5 10 

att gtt gat ata tec aga aaa att aac cag ctt cca gaa gca gaa agg 218 
He Val Asp He Ser Arg Lys He Asn Gin Leu Pro Glu Ala Glu Arg 

15 20 25 

aat eta ctt gaa aat gga teg gtt tat gtt gga tta aat get get ctt 266 
Asn Leu Leu Glu Asn Gly Ser Val Tyr Val Gly Leu Asn Ala Ala Leu 
30 35 40 45 

tgt ggc etc ata gca aac agt ctt ttt cga cgc ate ttg aat gtg aca 314 



2439 



362 



410 



452 



482 



Cys Gly Leu lie Ala Asn Ser Leu Phe Arg Arg lie Leu Asn Val Thr 

50 55 60 

aag get cgc ata get get ggc tta cca atg gca ggg ata cct ttt ctt 
Lys Ala Arg lie Ala Ala Gly Leu Pro Met Ala Gly lie Pro Phe Leu 

65 70 75 

aca aca gac tta act tac aga tgt ttt gta agt ttt cct ttg aat aca 
Thr Thr Asp Leu Thr Tyr Arg Cys Phe Val Ser Phe Pro Leu Asn Thr 

80 85 90 

ggt gat ttg gat tgt gaa ace tgt ace ata aca egg agt gac 
Gly Asp Leu Asp Cys Glu Thr Cys Thr lie Thr Arg Ser Asp 

95 100 105 

tgactggtct tgttattggt ggtctatacc 

<210> 3910 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .428 



<400> 3910 ^ 
gcgtttccgc ttccgccatc gcggacgcag cctcgtgccg ggagtcgccg cattgtggtc 
£ cgcttctctg cact atg teg ggt ggc etc ctg aag gcg ctg cgc asc gac 

Met Ser Gly Gly Leu Leu Lys Ala Leu Arg Xaa Asp 
V 15 10 

L tec tac gtg gag ctg age cag tac egg gac cag cac ttc egg ggt gac 
y Ser Tyr Val Glu Leu Ser Gin Tyr Arg Asp Gin His Phe Arg Gly Asp 

is 20 25 

^ aat gaa gaa caa gaa aaa tta ctg aag aaa age tgt acg tta tat gtt 206 
£ Asn Glu Glu Gin Glu Lys Leu Leu Lys Lys Ser Cys Thr Leu Tyr Val 
O 30 35 40 

H qga aat ctt tct ttt tac aca act gaa gaa caa ate tat gaa etc ttc 
~ Gly Asn Leu Ser Phe Tyr Thr Thr Glu Glu Gin He Tyr Glu Leu Phe 
45 50 55 60 

age aaa agt ggt gac ata aag aaa ate att atg ggt ctg gat aaa atg 
Ser Lys Ser Gly Asp lie Lys Lys lie lie Met Gly Leu Asp Lys Met 

65 70 75 

aag aaa aca gca tgt gga ttc tgt ttg tgg aat att act cac gcg cag 
Lys Lys Thr Ala Cys Gly Phe Cys Leu Trp Asn He Thr His Ala Gin 

80 85 90 

atg egg aaa acg cca tgc ggt aca tnw atg gga cgc gtc tgg atg ace 
Met Arg Lys Thr Pro Cys Gly Thr Xaa Met Gly Arg Val Trp Met Thr 

95 100 105 

gaa tea ttc gca cag act ggg acg cag ctt taaggagagc 
Glu Ser Phe Ala Gin Thr Gly Thr Gin Leu 
110 H5 

<210> 3911 
<211> 663 
<212> DNA 
<213> Homo sapiens 



60 
110 



158 



254 



302 



350 



398 



438 



2440 



<220> 
<221> CDS 
<222> 260. .625 



In 



atgaacggaa gtcacccttt gtgccttatg cggtgatttt aatgataggt gtcatatata 
ggacggagta atctgtttac attctgttct tctcgatgca ctcacaagcg ggtaactagg 
tgacaagaaa acaaagatct tattcaaaag aggtcttaca gcaacccaac gtctcatctt 
cccatagtaa agatgacggc gccttgaggt aagctacagg caacaccact tccgcgtttc 
tcttgcgccc tggtccaag atg gcg gat gaa gcc acg cga cgt gtt gtg tct 

Met Ala Asp Glu Ala Thr Arg Arg Val Val Ser 
1 5 10 

gag ate ccg gtg ctg aag act aac gcc gga ccc cga gat cgt gag ttg 
Glu lie Pro Val Leu Lys Thr Asn Ala Gly Pro Arg Asp Arg Glu Leu 

15 20 25 

tgg gtg cag cga ctg aag gag gaa tat cag tec ctt ate egg tat gtg 
Trp Val Gin Arg Leu Lys Glu Glu Tyr Gin Ser Leu lie Arg Tyr Val 

30 35 40 

gag aac aac aag aat get gac aac gat tgg ttc cga ctg gag tec aac 
Glu Asn Asn Lys Asn Ala Asp Asn Asp Trp Phe Arg Leu Glu Ser Asn 
45 50 55 

U aag gaa gga act egg tgg ttt gga aaa tge tgg tat ate cat gac etc 
£ Lys Glu Gly Thr Arg Trp Phe Gly Lys Cys Trp Tyr lie His Asp Leu 
& 60 65 70 75 

Jfi ctg aaa tat gag ttt gac ate gag ttt gac att cct ate aca tat cct 
Leu Lys Tyr Glu Phe Asp lie Glu Phe Asp lie Pro lie Thr Tyr Pro 
L 80 85 90 

" act act gcc cca gaa att gca gtt cct gag ctg gat gga aag aca gca 
l y Thr Thr Ala Pro Glu lie Ala Val Pro Glu Leu Asp Gly Lys Thr Ala 
fU 95 100 105 

* aag atg tac age tgg gtc cat ggc tgg cag tgg aaa tec ctg ate 
Q Lys Met Tyr Ser Trp Val His Gly Trp Gin Trp Lys Ser Leu lie 
0 110 H5 120 

tgattcagaa gggegtcate caacacaaag agaaatgc 

<210> 3912 
<211> 614 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 211. .576 



60 
120 
180 
240 
292 



340 



388 



436 



484 



532 



580 



625 



663 



<400> 3912 

cttttgattc tgcatggttt ctaatcttta tcaggagtta aacatccttc tacaggataa 
ctgeatctag aggcaggact atatataagc aaaggaaaag ttcttcgaag aggaaacacg 
aatcgctcgt tttaggaata aagatgaegg cgecttgagg taagctacag gcaacaecac 
ttccgegttt ctcttgcgcc ctggtccaag atg gcg gat gaa gcc acg cga cgt 
y y Met Ala Asp Glu Ala Thr Arg Arg 

1 5 



60 
120 
180 
234 



2441 



5y 



qtt gtg tct gag ate ccg gtg ctg aag act aac gec gga ccc cga gat 282 
Val Val Ser Glu He Pro Val Leu Lys Thr Asn Ala Gly Pro Arg Asp 

10 15 20 

cgt gag ttg tgg gtg cag cga ctg aag gag gaa tat cag tec ctt ate 
Arg Glu Leu Trp Val Gin Arg Leu Lys Glu Glu Tyr Gin Ser Leu He 
25 30 35 40 

egg tat gtg gag aac aac aag aat get gac aac gat tgg ttc cga ctg 
Arg Tyr Val Glu Asn Asn Lys Asn Ala Asp Asn Asp Trp Phe Arg Leu 
45 50 55 



gag tec aac aag gaa gga act egg tgg ttt gga aaa tgc tgg tat ate 



330 



378 



426 



Glu Ser Asn Lys Glu Gly Thr Arg Trp Phe Gly Lys Cys Trp Tyr lie 

60 65 70 

cat gac etc ctg aaa tat gag ttt gac ate gag ttt gac att cct ate 474 

His Asp Leu Leu Lys Tyr Glu Phe Asp lie Glu Phe Asp lie Pro He 

75 80 85 

aca tat cct act act gec cca gaa att gca gtt cct gag ctg gat gga 

Thr Tyr Pro Thr Thr Ala Pro Glu He Ala Val Pro Glu Leu Asp Gly 

90 95 10° 

- aag aca gca aag atg tac age tgg gtc cat ggc tgg cag tgg aaa tec 

H Lys Thr Ala Lys Met Tyr Ser Trp Val His Gly Trp Gin Trp Lys Ser 

*8 105 HO H5 I 20 
^ ctg ate tgattcagaa gggegtcate caacacaaag agaaatgc 
f* 5 " Leu He 



522 



570 



614 



<210> 3913 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48. .383 



<400> 3913 

atttceggge gtcaegtaac ggagtggcca acggcctgca gagcaac atg ccc aag 56 

Met Pro Lys 
1 

ttt tat tgt gac tac tgc gat aca tac etc ace cat gac tct cca tct 104 
Phe Tyr Cys Asp Tyr Cys Asp Thr Tyr Leu Thr His Asp Ser Pro Ser 

5 10 15 

gtg aga aag aca cac tgc agt gga agg aaa cac aaa gag aat gtg aaa 152 
Val Arg Lys Thr His Cys Ser Gly Arg Lys His Lys Glu Asn Val Lys 
20 25 30 35 

gac tat tat cag aaa tgg atg gaa gag cag get cag age ctg att gac 
Asd Tyr Tyr Gin Lys Trp Met Glu Glu Gin Ala Gin Ser Leu He Asp 

40 45 50 

aaa aca acg get gca ttt caa caa gga aag ata cct cct act cca ttc 
Lys Thr Thr Ala Ala Phe Gin Gin Gly Lys He Pro Pro Thr Pro Phe 

55 60 65 

tct get cct cct cct gca ggg gcg atg ata cca cct ccc ccc age ctt 
Ser Ala Pro Pro Pro Ala Gly Ala Met He Pro Pro Pro Pro Ser Leu 

70 75 80 

ccg ggt cct cct cgc cct ggt atg atg cca gca ccc cat atg ggg ggc 



200 



248 



296 



344 



2442 



Pro Gly Pro Pro 
85 

cct ccc atg atg 
Pro Pro Met Met 
100 



Arg Pro Gly Met 
90 

cca atg atg ggc 
Pro Met Met Gly 
105 



Met Pro Ala Pro 
95 

etc etc etc ctg 
Leu Leu Leu Leu 
110 



His Met Gly Gly 

gga tgatgcagt 
Gly 



<210> 3914 
<211> 429 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 25 . .405 



147 



195 



<400> 3914 ^ ^ a n 

caegaaggcg geaaaggega egga atg gag gag gtg cct cae gac tgt cca 
_ y yy Met Glu Glu Val Pro His Asp Cys Pro 

3 ggg gee gae age gee eag gcg^gc aga ggg get tea tgt eag gga tgc 99 

"1 Gly Ala Asp Ser Ala Gin Ala Gly Arg Gly Ala Ser Cys Gin Gly Cys 

N- 1Q 15 20 25 

U cee aae eag egg ctg tgc get tet gga gcg ggg gec act ccg gac acg 

*Q Pro Asn Gin Arg Leu Cys Ala Ser Gly Ala Gly Ala Thr Pro Asp Thr 
fft 30 35 40 

m get ata gag gaa ate aaa gag aaa atg aag act gta aaa cae aaa ate 

* Ala lie Glu Glu lie Lys Glu Lys Met Lys Thr Val Lys His Lys lie 
L 45 50 55 

? ttg gta ttg tct ggg aaa ggc ggt gtt ggg aaa age aca ttc age gee 243 

^ Leu Val Leu Ser Gly Lys Gly Gly Val Gly Lys Ser Thr Phe Ser Ala 
W 60 65 70 

* cac ctt gec cat ggc eta gca gag gat gaa aae aca eag att get ctt 
0 His Leu Ala His Gly Leu Ala Glu Asp Glu Asn Thr Gin lie Ala Leu 

eta gac ate gat ata tgt ggg cca teg att ccc aag ata atg gga ttg 
Leu Asp lie Asp lie Cys Gly Pro Ser lie Pro Lys lie Met Gly Leu 
90 95 100 105 

qaa gga gag cag gtt cac eag agt ggc tea ggc tgg tct cca gtg tac 
llu Gly Glu Gin Val His Gin Ser Gly Ser Gly Trp Ser Pro Val Tyr 

110 H5 120 

gtg gaa gac aac tgg ggg tgatgtcagt gggcttcctg ctca 
Val Glu Asp Asn Trp Gly 
125 



291 



339 



387 



429 



<210> 3915 

<211> 422 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 25 . .405 



2443 



<400> 3915 . . c-, 

cacgaaggcg gcaaaggcga cgga atg gag gag gtg cct cac gac tgt cca 
9 yy y y ^ ^ Met Qlu Qlu Val pro His Asp Cys Pro 

1 5 
ggg gcc gac age gec cag gcg ggc aga ggg get tea tgt cag gga tgc 
Gly Ala Asp Ser Ala Gin Ala Gly Arg Gly Ala Ser Cys Gin Gly Cys 
10 15 20 25 

ccc aac cag egg ctg tgc get tct gga gcg ggg gcc act gcg gac acg 
Pro Asn Gin Arg. Leu Cys Ala Ser Gly Ala Gly Ala Thr Ala Asp Thr 

30 35 40 „ 

get ata gag gaa ate aaa gag aaa atg aag act gtn aaa cac aaa ate 
Ala lie Glu Glu lie Lys Glu Lys Met Lys Thr Val Lys His Lys lie 

45 50 55 

ttg gta ttg tct ggg aaa ggc ggt gtt ggg aaa age aca ttc age gcc 
III Val Leu Ser Gly Lys Gly Gly Val Gly Lys Ser Thr Phe Ser Ala 

60 65 70 

cac ctt gcc cat ggc eta gca gag gat ttt gga caa ggc tgc cag aaa 
- His Leu Ala His Gly Leu Ala Glu Asp Phe Gly Gin Gly Cys Gin Lys 
^' 75 80 85 

* gtg ttg eta ctg gaa gaa aag tat atk att tea ctt tgg ttt ttt ttg 
*n va! Leu Leu Leu Glu Glu Lys Tyr Xaa lie Ser Leu Trp Phe Phe Leu 
U 90 95 1°° 105 

y tgt att gtt ttt tec aga gam agg gtc tea etc tgt tgc cca ggc tgg 3 87 



125 

<210> 3916 
<211> 1007 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 345. .962 



99 



147 



195 



243 



291 



339 



Cys lie Val Phe Ser Arg Xaa Arg Val Ser Leu Cys Cys Pro Gly Trp 

£ 110 115 422 

J agt nca gtk gcg cga tea taactcctgg gctcaag 

Ser Xaa Val Ala Arg Ser 



60 



ataatggatg ctcggccgac tgettctgea eggtctcttt gtctaaagga tgcaaacagt 
etaeggatge taglgaaaaa ggggtgggkn agarattacc tcatcccacg tcgcttgcac 120 
caatcaccag tctcctgtca tggcttctct gggcagattg ggggtctgga ccaacaggaa 180 
aaggccccgg cccatcccca tggtgaccga gttgtatata gggagecgea tccgcctatg 240 
tgccgcaggt tctcttacat cgaccgccta agagtcgege tgtaagaagc aacaacctct 300 
cctcttcgtc tccgccatca geteggcagt cgegaasage aacc atg cgt gag tgc 356 
^ Met Arg Glu Cys 

1 

ate tec ate cac gtt gge eag get ggt gte cag att ggc aat gcc tgc 404 

lie Ser lie His Val Gly Gin Ala Gly Val Gin lie Gly Asn Ala Cys 

5 10 15 20 

tgg gag etc tac tgc ctg gaa cac gge ate eag eec gat gge eag atg 452 

Trp Glu Leu Tyr Cys Leu Glu His Gly lie Gin Pro Asp Gly Gin Met 



2444 



Ml 



25 30 
cca agt gac aag acc att ggg gga gga 
Pro Ser Asp Lys Thr He Gly Gly Gly 

40 45 
ttc agt gag acg ggg get ggc aag cat 
Phe Ser Glu Thr Gly Ala Gly Lys His 

55 60 
gac ttg gaa ccc aca gtc att gat gaa 
Asp Leu Glu Pro Thr Val He Asp Glu 

70 75 
cag etc ttc cac cct gag car cty ate 
Gin Leu Phe His Pro Glu Gin Leu He 
85 90 
aat aac tat gec cga ggg cac tac acc 
Asn Asn Tyr Ala Arg Gly His Tyr Thr 
105 

cty gtg ttg gac cga att cgc aag ctg 
Leu Val Leu Asp Arg He Arg Lys Leu 
120 125 
cag ggc ttc ttg gtt ttc cac age ytt 
Gin Gly Phe Leu Val Phe His Ser Xaa 

135 140 
ttc acc tcs ctg etc atg gaa cgt etc 
Phe Thr Ser Leu Leu Met Glu Arg Leu 

150 155 
tec aag ctg gag ttc tcy att tac ccr 
Ser Lys Leu Glu Phe Ser He Tyr Pro 
165 170 
gta gtt gag ccc tac aac tec ate etc 
Val Val Glu Pro Tyr Asn Ser He Leu 
185 

cac tct gat tgt gee ttn cat ggt aga 
His Ser Asp Cys Ala Xaa His Gly Arg 
200 205 
gtcgtagaaa cctcgataty gagcg 



gat gat tec ttc 
Asp Asp Ser Phe 



gtg 

Val 

gtt 
Val 

aca 
Thr 

att 
He 
110 
gey 
Ala 

ggt 
Gly 

tea 
Ser 

gcr 
Ala 

acc 
Thr 
190 
caa 
Gin 



ccc egg 
Pro Arg 

cgc act 
Arg Thr 
80 

ggc aar 
Gly Lys 
95 

ggc aag 
Gly Lys 



gca 
Ala 
65 

ggc 

Gly 

gaa 
Glu 



gag 
Glu 



35 

aac acc ttc 
Asn Thr Phe 
50 

gtg ttt gta 
Val Phe Val 

acc tac cgc 
Thr Tyr Arg 



gac cag tgc 
Asp Gin Cys 



ggg gga 
Gly Gly 

gtt gat 
Val Asp 
160 
ccc cag 
Pro Gin 
175 

acc cac 
Thr His 



act 
Thr 
145 
tat 
Tyr 

gtt 
Val 

acc 
Thr 



gat 
Asp 

ate 
He 

acs 
Thr 
130 
ggt 
Gly 



get gee 
Ala Ala 
100 
att gac 
He Asp 
115 

ggt cty 
Gly Leu 

tct ggg 
Ser Gly 



tgaggecate 



ggc aag aag 
Gly Lys Lys 

tec aca get 
Ser Thr Ala 
180 

acc ctg gag 
Thr Leu Glu 
195 
tatgacatct 



500 



548 



596 



644 



692 



740 



788 



836 



884 



932 



982 



1007 



<210> 3917 

<211> 765 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 103. 



.720 



<400> 3917 

tcactacttc tcccccggac tccttggtag tctgttagtg ggagatcctt gttgccgtcc 
cttcqcctcc ttcaccgccg cagacccctt caagttctag tc atg cgt gag tgc 

Met Arg Glu Cys 

1 

ate tec ate cac gtt ggc cag get ggt gtc cag att ggc aat gee tgc 
He Ser He His Val Gly Gin Ala Gly Val Gin He Gly Asn Ala Cys 
5 10 15 20 



60 
114 



162 



2445 



tgg gag etc tac tgc ctg gaa cac ggc ate cag ccc gat ggc cag atg 210 
Trp Glu Leu Tyr Cys Leu Glu His Gly lie Gin Pro Asp Gly Gin Met 

25 30 35 

cca agt gac aag ace att ggg gga gga gat gat tec ttc aac ace ttc 
Pro Ser Asp Lys Thr He Gly Gly Gly Asp Asp Ser Phe Asn Thr Phe 

40 45 50 

ttc agt gaa acg ggt get ggc aag cat gtg ccc egg gca gtg ttt gta 
Phe Ser Glu Thr Gly Ala Gly Lys His Val Pro Arg Ala Val Phe Val 

55 60 65 

gac ttg gaa ccc aca gtc att gat gaa gtt cgc act ggc acy tac cgc 
Asp Leu Glu Pro Thr Val He Asp Glu Val Arg Thr Gly Thr Tyr Arg 

70 75 80 

cag etc ttc cac cct gag cag etc ate aca ggc aag gaa gat get gee 
Gin Leu Phe His Pro Glu Gin Leu He Thr Gly Lys Glu Asp Ala Ala 
85 90 95 100 

aat aac tat gec cga ggg cac tac acc att ggc aag gag ate att gac 
Asn Asn Tyr Ala Arg Gly His Tyr Thr He Gly Lys Glu He He Asp 

105 HO 115 

ctt gtg ttg gac cga att cgc aag ctg gey gac cag tgc acs ggt cty 
P Leu Val Leu Asp Arg He Arg Lys Leu Ala Asp Gin Cys Thr Gly Leu 
m 120 125 130 

iH cag ggc ttc ttg gtt ttc cac age yyt kgt ggg gga act ggt tct ggg 
M Gin Gly Phe Leu Val Phe His Ser Xaa Xaa Gly Gly Thr Gly Ser Gly 
135 140 145 

ttc acc tcs ctg etc atg gaa cgt etc tea gtt gat tat ggc aag aag 
Phe Thr Ser Leu Leu Met Glu Arg Leu Ser Val Asp Tyr Gly Lys Lys 

150 155 16° 

tec aag ctg gag ttc tcy att tac ccr gcr ccc cag gtt tec aca get 
Ser Lys Leu Glu Phe Ser He Tyr Pro Ala Pro Gin Val Ser Thr Ala 
165 170 175 180 

gta gtt gag ccc tac aac tec ate etc acc acc cac acc acc ctg gag 
fU Val Val Glu Pro Tyr Asn Ser He Leu Thr Thr His Thr Thr Leu Glu 



*0 



185 



190 195 



200 205 
gtcgtagaaa cctcgataty gagcg 

<210> 3918 
<211> 455 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28. .351 



258 



306 



354 



402 



450 



498 



546 



594 



642 



690 



3 cac tct gat tgt gec ttn cat ggt aga caa tgaggecate tatgacatct 740 
#n His Ser Asp Cys Ala Xaa His Gly Arg Gin 



765 



<400> 3918 

qcgcgtgtgc tggggtacct ggtcgtc atg gag gcg gta ttg acc gaa gag ctt b4 
y y y Met Glu Ala Val Leu Thr Glu Glu Leu 

1 5 

gat gag gaa gag cag ctg ctg aga agg cat cgc aaa gag aag aag gag 102 
Asp Glu Glu Glu Gin Leu Leu Arg Arg His Arg Lys Glu Lys Lys Glu 



2446 



10 15 20 ^ 25 

ttq caa gcc aaa att cag ggc atg aag aat get gtt ccc aag aat gac 
Leu Gin Ala Lys lie Gin Gly Met Lys Asn Ala Val Pro Lys Asn Asp 

30 35 40 

aag aag agg agg aag car etc acc gaa gat gtg gcc aag ttg gaa aaa 
Lys Lys Arg Arg Lys Gin Leu Thr Glu Asp Val Ala Lys Leu Glu Lys 

45 50 55 

gaa atg gaa cag aaa cat aga gag gaa ctg gag caa ttg aag ctg act 
Glu Met Glu Gin Lys His Arg Glu Glu Leu Glu Gin Leu Lys Leu Thr 

60 65 70 

act aag gag aat aag ata gat tct gtt get gtt aac att tea aac ttg 
Thr Lys Glu Asn Lys lie Asp Ser Val Ala Val Asn lie Ser Asn Leu 

75 80 85 

gtg ctt gag aat cag cca cct egg ata tea aaa gca caa aag aga egg 
Val Leu Glu Asn Gin Pro Pro Arg lie Ser Lys Ala Gin Lys Arg Arg 
90 95 100 105 

gtg cct gga tagaaggagc tctctgtgtt gtccttggtc cctgctctgc 
Val Pro Gly 

tcttaccagc tgtaggcett tggnaatctc tetgegtget gtttcctcag aagaggaaaa 

H. t 9 ag 

Ui <210> 3919 

J** <211> 493 

llJ <212> DNA 

•7% <213> Homo sapiens 

% <220> 
W <221> CDS 
a <222> 79. .483 

ffj <400> 3919 ccs 

. ~ ^K^^i-M- rmnnrt- r t c. cacacqqccq 60 

111 



r ggctggcccc gctcagtcac ccgcagcagg cgtgcagttt cccggctctc cgcgcggccg 
*" gggaaggtca gcgccgta atg gcg ttc ttg gcg teg gga ccc tac ctg acc 

Met Ala Phe Leu Ala Ser Gly Pro Tyr Leu Thr 
1 5 10 

cat cag caa aag gtg ttg egg ctt tat aag egg gcg eta cgc cac etc 
His Gin Gin Lys Val Leu Arg Leu Tyr Lys Arg Ala Leu Arg His Leu 

15 20 25 

gag teg tgg tgc gtc cag aga gac aaa tac cga tac ttt get tgt ttg 
Glu Ser Trp Cys Val Gin Arg Asp Lys Tyr Arg Tyr Phe Ala Cys Leu 

30 35 40 

atg aga gcc egg ttt gaa gaa cat aag aat gaa aag grt atg gcg aag 
Met Arg Ala Arg Phe Glu Glu His Lys Asn Glu Lys Xaa Met Ala Lys 

45 50 55 

gcc acc cag ctg aag gag gcc gag gaa gaa ttc tgg tac cgt cag cat 
Ala Thr Gin Leu Lys Glu Ala Glu Glu Glu Phe Trp Tyr Arg Gin His 
60 65 70 75 

cca cag cca tac ate ttc cct gac tct cct ggg ggc acc tec tat gag 
Pro Gin Pro Tyr He Phe Pro Asp Ser Pro Gly Gly Thr Ser Tyr Glu 

80 85 90 

aga tac gat tgc tac aag gtc cca gaa tgg tgc tta gat gac tgg cat 
Arg Tyr Asp Cys Tyr Lys Val Pro Glu Trp Cys Leu Asp Asp Trp His 
95 100 105 



150 



198 



246 



294 



342 



391 

451 
455 



159 



207 



255 



303 



351 



399 



2447 



cct tct gag aag gca atg tat cct 
Pro Ser Glu Lys Ala Met Tyr Pro 
110 US 
tgg aag aaa ctg egg gga aag ctg 
Trp Lys Lys Leu Arg Gly Lys Leu 
125 130 

<210> 3920 

<211> 1021 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105. .716 



gat tac ttt gec aag aga gaa cag 
Asp Tyr Phe Ala Lys Arg Glu Gin 
120 

gga acg aga ggt taagcagctg 
Gly Thr Arg Gly 
135 



■y I 

■S c 



o 



60 
116 



164 



212 



260 



<400> 3920 

ccctttccgt ctggcggcag ccatcaggta ggctgcgttg aggatctttg ctcttccatc 

cacctttgat cgtcttcctc tkgccagcca tcaggtaagc caag atg ggt gca tac 
a 3 Mefc Gly Ala Tyj- 

1 

aag tac ate cag gag eta tgg aga aag aag cag tct gat gtc atg cgc 
Lys Tyr He Gin Glu Leu Trp Arg Lys Lys Gin Ser Asp Val Met Arg 
5 10 15 20 

ttt ctt ctg agg gtc cgc tgc tgg cag tac cgc cag etc tct get etc 
Phe Leu Leu Arg Val Arg Cys Trp Gin Tyr Arg Gin Leu Ser Ala Leu 

25 30 35 

cac agg get ccc cgc ccc ace egg cct gat aaa gcg cgc cga ctg ggc 
His Arg Ala Pro Arg Pro Thr Arg Pro Asp Lys Ala Arg Arg Leu Gly 
40 45 50 

tU tac aag gec aag caa ggt tac gtt ata tat agg att cgt gtt cgc cgt 308 
=C Tyr Lys Ala Lys Gin Gly Tyr Val He Tyr Arg He Arg Val Arg Arg 
fn 55 60 65 

« qgt ggc cga aaa cgc cca gtt cct aag ggt gca act tac ggc aag cct 
** Gly Gly Arg Lys Arg Pro Val Pro Lys Gly Ala Thr Tyr Gly Lys Pro 
70 75 80 

gtc cat cat ggt gtt aac cag eta aag ttt get cga age ctt cag tec 
Val His His Gly Val Asn Gin Leu Lys Phe Ala Arg Ser Leu Gin Ser 
85 90 95 100 

gtt gca gag gag cga get gga cgc cac tgt ggg get ctg aga gtc ctg 
Val Ala Glu Glu Arg Ala Gly Arg His Cys Gly Ala Leu Arg Val Leu 

105 HO 115 

aat tct tac tgg gtt ggt gaa gat tec aca tac aaa ttt ttt gag gtt 
Asn Ser Tyr Trp Val Gly Glu Asp Ser Thr Tyr Lys Phe Phe Glu Val 

120 125 13° 

ate etc att gat cca ttc cat aaa get ate aga aga aat cct gac ace 
He Leu He Asp Pro Phe His Lys Ala He Arg Arg Asn Pro Asp Thr 

135 140 I 45 

cag tgg ate ace aaa cca gtc cac aag cac agg gag atg cgt ggg ctg 
Gin Trp He Thr Lys Pro Val His Lys His Arg Glu Met Arg Gly Leu 

150 155 160 

aca tct gca ggc cga aag age cgt ggc ctt gga aag ggc cac aag ttc 
Thr Ser Ala Gly Arg Lys Ser Arg Gly Leu Gly Lys Gly His Lys Phe 



356 



404 



452 



500 



548 



596 



644 



2448 




m 



Z 3-3 



165 170 180 

cac cac act att ggt ggc tct cgc egg gca get tgg aga agg cgc aat 
His His Thr lie Gly Gly Ser Arg Arg Ala Ala Trp Arg Arg Arg Asn 

185 190 i95 

act etc cag etc cac cgt tac cgc taatataagt aaagtttgta aaattcatac 
Thr Leu Gin Leu His Arg Tyr Arg 

ttaataaaea aJttaggaca gteatgtetg ettaeaggtg ttatttgtet 9"aaaacta 
gtctgeagat gtttcttgaa tgctttgtca aattaagaaa gttaaagtgc aataatgttt 
gaagacaata agtggtggtg tatettgttt etaataagat aaaetttttt gtctttgett 
?atettatta gggagttgta tgtcagtgta taaaacatae tgtgtggtat aacaggctta 

ataaattctt taaaaggaga gaactgaaac tagee 



<210> 3921 

<211> 1040 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124. .735 



692 



746 



806 
866 
926 
986 
1021 



* attttcattc ccggcggttt ccttgttttt gttggggaac taagatggac 99atacaggt 60 
cgtcttattg tacttaaagc ggatgatatt taatacacag tttgatttca caggtaagee 
aag atg ggt gca tac aag tac ate cag gag eta tgg aga aag aag cag 
Met Gly Ala Tyr Lys Tyr lie Gin Glu Leu Trp Arg Lys Lys Gin 
1 5 10 15 

tct gat gtc atg cgc ttt ctt ctg agg gtc cgc tgc tgg cag tac cgc 
Ser Asp Val Met Arg Phe Leu Leu Arg Val Arg Cys Trp Gin Tyr Arg 
ft! 20 25 30 

Z cag etc tct get etc cac agg get ccc cgc ccc acc egg cct gat aaa 
« Gin Leu Ser Ala Leu His Arg Ala Pro Arg Pro Thr Arg Pro Asp Lys 
5 35 40 45 

W gcg cgc cga ctg ggc tac aag gee aag caa ggt tac gtt ata tat agg 
Ala Arg Arg Leu Gly Tyr Lys Ala Lys Gin Gly Tyr Val lie Tyr Arg 

50 55 60 

att cgt gtt cgc cgt ggt ggc cga aaa cgc cca gtt cct aag ggt gca 
lie Arg Val Arg Arg Gly Gly Arg Lys Arg Pro Val Pro Lys Gly Ala 

65 70 75 

act tac ggc aag cct gtc cat cat ggt gtt aac cag eta aag ttt get 
Thr Tyr Gly Lys Pro Val His His Gly Val Asn Gin Leu Lys Phe Ala 
80 85 90 95 

cga age ctt cag tec gtt gca gag gag cga get gga cgc cac tgt ggg 
Arg Ser Leu Gin Ser Val Ala Glu Glu Arg Ala Gly Arg His Cys Gly 

100 105 HO 

act ctg aga gtc ctg aat tct tac tgg gtt ggt gaa gat tec aca tac 
Ala Leu Arg Val Leu Asn Ser Tyr Trp Val Gly Glu Asp Ser Thr Tyr 

H5 120 I 25 

aaa ttt ttt gag gtt ate etc att gat cca ttc cat aaa get ate aga 
Lys Phe Phe Glu Val lie Leu lie Asp Pro Phe His Lys Ala lie Arg 

130 135 I 40 

aga aat cct gac acc cag tgg ate acc aaa cca gtc cac aag cac agg 



120 
168 



216 



264 



312 



360 



408 



456 



504 



552 



600 



2449 



648 



696 



745 



805 
865 
925 
985 
1040 



Arg Asn Pro Asp Thr Gin Trp He Thr Lys Pro Val His Lys His Arg 

145 150 155 

gag atg cgt ggg ctg aca tct gca ggc cga aag age cgt ggc ctt gga 
Glu Met Arg Gly Leu Thr Ser Ala Gly Arg Lys Ser Arg Gly Leu Gly 
160 165 170 175 

aag ggc cac aag ttc cac cac act att ggt ggc tct cgc egg gca get 
Lys Gly His Lys Phe His His Thr He Gly Gly Ser Arg Arg Ala Ala 

180 185 190 

tgg aga agg cgc aat act etc cag etc cac cgt tac cgc taatataagt 
Trp Arg Arg Arg Asn Thr Leu Gin Leu His Arg Tyr Arg 

195 200 
aaagtttgta aaattcatac ttaataaaca atttaggaca gtcatgtctg cttacaggtg 
ttatttgtct gttaaaacta gtctgeagat gtttcttgaa tgctttgtca aattaagaaa 
gttaaagtgc aataatgttt gaagacaata agtggtggtg tatcttgttt ctaataagat 925 
aaactttttt gtctttgett tatcttatta gggagttgta tgtcagtgta taaaacatac 985 
tgtgtggtat aacaggctta ataaattctt taaaaggaga gaactgaaac tagee 

<210> 3922 
„ <211> 472 
y <212> DNA 
'^S <213> Homo sapiens 

m 

M= <220> 
-yj <221> CDS 
,S <222> 54 . .359 

if? 

■ f% 

v <400> 3922 

3 qacqttqctc ttgtgttctc gcgagaggcg ggaaagggcg cagggtttga aac atg 

•S3- 

fU 1 

HJ gcg gac gac gta gac cag caa caa act acc aac act gta gag gag ccc 
£ Ala Asp Asp Val Asp Gin Gin Gin Thr Thr Asn Thr Val Glu Glu Pro 
fh 5 1° 15 

% ctg g a t ctt ate agg etc age eta gat gag cga att tat gtg aaa atg 
Leu Asp Leu He Arg Leu Ser Leu Asp Glu Arg He Tyr Val Lys Met 

20 25 30 

aga aat gac cga gag ctt cga ggc aga tta cat get tat gat caa cat 
Arg Asn Asp Arg Glu Leu Arg Gly Arg Leu His Ala Tyr Asp Gin His 

35 40 45 

tta aat atg ate ttg gga gat gtg gaa gaa act gtg act act ata gaa 
Leu Asn Met He Leu Gly Asp Val Glu Glu Thr Val Thr Thr He Glu 
50 55 60 65 

att gat gaa gaa aca tat gaa gag ata tat aaa tea acg aaa egg aat 
He Asp Glu Glu Thr Tyr Glu Glu He Tyr Lys Ser Thr Lys Arg Asn 

70 75 80 

att cca atg etc ttt gtc egg gga gat ggc gtt gtc ctg gtt gee cct 
He Pro Met Leu Phe Val Arg Gly Asp Gly Val Val Leu Val Ala Pro 

85 90 95 

cca ctg aga gtt ggc tgaaacaaag aatttgtcct gtatggaaaa egggagaett 
Pro Leu Arg Val Gly 
100 

tgtacagtgg cctctctaaa agtacaaaac attcataagw gaaacctgea tacattttga 
tattaagaaa taa 



56 



104 



152 



200 



248 



296 



344 



399 



459 
472 



2450 



<210> 3923 

<211> 873 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .687 



iu 

p 



gcccctgtcc ggcagccgag gagatcccgc gcagtgctgc caacgccccg gtggagaagc 
tgaggtcatc atcagatttg aaatatttaa agtggataca aaactatttc agca atg 



Met 
1 



caq aca att aag tgt gtt gtt gtg ggc gat ggt get gtt ggt aaa aca 
Gin Tnr lie Lys Cys Val Val Val Gly Asp Gly Ala Val Gly Lys Thr 

10 15 



5 



.ft 35 



40 45 



cca tat act ctt gga ctt ttt gat act gca ggg caa gag gat tat gac 
Pro Tyr Thr Leu Gly Leu Phe Asp Thr Ala Gly Gin Glu Asp Tyr Asp 
50 55 60 65 

aqa tta cga ccg ctg agt tat cca caa aca gat gta ttt eta gtc tgt 
Arg Leu Arg Pro Leu Ser Tyr Pro Gin Thr Asp Val Phe Leu Val Cys 

ttt tea gtg gtc tct cca tct tea ttt gaa aac gtg aaa gaa aag tgg 
Phe Ser Val Val Ser Pro Ser Ser Phe Glu Asn Val Lys Glu Lys Trp 

85 90 95 

gtg cct gag ata act cac cac tgt cca aag act cct ttc ttg ctt gtt 
Val Pro Glu lie Thr His His Cys Pro Lys Thr Pro Phe Leu Leu Val 

100 105 HO 

ggg act caa att gat etc aga gat gac ccc tct act att gag aaa ctt 
Gly Thr Gin lie Asp Leu Arg Asp Asp Pro Ser Thr lie Glu Lys Leu 

115 120 I 25 

gec aag aac aaa cag aag cct ate act cca gag act get gaa aag ctg 
Ala Lys Asn Lys Gin Lys Pro lie Thr Pro Glu Thr Ala Glu Lys Leu 
130 I 35 140 

gec cgt gac ctg aag get gtc aag tat gtg gag tgt tct gca ctt aca 
Ala Arg Asp Leu Lys Ala Val Lys Tyr Val Glu Cys Ser Ala Leu Thr 

150 155 160 

cag aaa ggc eta aag aat gta ttt gac gaa gca ata ttg get gec ctg 
Gin Lys Gly Leu Lys Asn Val Phe Asp Glu Ala lie Leu Ala Ala Leu 

165 170 115 

gag cct cca gaa ccg aag aag age cgc agg tgt gtg ctg eta 
Glu Pro Pro Glu Pro Lys Lys Ser Arg Arg Cys Val Leu Leu 

180 185 190 

tgaacatcte tceagagccc tttetgeaca gctggtgtcg gcatcatact aaaagcaatg 
tttaaatcaa actaaagatt aaaaattaaa attcgttttt gcaataatga caaatgccct 



60 

117 



165 



213 



O tgt etc ctg ata tec tac aca aca aac aaa ttt cca teg gaa tat gta 
•43 Cys Leu Leu lie Ser Tyr Thr Thr Asn Lys Phe Pro Ser Glu Tyr Val 

=J1 ccg act gtt ttt gac aac tat gca gtc aca gtt atg att ggt gga gaa 261 
Pro Thr Val Phe Asp Asn Tyr Ala Val Thr Val Met lie Gly Gly Glu 



309 



357 



405 



453 



501 



549 



597 



645 



687 



747 
807 



2451 



gcacctaccc acatgcactc gtgtgagaca aggcccatag gtatggcccc ccccttcccc 867 
ctccca 

<210> 3924 

<211> 999 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 241. .813 



qcccctgtcc ggcagccgag gagatcccgc gcagtgctgc caacgccccg gtggagaagc 
tgagacggag tctcastgtg ttccccaggc tggagtgcag tggcgccatc ttggctcact 
gcagtgcgcc tctgcccccc gagttcaagc gattctcctg cctcaggctc ctgagtjgct 
gggactacag gtcatcatca gatttgaaat atttaaagtg gatacaaaac tatttcagca 
III cag aaatt aag tgt gtt gtt gtg ggc grk ggt get gtt ggt aaa 
O ml Gin Thr lie Lys Cys Val Val Val Gly Xaa Gly Ala Val Gly Lys 
..a i 5 io 15 

•« aca tat etc ctg ata tec tac aca aca rrc aaa ttt cca teg gaa tat 
*' Thr Cys Leu Leu lie Ser Tyr Thr Thr Xaa Lys Phe Pro Ser Glu Tyr 

20 25 30 

W ata cca act qtt ttt gac aac tat gca gtc aca gtt atg att ggt gga 
* Va? Pro Ha 111 Phe Lp Asn Tyr Ala Val Thr Val Met lie Gly Gly 
<£ 35 40 45 

£ gaa cca tat act ctt gga ctt ttt gat act gca ggg caa gag gat tat 
Glu Pro Tyr Thr Leu Gly Leu Phe Asp Thr Ala Gly Gin Glu Asp Tyr 

m gac aga tta cga ccg ctg agt tat cca caa aca gat gta ttt eta gtc 
«■ Asp Arg Leu Arg Pro Leu Ser Tyr Pro Gin Thr Asp Val Phe Leu Val 
% 65 70 75 

f tat ttt tea qtg gtc tct cca tct tea ttt gaa aac gtg aaa gaa aag 
O Cys Phe Ser Vai Val Ser Pro Ser Ser Phe Glu Asn Val Lys Glu Lys 
O 85 90 95 

tgg gtg cct gag ata act cac cac tgt cca aag act cct ttc ttg ctt 
tS Va! Pro Glu lie Thr His His Cys Pro Lys Thr Pro Phe Leu Leu 

100 105 HO 

qtt ggg act caa att gat etc aga gat gac ccc tct act att gag aaa 
Val Gly Thr Gin lie Asp Leu Arg Asp Asp Pro Ser Thr lie Glu Lys 

115 120 125 

ctt gee aag aac aaa cag aag cct ate act cca gag act get gaa aag 
III La Ly! Asn Lys Gin Lys Pro lie Thr Pro Glu Thr Ala Glu Lys 

130 135 I 40 

ctg gee cgt gac ctg aag get gtc aag tat gtg gag tgt tct gca ctt 
Leu La Arg Lp Leu Lys Ala Val Lys Tyr Val Glu Cys Ser Ala Leu 

150 155 
aca cag aaa ggc eta aag aat gta ttt gac gaa gca ata ttg get gec 
i£ III Lys Gly Leu Lys Asn Val Phe Asp Glu Ala lie Leu A a Ala 

165 170 175 

ctg gag cct cca gaa ccg aag aag age cgc agg tgt gtg ctg eta 
Leu Glu Pro Pro Glu Pro Lys Lys Ser Arg Arg Cys Val Leu Leu 
180 185 190 



60 
120 
180 
240 
288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



813 



2452 




taaacatctc tccagagccc tttctgcaca gctggtgtcg gcatcatact aaaagcaatg 873 
tKaatcaa actaaagatt aaaaattaaa attcgttttt gcaataatga caaatgccct 
gcacctaccc acatgcactc gtgtgagaca aggcccatag gtatggcccc ccccttcccc 993 



ctccca 

<210> 3925 

<211> 486 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 138 . .446 



1 5 10 

cac att acc att ttt tea ncc gag ggt egg etc kas caa gta gaa tat 

His lie Thr lie Phe Ser Xaa Glu Gly Arg Leu Xaa Gin Val Glu Tyr 

15 20 25 

get ttt aag get att aac cag ggt ggc ctt aca tea gta get gtc aga 

III Phe Lys La He Asn Gin Gly Gly Leu Thr Ser Val Ala Val Arg 

30 35 40 

ggg aaa gac tgt gca gka att gtc aca cag aag aaa gta cct gac aaa 
lly Lys Asp Cys Ala Xaa lie Val Thr Gin Lys Lys Val Pro Asp Lys 

45 50 55 

tta ttg gat tec age aca gtg act cac tta ttc aag ata act gaa aac 
lei Leu Asp Ser Ser Thr Val Thr His Leu Phe Lys He Thr Glu Asn 
60 65 70 75 

att ggt tgt gtg atg acc gga atg aca get gac age aga tec cag gta 
III Gly Cys Val Met Thr Gly Met Thr Ala Asp Ser Arg Ser Gin Val 

80 85 90 

ata tct gtt ttg atg aat ttg aag gca att gat ttg taaccaaacc 
He Ser Val Leu Met Asn Leu Lys Ala He Asp Leu 

95 100 
atagaageca tatccaatcc cattcactgg 



<210> 3926 
<211> 443 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53. .388 



999 



gagtteggea tgcaagagcg gaagaaaagc ggctggtacc ccggaagcag tegetgeaac 60 

ttcegggagg tgcttgtgtg cctggtgcgg gagctaeggg geceagggat tgtgtttaaa 120 

gtag?get?e taccaac atg tec egt ggt tee age gee ggt ttt gac egc 170 
gtagtgct ^ ^ ^ ^ Qly ph£ ftsp Arg 



218 



266 



314 



362 



410 



456 



486 



attteecage atcccgcgeg cegeagacec actteeggag aceteacaea ag atg gcg 58 



2453 




1 



qca ccc gag gaa cac gat tct ccg acc gaa gcg tec cag ccg att gtg 
ITa Pro Glu Glu His Asp Ser Pro Thr Glu Ala Ser Gin Pro lie Val 

5 10 15 

gaa gag gag gaa act aaa aca ttt aaa gac ctg ggt gtg aca gat gtg 
Glu Glu Glu Glu Thr Lys Thr Phe Lys Asp Leu Gly Val Thr Asp Val 



25 30 



<213> Homo sapiens 



106 



154 



ttg tgt gaa get tgt gac cag ttg gga tgg aca aaa ccc acc aag ate 202 
Leu Cys Glu Ala Cys Asp Gin Leu Gly Trp Thr Lys Pro Thr Lys lie 

40 45 
cag att gaa get att cct ttg gee tta caa ggt cgt gat ate att ggg 
Gin lie Glu Ala lie Pro Leu Ala Leu Gin Gly Arg Asp lie lie Gly 

55 60 65 

ctt gca gaa act ggc tct gga aag aca ggc gee ttt get ttg ccc att 
Leu Ala Glu Thr Gly Ser Gly Lys Thr Gly Ala Phe Ala Leu Pro lie 

eta aac gca ctg ctg gag ace ccg cag cgt ttg ttt gee eta gtt ctt 
Leu Asn Ala Leu Leu Glu Thr Pro Gin Arg Leu Phe Ala Leu Val Leu 
85 90 95 

S3 acc ccg act egg gag ctg gee ttt cag ate tea gag cca gtt 
=fl Thr Pro Thr Arg Glu Leu Ala Phe Gin He Ser Glu Pro Val 
Ui 100 105 HO 

|* tgaagccctg gggtcctcta ttggagtgca gagtgctgtg attgtaggtg gaatt 

.ft <210> 3927 
J <211> 470 
'% <212> DNA 



250 



298 



346 



388 



443 



M <220> 

fy <221> CDS 

UJ <222> 23 . .412 

0 tgegcaacte attggegeca ag atg gcg atg gag atg agg ctt cca gtg get 52 

Met Ala Met Glu Met Arg Leu Pro Val Ala 
1 5 10 

cgc aag cct ctt age gag aga ctg ggc cgc gac act aag aaa cat eta 100 
Arq Lys Pro Leu Ser Glu Arg Leu Gly Arg Asp Thr Lys Lys His Leu 

15 20 25 

qtq qtg ccg ggg gat aca ate act acg gac aca gga ttc atg egg ggc 
Val Val Pro Gly Asp Thr lie Thr Thr Asp Thr Gly Phe Met Arg Gly 

30 35 40 

cat gga acg tat atg gga gaa gag aag etc att gca tct gtt get ggc 
His Gly Thr Tyr Met Gly Glu Glu Lys Leu lie Ala Ser Val Ala Gly 

45 50 55 

tct gtg gag aga gta aac aag ttn ate tgt gtg aaa get ttg aaa acc 
Ser Val Glu Arg Val Asn Lys Xaa lie Cys Val Lys Ala Leu Lys Thr 

60 65 70 

aga tac att ggt gaa gta rga gac ate gta gtg gga cga ate aca gag 
Arg Tyr lie Gly Glu Val Xaa Asp He Val Val Gly Arg lie Thr Glu 
75 80 85 90 

gtt caa cag aag agg tgg aag gtg gag acc aac tec agg ctg gat teg 



148 



196 



244 



292 



340 



2454 



Val Gin Gin Lys Arg Trp Lys Val Glu Thr Asn Ser Arg Leu Asp Ser 

95 100 1° 5 

qtc ttg ctg etc teg tec atg aac ctt cct gga gga gag ctg agg aga 
?al Leu Leu Leu Ser Ser Met Asn Leu Pro Gly Gly Glu Leu Arg Arg 

110 H5 I 20 

gat ctg cag aag atg age ttg caa tgagaggttt cttacaggaa ggggmcttat 
Asp Leu Gin Lys Met Ser Leu Gin 
125 l^O 
cagtgetgag gtcaggcagt gttctctg 

<210> 3928 
<211> 488 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .478 



<400> 3928 



80 85 90 

ago tgg gac tea gaa sec ttg gtc gac cca gra cgc cgt gac cac agg 
Gly Trp Asp Ser Glu Xaa Leu Val Asp Pro Xaa Arg Arg Asp His Arg 

95 100 1° 5 

atg aac cac ttc agg gtc tac agt gac ate act ctg tac aaa get aaa 
Me? Asn His Phe Arg Val Tyr Ser Asp lie Thr Leu Tyr Lys Ala Lys 

110 H5 120 

atg tng gac ttg gga gaa gat gat cgc cac aag tagcatctca 
Met Xaa Asp Leu Gly Glu Asp Asp Arg His Lys 
125 130 i35 

<210> 3929 
<211> 745 
<212> DNA 

<213> Homo sapiens 



388 



442 



470 



60 



yi agaaggeceg eagecaagcg agtggtaaga ggacgecgag agagccccgg "ecaeggag 
' cagccccaag get atg gcg gga cac ccg aaa gag agg Jtc aca gat 



Met Ala Gly His Pro Lys Glu Arg Val Val Thr Asp 

* 1 5 10 
*? gag gtc cat cag aac cag ate ttg egg gag ctg tac etc aaa gag tta 

* Glu Val His Gin Asn Gin lie Leu Arg Glu Leu Tyr Leu Lys Glu Leu 
■U 15 20 25 

cga acc cag aaa etc cac acg cag tac cat gtg aat ccc ctg cgc aag 
O A rq Thr Gin Lys Leu His Thr Gin Tyr His Val Asn Pro Leu Arg Lys 

3 5 4 0 

Hi gtt cac agg att acg agg aag cct atg tct tgg cat gat aac ctg gag 
"r val His Arg lie Thr Arg Lys Pro Met Ser Trp His Asp Asn Leu Glu 

TL „ c 50 55 60 

r«9 45 DU -am 

S gaa ccc gca gac gec agg ttt ctg aat etc att cac cat get gec cag 301 
M Glu Pro Ala Asp Ala Arg Phe Leu Asn Leu lie His His Ala Ala Gin 

65 70 75 ^ 

ggg cca acg aag aag tac ccg gag gca cag act gaa aac cag gaa att 

Gly Pro Thr Lys Lys Tyr Pro Glu Ala Gin Thr Glu Asn Gin Glu lie 



157 



205 



253 



349 



397 



445 



488 



2455 



<220> 
<221> CDS 
<222> 137. .676 



atttccggtt ccggcggggg gcttttctct ctctctttca ctgcaaggcg gcggcaggag 

aggt^ggt gcXgStct ctaagccatc cagtgccatc ctcgtcgctg cagcgacaca 

cqctctcgcc gccgcc atg act gag cag atg acc ctt cgt ggc acc etc aag 
cgctctcgcc g g ^ ^ ^ ^ ^ ^ ^ Qly Thr Leu Lys 

1 5 1° 

cac cac aac ggc tgg gta acc cag ate get act acc ccg cag ttc ccg 
Sy His Asn lly Trp Val Thr Gin lie Ala Thr Thr Pro Gin Phe Pro 

15 20 25 

gac atg ate etc tec gec tct cga gat aag acc ate ate atg tgg aaa 
Lp Met lie Leu Ser Ala Ser Arg Asp Lys Thr lie lie Met Trp Lys 

30 35 40 

ctg acc agg gat gag acc aac tat gga att cca cag cgt get ctg egg 
Leu Thr Arg Asp Glu Thr Asn Tyr Gly He Pro Gin Arg Ala Leu Arg 
45 50 55 60 

ggt cac tec cac ttt gtt agt gat gtg gtt ate tec tea gat ggc cag 
Gly His Ser His Phe Val Ser Asp Val Val lie Ser Ser Asp Gly Gin 

65 70 75 

ttt gee etc tea ggc tec tgg gat gga acc ctg cgc etc tgg gat etc 
Phe Ala Leu Ser Gly Ser Trp Asp Gly Thr Leu Arg Leu Trp Asp Leu 



80 85 90 



~ aca acg ggc acc acc acg agg cga ttt gtg ggc cat acc aag gat gtg 

Thr Thr Gly Thr Thr Thr Arg Arg Phe Val Gly His Thr Lys Asp Val 

O 95 100 105 

nJ etc aat atg gee ttc tec tct gac aac egg cag att gtc tct gga tct 

m HI ser Val Ala Phe Ser Ser Asp Asn Arg Gin lie Val Ser Gly Ser 

'? 110 H5 120 

3 C ga gat aaa acc ate aag eta tgg aat acc ctg ggt gtg tgc aaa tac 

% Arg Asp Lys Thr lie Lys Leu Trp Asn Thr Leu Gly Val Cys Lys Tyr 

?ss~ 130 135 1 4 U 

ict qtc cag gat gag age cac tea gag tgg gtg tct tgt gtc cgc ttc 
Thr val III Asp 111 sir His Ser Glu Trp Val Ser Cys Val Arg Phe 

145 150 I 55 

teg ccc aac age age aae ect ate ate gtc tec tgt ggc tgg gac aag 
Ser Pro Asn Ser Ser Asn Pro lie lie Val Ser Cys Gly Trp Asp Lys 

160 165 170 

ctg srn twa ggt atg gaa cct ggc taactgeaag ctgaagacca accaeattgg 
Leu Xaa Xaa Gly Met Glu Pro Gly 
175 180 
ccacacaggc tatctgaaca cggtgactgt ctctccarw 

<210> 3930 

<211> 499 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



60 
120 
172 



220 



268 



316 



364 



412 



460 



508 



556 



604 



652 



706 



745 



2456 





IU 



<222> 100. .426 



agacgcgccg cggtccccgc ctgccgctgc tccgccgcag tcgccgctcc agtctatccg 
gcactaggaa cagccccggg cggcgagacg gtccccgcc atg tct gcg gcc atg 
33 Met Ser Ala Ala Met 

1 5 
agg gag agg ttc gac egg ttc ctg cac gag aag aac tgc atg act gac 
Arg Glu Arg Phe Asp Arg Phe Leu His Glu Lys Asn Cys Met Thr Asp 

10 15 20 

ctt ctg gcc aag etc gag gcc aaa acc ggc gtg aac agg age ttc ate 
Leu Leu Ala Lys Leu Glu Ala Lys Thr Gly Val Asn Arg Ser Phe lie 

25 30 35 

get ctt ggt gtc ate gga ctg gtg gcc ttg tac ctg gtg ttc ggt tat 
Ala Leu Gly Val lie Gly Leu Val Ala Leu Tyr Leu Val Phe Gly Tyr 

40 45 50 

gga gcc tct etc etc tgc aac ctg ata gga ttt ggc tac cca gcc tac 
Gly Ala Ser Leu Leu Cys Asn Leu lie Gly Phe Gly Tyr Pro Ala Tyr 

55 60 65 

ate tea att aaa get ata gag age ccc gat caa gaa cat cct gtg cca 
lie Ser lie Lys Ala lie Glu Ser Pro Asp Gin Glu His Pro Val Pro 
70 75 80 85 

qaa ggt aag aaa ata tta aag ggt gat gga aac atg tta aaa aga cac 
Glu Gly Lys Lys He Leu Lys Gly Asp Gly Asn Met Leu Lys Arg His 

90 95 10° 

aga age cag cat gaa aat gcc tgg tgattaagga taatttgagc attgaagtaa 
Arg Ser Gin His Glu Asn Ala Trp 
105 

atgatagaaa tggatgecat tccatagatt aaataagaat eta 

<210> '3931 

<211> 452 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 51. .419 



gcctactctt tccctcggag egggeggegg cgttggcggc ttgtgcagca atg gcc 56 

3 Met Ala 



1 

aag ate aag get cga gat ctt cgc ggg aag aag aag gag gag ctg ctg 
Lys lie Lys Ala Arg Asp Leu Arg Gly Lys Lys Lys Glu Glu Leu Leu 

5 10 15 

aaa eag ctg gac gac ctg aag gtg gag ctg tec cag ctg cgc gtc gcc 
Lys Gin Leu Asp Asp Leu Lys Val Glu Leu Ser Gin Leu Arg Val Ala 

20 25 30 

aaa gtg aca ggc ggt gcg gcc tec aag etc tct aag ate cga gtc gtc 
Lys Val Thr Gly Gly Ala Ala Ser Lys Leu Ser Lys lie Arg Val Val 
35 40 45 50 



60 
114 



162 



210 



258 



306 



354 



402 



456 



499 



104 



152 



200 



2457 




15 10 
: S gat tec eta aac gec gca ctt gcg cac age cee tta cgt aac cgt cag 
X Lp Ser Leu Asn Ala Ala Leu Ala His Ser Pro Leu Arg Asn Arg Gin 
H 15 20 25 

0 tge egg gga ttc ect gga ggg ggt cat tct att caa cca tta tac aca 
Cys Arg lly Phe Pro Gly Gly Gly His Ser lie Gin Pro Leu Tyr Thr 



cee egg get ect gee gee gcg eeg ceg ceg cet cac aaa atg gcg gcg 
Pro Arg Ala Pro Ala Ala Ala Pro Pro Pro Pro His Lys Met Ala Ala 
45 50 55 60 

ccc ata qaq gag ace gcg gec gee tec ceg gee cca ttt tgt ggg agg 301 
Pro lie Gil Til Thr Ala Ala Ala Ser Pro Ala Pro Phe Cys Gly Arg 

65 70 75 

cga gag ate tgt caa cat gga aaa ect ctg ctg agg atg cat ceg agt 
Arg 111 He Cys Gin His Gly Lys Pro Leu Leu Arg Met His Pro Ser 

80 85 90 

ttg gaa acc cca ctt aag gga tgg age ctg ggg gat cac att aaa egg 
III Glu Thr Pro Leu Lys Gly Trp Ser Leu Gly Asp Hxs lie Lys Arg 

95 100 105 

aaa atg cca acg act tct acc acc tct acg cgt ttt tagtttttca 
Lys Met Pro Thr Thr Ser Thr Thr Ser Thr Arg Phe 
110 H5 120 

ttttctcgaa ggaagegeca gaagcctgtg gagtaattgt aactagaggg agaaeggaaa 



35 40 



248 



296 



344 



392 



caa aaa tec att gee cgt gtt etc aca gtt att aac eag act cag aaa 

Arg lys Ser lie La Arg ?al Leu Thr Val He Asn Gin Thr Gin Lys 

55 60 65 

caa aac etc agg aaa ttc tac aag ggc aag aag tac aag ccc ctg gac 

Tu Asn Leu Arg Lys Phe Tyr Lys Gly Lys Lys Tyr Lys Pro Leu Asp 

70 75 80 

ctg egg ect aag aag aca cgt gee atg cgc cgc egg etc aac aag cac 

Leu Arg Pro Lys Lys Thr Arg Ala Met Arg Arg Arg Leu Asn Lys Hxs 

85 90 95 

gag gag aac ctg aag acc aag aag cag cag egg aag gar mgg ctg tac 
111 Glu Asn Leu Lys Thr Lys Lys Gin Gin Arg Lys Glu Arg Leu Tyr 

ceg ctg egg aag tac gcg gtc aag gec tgargggege attgtcaata 439 
Pro Leu Arg Lys Tyr Ala Val Lys Ala 

115 I 20 452 

aagcacagct ggc 

<210> 3932 

<211> 627 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74. .433 



Ijgggtgagg ctgetgegag gaagaccegg tcagctgtcc cttcccccat cggtcctctt 60 
algggaagtg gag atg tgg gec teg gag ctg cgt ggc ceg ggc tgt gcg 109 
Met Trp Ala Ser Glu Leu Arg Gly Pro Gly Cys Ala 



157 



205 



253 



349 



397 



443 



503 



2458 



qctqaqgtga ctgctccggg gacttggcgc ggcgccttgg tggctttggt tgctcttcca 
cgc?cc?ggc agctgaccag aatctcttgg agggtctcct gggcnactcg gccgcgccag 

tcgt 

<210> 3933 

<211> 511 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36. .404 



563 
623 
627 



101 



149 



197 



245 



algtacggac cgtgaactgg agtggaatcg cgact atg gga get ccg ggg gga 53 
y yy Met Gly Ala Pro Gly Gly 

1 5 
aag ate aac egg cec ega aeg gag ctg aag aag aag ctg ttc aaa cgc 
Lys lie Asn Arg Pro Arg Thr Glu Leu Lys Lys Lys Leu Phe Lys Arg 

10 15 20 

egg egg gtg ttg aat egg gag egg egt etg agg eae egg gtg gtc ggg 
Arg Arg Val Leu Asn Arg Glu Arg Arg Leu Arg His Arg Val Val Gly 

25 30 35 

act gtg ata gac caa ggg ctg ate aeg egg cac cac etc aag aag egg 
Ma ?al He Asp Gin Gly Leu lie Thr Arg His His Leu Lys Lys Arg 
m 40 45 50 

*0 gcg tec agt gca egt gee aac att aea ctg tea ggg aag aag cgc aga 
L Ala Ser Ser Ala Arg Ala Asn lie Thr Leu Ser Gly Lys Lys Arg Arg 

Si aaa etc etc cag eag ate egg ett gee eag aaa gag aag aea gee atg 2 93 

«. Lys Leu Leu Gin Gin lie Arg Leu Ala Gin Lys Glu Lys Thr Ala Met 
= y 75 80 85 

f gaa gtg gaa gee ect tea aag cea gee agg act agt gaa cca eag etc 

^ Glu Vai Glu Ala Pro Ser Lys Pro Ala Arg Thr Ser Glu Pro Gin Leu 
O 90 95 10° 

aaa aqq caa aag aag aca aaa gee cec cag gat gta gaa atg aag gac 

Lys Sg g" Lys Lys Thr Lys Ala Pro Gin Asp Val Glu Met Lys Asp 

105 HO 115 

ctt gaa gat gag age taaacctctt eeactagaag rttctcaact ggagecagee 

Leu Glu Asp Glu Ser 

ttcagactca gtggttgttt cagaggaett tgaeaaaagc aaggcccttt tcactctcca 504 
gatttcc 

<210> 3934 
<211> 449 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58. .396 



341 



389 



444 



2459 



-as 

. 



153 



201 



249 



agcatacgcc gagccggtct ttgagcgcta acgtctttct gtctccccgc 99tggtg 57 
H acg 9 gtg aaa act gag get get aag ggc acc etc act tac tec agg 105 
Met Thr Val Lys Thr Glu Ala Ala Lys Gly Thr Leu Thr Tyr Ser Arg 

5 10 15 

atq aqq ggc atg gtg gca att etc ate get ttc atg aag cag agg agg 
nil HI llY Me? Val Ala lie Leu lie Ala Phe Met Lys Gin Arg Arg 

20 25 30 

at g ggt ctg aac gac ttt att cag aag att gee aat aac tec tat gca 
LI Gly Leu Asn Asp Phe lie Gin Lys lie Ala Asn Asn Ser Tyr Ala 

35 40 45 

tge aaa cac cct gaa gtt cag tec ate ttg aag ate tec caa cct cag 
Cys Lys His Pro Glu Val Gin Ser lie Leu Lys lie Ser Gin Pro Gin 

gag cct gag ctt atg aat gee aac ect tct cct cea cea agt cct tct 2 97 

Glu Pro Glu Leu Met Asn Ala Asn Pro Ser Pro Pro Pro Ser Pro Ser 
65 70 75 

cag caa ate aac ctt ggc ccg teg tec aat cct cat get aaa cea tct 345 

0 c? n am lie Asn Leu Gly Pro Ser Ser Asn Pro His Ala Lys Pro Ser 
■M 85 90 95 

1 gac ttt cac ttc ttg aaa gtg ate gga aag ggc agt ttg gaa agg ttc 393 
H Asp Phe His Phe Leu Lys Val He Gly Lys Gly Ser Leu Glu Arg Phe 

l.i 100 105 110 

"% ttc tageaagaca caaggeagaa gaagtgttet atgeagtcaa agttttacag aag 449 

. ~ Phe 



<210> 3935 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37. .393 



<400> 3935 ^ c 4 

actttegtte cgtcttccat cgttttctct cgtgca atg gcg tec ggg ctg gta 
ac " y y Met Ala Ser Gly Leu Val 

1 5 

aaa tta ctq cag cag gga cat cgc tgc etc ctg get cea gtc gee ccc 102 
Kg Leu Leu Gin Gin fly His Arg Cys Leu Leu Ala Pro Val Ala Pro 

10 15 20 

aag ctg gtc cct ccg gtt egg gga gtg aag aag gga ttc cgc gec gec 
Lys Leu Val Pro Pro Val Arg Gly Val Lys Lys Gly Phe Arg Ala Ala 

25 30 35 

ttc cgc ttc cag aag gag tta gag egg cag cgc ctt ctg egg tgc ccg 
Phe Arg Phe Gin Lys Glu Leu Glu Arg Gin Arg Leu Leu Arg Cys Pro 

40 45 50 

ccg ccg ccc gtg cgc cgt tea gag aag ccg aac tgg gat tac eat gca 
Pro Pro Pro Val Arg Arg Ser Glu Lys Pro Asn Trp Asp Tyr His Ala 
55 60 65 /u 

gaa ata caa get ttt gga cat egg tta cag gaa aac ttt tec tta gat 



150 



198 



246 



294 



2460 



Glu lie Gin Ala Phe Gly His Arg Leu Gin Glu Asn Phe Ser Leu Asp 

75 80 85 

ctt etc aaa act gca ttt gtt aat age tgc tat att aaa agt gag gag 
Leu Leu Lys Thr Ala Phe Val Asn Ser Cys Tyr lie Lys Ser Glu Glu 

90 95 100 

qcc aaa cgc caa caa ctt ggg-ata gga gaa aga age tgt tct tct gaa 
Ala Lys Arg Gin Gin Leu Gly He Gly Glu Arg Ser Cys Ser Ser Glu 

105 HO 115 

tct taaaagtaat caagaactat ccgaaca 
Ser 

<210> 3936 
<211> 419 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . .411 



342 



390 



420 



aagacaccac eggaagcaag gaaggtgctg tgtaatcatt aaggagcgga ggcttttgga 
getgetaaa atg ecg gat tae etc ggt gec gat cag egg aag ace aaa gag 
Met Pro Asp Tyr Leu Gly Ala Asp Gin Arg Lys Thr Lys Glu 



1 5 10 



^ gat gag aag gae gae aag ccc ate cga get ctg gat gag ggg gat att 

m Asp Glu Lys Asp Asp Lys Pro lie Arg Ala Leu Asp Glu Gly Asp lie 

15 20 25 30 

O gee ttg ttg aaa act tat ggt cag age act tac tct agg cag ate aag 

CU Ala Leu Leu Lys Thr Tyr Gly Gin Ser Thr Tyr Ser Arg Gin lie Lys 

ry 35 40 45 

= -l caa gtt gaa gat gae att cag caa ctt etc aag aaa att aat gag etc 
S Gin Val Glu Asp Asp lie Gin Gin Leu Leu Lys Lys lie Asn Glu Leu 
S 50 55 60 

^ act ggt att aaa gaa tct gae act ggc ctg gee cca cca gca etc tgg 
Thr Gly He Lys Glu Ser Asp Thr Gly Leu Ala Pro Pro Ala Leu Trp 

65 70 75 

gat ttg get gca gat aag cag aca etc cag agt gaa cag cct tta cag 
Lp Leu Ala Ala Asp Lys Gin Thr Leu Gin Ser Glu Gin Pro Leu Gin 

80 85 90 

gtt gee agg tgt aea aag ata ate aat get gat teg gag gae caa aat 
Val Ala Arg Cys Thr Lys lie lie Asn Ala Asp Ser Glu Asp Gin Asn 
95 100 105 11° 

aca tta tea acg taaagcag 
Thr Leu Ser Thr 

<210> 3937 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



60 
ill 



159 



207 



255 



303 



351 



399 



419 



2461 



if* 



m 



<222> 20. .346 



aaggtgcttt agtctgaag atg gcg gcc tea gca gcg cga ggt get gcg gcg 52 
yy y Me t Ala Ala Ser Ala Ala Arg Gly Ala Ala Ala 



1 5 10 

ctg cgt aga agt ate aat cag ccg gtt get ttt gtg aga aga att cct 
Leu Arg Arg Ser lie Asn Gin Pro Val Ala Phe Val Arg Arg lie Pro 

15 20 25 

tgg act gcg gcg teg agt cag ctg aaa gaa cac ttt gca cag ttc ggc 
Trl Thr Ala Ala Ser Ser Gin Leu Lys Glu His Phe Ala Gin Phe Gly 

30 35 40 

cat qtc aga agg tgc att tta cct ttt gac aag gag act ggc ttt cac 
His tl Arg Arg Cys lie Leu Pro Phe Asp Lys Glu Thr Gly Phe Hxs 

45 50 55 

aga ggt ttg ggt tgg gtt cag ttt tct tea gaa gaa gga ctt egg aat 
Arg Gly Leu Gly Trp Val Gin Phe Ser Ser Glu Glu Gly Leu Arg Asn 
60 65 70 75 

gca eta caa cag gaa aat cat att ata gat gga gta aag gtc cag gtt 
La Leu Gin Gin Glu Asn His lie lie Asp Gly Val Lys Val Gin Val 



m 80 85 90 



cac act aga agg cca aaa ctt ccg caa aca tct gat gat gaa aag aaa 
His Thr Arg Arg Pro Lys Leu Pro Gin Thr Ser Asp Asp Glu Lys Lys 

95 100 I 05 

gat ttt tgagactgea g 
Asp Phe 



^ <210> 3938 

y <211> 518 

W <212> DNA 

fj <213> Homo sapiens 



<220> 
<221> CDS 
<222> 75. .467 



aqggqcggig tcaagggcet ttgcccgcct tggeggcegg ctctacgttc cctgttctcg 
cetgeagcte cgee atg get cct aaa ggc age tec aaa cag cag tct gag 
Met Ala Pro Lys Gly Ser Ser Lys Gin Gin Ser Glu 
1 5 10 

gag gac ctg etc ctg cag gat ttc age cgc aat etc teg gcc aag tec 
Glu Asp Leu Leu Leu Gin Asp Phe Ser Arg Asn Leu Ser Ala Lys Ser 

15 20 25 

tec gcg etc ttc ttc gga aac gcg ttc ate gtg tct gcc ate ccc ate 
Ser Ala Leu Phe Phe Gly Asn Ala Phe He Val Ser Ala lie Pro lie 

30 35 40 

tgg tta tac tgg cga ata tgg cat atg gat ctt att cag tct get gtt 
Trp Leu Tyr Trp Arg He Trp His Met Asp Leu lie Gin Ser Ala Val 

50 55 
ttg tat agt gtg atg acc eta gta age aca tat ttg gta gcc ttt gca 
Leu Tyr Ser Val Met Thr Leu Val Ser Thr Tyr Leu Val Ala Phe Ala 



100 



148 



196 



244 



292 



340 



357 



60 
110 



158 



206 



254 



302 



2462 



m 



■sap 



65 70 75 

tac aaq aat gtg aaa ttt gtt etc aag cac aaa gta gca cag aag agg 
Tyr Lys Asn Val Lys Phe Val Leu Lys His Lys Val Ala Gin Lys Arg 

80 85 9° 

gag gat get gtt tec aaa gaa gtg act cga aaa ctt tct gaa get gat 
III Asp Ala Val Ser Lys Glu Val Thr Arg Lys Leu Ser Glu Ala Asp 

95 100 105 

aat aga aag atg tct egg aag gag aaa gat gaa aga ate ttg tgg aag 
Asn Arg Lys Met Ser Arg Lys Glu Lys Asp Glu Arg He Leu Trp Lys 



110 — - 

aag aat gaa gtt get gca tta tgaagctaca acattttccw tcttctataa 

Lys Asn Glu Val Ala Ala Leu 

125 130 518 

caacactctg ttcctggtcg t 



115 120 



<210> 3939 

<211> 451 

<212> DNA 

<213> Homo sapiens 



^ <220> 



<221> CDS 
<222> 92 . .406 



qtq cqg qac ciuy auu ~ ^ ->~> ~ m _,, ^ 

Val Arg Asp Met lie Arg Glu Val Cys Gly Phe Ala Pro Tyr Glu Arg 

40 45 50 

cge gee atg gag tta ctg aag gtc tee aag gac aaa egg gec etc aaa 304 

Arg Ala Met Glu Leu Leu Lys val Ser Lys Asp Lys Arg Ala Leu Lys 



60 65 70 



350 



398 



446 



497 



60 



ctctggcctg cgcctcctga gecgagtaga tatceeggag ttccgcgcgg cgccascctt 
ccgccacggc cgtetctgga gageagcagc c atg gec eta cge tac cct atg 
y Met Ala Leu Arg Tyr Pro Met 

1 5 

qcc gtg ggc etc aac aag ggc cac aaa gtg ace aag aac gtg age aag 160 
m Ala Val Gly Leu Asn Lys Gly His Lys Val Thr Lys Asn Val Ser Lys 

X io 15 20 

« ccc agg cac age cga cge cge ggg cgt ctg acc aaa cac ace aag ttc 
Pro Arg His Ser Arg Arg Arg Gly Arg Leu Thr Lys ms Thr Lys Phe 

g tg egg gac atg att egg gag gtg tgt ggc ttt gee ccg tac gag egg 



208 



256 



352 



ttt ate aag aaa agg gtg ggg acg cac ate cge gee aag agg aag egg 
Phe lie Lys Lys Arg Val Gly Thr His lie Arg Ala Lys Arg Lys Arg 

75 80 85 

gag gag ctg age aac gta ctg gec gec atg agg aaa get get gee aag 400 
Glu Glu Leu Ser Asn Val Leu Ala Ala Met Arg Lys Ala Ala Ala Lys 

90 95 100 

aaa gac tgagcccctc ccctgccctc tccctgaaat aaagaacagc ttgac 

Lys Asp 
105 

<210> 3940 
<211> 474 



451 



2463 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 71. .385 



far. 



qaqgcgscgg aagtagtgta accagctggg agccagccgg caggacgctg tgagttggcg 60 
?gcLgtggl atg gca gat gag gaa gaa gac ccc acg ttt gag gaa gaa 109 

Met Ala Asp Glu Glu Glu Asp Pro Thr Phe Glu Glu Glu 

i 5 10 



15 20 



30 35 

gac cag aat cct tat act gag 

Asp Gin Asn Pro Tyr Thr Glu 
Ml 50 



He Glu Phe He Thr Glu Met 
65 



. « ijin <jxy *".y UJ -" ~ ^ 

80 8 5 

^ cca agg aag ttt gcc agg tta aag 

y p ro Arq Lys Phe Ala Arg Leu Lys 

fU 95 100 105 



gaa 


ggt 


gga 


cag 


ggt 


aaa 


aga 


aag 


Glu Gly 


Gly Gin Gly 


Lys 


Arg 


Lys 








25 










tgt 


atg 


atg 


tat 


ggc 


ttt 


ggg 


gat 


Cys 


Met 


Met 


Tyr 


Gly 


Phe 


Gly Asp 




40 










45 


gtg 


gat 


att 


ctt 


gaa 


gat 


ctt 


gtc 


Val 


Asp 


He 


Leu 


Glu 


Asp 


Leu 


Val 




55 










60 




cac 


aag 


gca 


atg 


tea 


att 


gga 


aga 


His 


Lys 


Ala 


Met 


Ser 


He 


Gly Arg 


70 








75 






ate 


gtc 


ttc 


ttg 


att 


cga 


aag 


grc 


He 


Val 


Phe 


Leu 


He 


Arg 


Lys 


Xaa 










90 








act 


tgc 


tta 


eta 


tgaatgaaga 




Thr 


Cys 


Leu 


Leu 











atnggaaacg agctagaaaa gcatttgatg aagcaaatta tggatcttga cactttttgt 
agtttccgaa aattaccat 



<210> 3941 

<211> 614 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 189. .524 



157 



205 



253 



301 



349 



395 



455 
474 



<400> 3941 

ggaagtgacg taggacgege cctccatttt gtggagcgcc agagctgeta agtgcgtcag 
?tgtggagtg gegtagaega gttaagtcct ggtctgcgtg gaggtcgacg actccgtcgc 
agac?acgga cctgtctggg tctcagccgc caaagacccc gtceggtagg aagtactagc 
eggacate atg agt ggc tgt egg gta ttc ate ggg aga eta aat cca gcg 
Met Ser Gly Cys Arg Val Phe He Gly Arg Leu Asn Pro Ala 



1 5 10 



gcc agg gag aag gac gtg gaa aga ttc ttc aag gga tat gga egg ata 
Ala Arg Glu Lys Asp Val Glu Arg Phe Phe Lys Gly Tyr Gly Arg lie 
15 20 25 30 



60 
120 
180 
230 



278 



2464 




326 



374 



422 



470 



aaa qat att gat ctg aaa aga ggc ttt ggt ttt gtg gaa ttt gag gat 
Jrg Asp lie Lp Leu Lys Arg Gly Phe Gly Phe Val Glu Phe Glu Asp 

35 40 45 

cca agg gat gca gat gat get gtg tat gag ctt gat gga aaa gaa etc 
Pro Arg Lp Ala Asp Asp Ala Val Tyr Glu Lau Asp Gly Lys Glu Leu 

50 5 5 60 

tat aqt gaa agg gtt act att gaa cat get agg get egg tea cga ggt 
Cys Ser llu Arg Val Thr lie Glu His Ala Arg Ala Arg Ser Arg Gly 

65 70 75 

aaa aaa qqt aga gga cga tac tct gac cgt ttt agt agt cgc aga cct 
fly Arg III Arg fly Arg Tyr Ser Asp Arg Phe Ser Ser Arg Arg Pro 

cga lit gat aga cga aat gsy sen ace tgt aag aac aga aaa teg tct 518 
Arg Asn Asp Arg Arg Asn Xaa Xaa Thr Cys Lys Asn Arg Lys Ser Ser 

tat agt tgagaattta tcctcaagag tcagctggca ggtttgttga aatacagttt 574 

Tyr Ser 61 4 
tgagttattt tgatgtggct ttttaaaaaa gttaatgggt 

0 <210> 3942 

*Q <211> 473 

Ul <212> DNA 

N» <213> Homo sapiens 

•%Q <220> 

..a <221> CDS 

<222> 124. .432 



216 



264 



312 



catcagetgc ettccccggg cgtctceccg caacctcctc aacttcccta gtcagtgacg 
cggcgccggc cagaaatccg accggaccgg geteggggga gcgtgagttg cagttaaaag 120 
aag atg gat gca cag tgt tea gec aag gtc aat gca agg aag agg aga 168 
9 net L P Ala Gin Cys Ser Ala Lys Val Asn Ala Arg Lys Arg Arg 
1 5 10 15 

aaa aaa aca ccc qqa ccc aac ggg gca aca gaa gaa gat ggg gtt cct 
Lys Glu Ala Pro lly Pro Asn Gly Ala Thr Glu Glu Asp Gly Val Pro 

20 25 30 

tec aaa gtg cag cgc tgt gca gtg ggc tta egg caa cca get cct ttt 
Ser Lys Sal Gin Arg Cys Ala Val Gly Leu Arg Gin Pro Ala Pro Phe 

35 40 45 

tct gat gaa att gaa gtt gac ttt agt aag ccc tat gtc agg gta act 
Ser Lp Glu lie Glu Val Asp Phe Ser Lys Pro Tyr Val Arg Val Thr 

atg gaa gaa gee age aga gga act cct tgt gag cga cct gtg aga gtt 360 
Met Glu Glu La Ser Arg Gly Thr Pro Cys Glu Arg Pro Val Arg Val 

tat lie gat gga ata ttt gac tta ttt cac tct ggt cac gec cga get 408 
Tyr La Lp Sy He Phe Lp Leu Phe His Ser Gly His Ala Arg A a 

85 ^ ^ 

ctg atg caa geg aga ace ttt tee taataegtac ctcattgtgg gagtttgcag 462 

Leu Met Gin Ala Arg Thr Phe Ser 

100 473 

tgatgagctc a 



2465 



<210> 3943 
<211> 553 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .431 



ctttctctgt tcgcgatgtg acgtaacgcg cctgcggact gggcccagct tgtcctctat 
gacttaccca gaaggcaacg cttctctttc tggtcaaa atg get ggt aag cag gee 

1 5 
gtt tea gca tea ggc aag tgg ctg gat ggt att cga aaa tgg tat tac 
Val Ser Ala Ser Gly Lys Trp Leu Asp Gly He Arg Lys Trp Tyr Tyr 
10 15 20 

O aat get gea gga tte aat aaa etg ggg tta atg cga gat gat aca ata 
<0 Asn Ala Ala Gly Phe Asn Lys Leu Gly Leu Met Arg Asp Asp Thr lie 
Hi 25 30 35 

U tae gag gat gaa gat gta aaa gaa gee ata aga aga ett cct gag aac 
id Tyr Glu Asp Glu Asp Val Lys Glu Ala lie Arg Arg Leu Pro Glu Asn 
fft 40 45 50 

* ctt tat aat gac agg atg ttt cge att aag agg gea ctg gac ctg aac 
« Leu Tyr Asn Asp Arg Met Phe Arg lie Lys Arg Ala Leu Asp Leu Asn 
- 55 60 65 70 

L ttg aag cat cag ate ttg cct aaa gag cag tgg acc aaa tat gaa gag 
O L eu Lys His Gin lie Leu Pro Lys Glu Gin Trp Thr Lys Tyr Glu Glu 
fU 75 80 85 

fU gaa aat ttc tac ctt gaa ccg tat ctg aaa gag gtt att egg gaa aga 
£ Glu Asn Phe Tyr Leu Glu Pro Tyr Leu Lys Glu Val lie Arg Glu Arg 
~ 90 95 100 

X aaa gaa aga gaa gaa tgg gca aag aag taatcatgta gttgaagtct 
~* Lys Glu Arg Glu Glu Trp Ala Lys Lys 
105 11° 
gtggatgcag ctgttatgaa gatggttaaa cttgaaacaa acaattttaa gaattatttg 
gtctgaagat gttttacttt aaataaatgt ctattgtaat gg 

<210> 3944 

<211> 496 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40 . .492 



60 
116 



164 



212 



260 



308 



356 



404 



451 



511 
553 



<400> 3944 ^ _ c 4 

ctctctttcc ggtgtggagt etggagacga cgtgcagaa atg gca cct cga aag 

Met Ala Pro Arg Lys 



5 



2466 



ggg aag gaa aag aag gaa gaa cag gtc ate age etc gga cct cag gtg 102 
Gly Lys Glu Lys Lys Glu Glu Gin Val lie Ser Leu Gly Pro Gin Val 

10 15 20 

get gaa gga gag aat gta ttt ggt gtc tgc cat ate ttt gca tec ttc 
Ala Glu Gly Glu Asn Val Phe Gly Val Cys His He Phe Ala Ser Phe 

25 30 35 

aat gac act ttt gtc cat gtc act gat ctt tct ggc aag gaa acc ate 
Asn Asp Thr Phe Val His Val Thr Asp Leu Ser Gly Lys Glu Thr He 

40 45 50 

tgc cgt gtg act ggt ggg atg aag gta aag gca gac cga gat gaa tec 
Cys Arg Val Thr Gly Gly Met Lys Val Lys Ala Asp Arg Asp Glu Ser 

55 60 65 

tea cca tat get get atg ttg get gec cag gat gtg gee cag agg tgc 
Ser Pro Tyr Ala Ala Met Leu Ala Ala Gin Asp Val Ala Gin Arg Cys 
70 75 80 85 

aag gag ctg ggt ate acc gee eta cac ate aaa etc egg gec aca gga 
Lys Glu Leu Gly He Thr Ala Leu His He Lys Leu Arg Ala Thr Gly 

Y 90 95 100 

gga aat agg acc aag acc cct gga cct ggg gee cag teg gec etc aga 
Gly Asn Arg Thr Lys Thr Pro Gly Pro Gly Ala Gin Ser Ala Leu Arg 

105 HO 115 

gee ctt gee cgc teg ggt atg aag ate ggg egg att gag gat gtc acc 
Ala Leu Ala Arg Ser Gly Met Lys He Gly Arg He Glu Asp Val Thr 
Ui 120 125 130 

>n ccc ate ccc tct gac age act cgc agg aag ggg ggt cgc cgt ggt cgc 
Pro He Pro Ser Asp Ser Thr Arg Arg Lys Gly Gly Arg Arg Gly Arg 
135 140 145 

y cgt ctg tgaa 
%. Arg Leu 

S 150 

iU 

rU <210> 3945 

«P <211> 687 

0 <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 115, .654 



=3 5 



. 3* 



150 



198 



246 



2 94 



342 



390 



438 



486 



496 



60 
117 



<400> 3945 

gtgatgacgt caggccccgg geaggceggg agtggcgtgc tgggcgtgcg eggctgeggt 
acggcgtgtt ggtcccagcg gttcagctga ggtagggacg tgctgtaggc egga atg 

1 

tta ccg get gtt gga tct gyg gat gag gar gag gat cct gcg gag gag 165 
Leu Pro Ala Val Gly Ser Xaa Asp Glu Glu Glu Asp Pro Ala Glu Glu 

5 10 15 

gat tgt cct gaa ttg gtt ccc att gag acg acg caa age gag gag gag 213 
Asp Cys Pro Glu Leu Val Pro He Glu Thr Thr Gin Ser Glu Glu Glu 

20 25 30 

gaa aag tct ggc etc ggc gec aag ate cca gtc aca att ate acc ggg 261 
Glu Lys Ser Gly Leu Gly Ala Lys He Pro Val Thr He He Thr Gly 



2467 



35 40 45 

tat tta ggt get ggg aag aca aca ctt ctg aac tat att ttg aca gag 
Tvr Leu Gly Ala Gly Lys Thr Thr Leu Leu Asn Tyr He Leu Thr Glu 
50 55 60 65 

caa cat agt aaa aga gta gcg gtc att tta aat gaa tyt ggg gaa gga 
Gin His Ser Lys Arg Val Ala Val He Leu Asn Glu Xaa Gly Glu Gly 

70 75 80 

aqt gcg ctg gag aaa tec tta get gtc age caa ggt gga gag etc tat 
Ser Ala Leu Glu Lys Ser Leu Ala Val Ser Gin Gly Gly Glu Leu Tyr 

85 9° 95 

gaa gag tgg ctg gaa ctt aga aac ggt tgc etc tgc tgt tea gtg aag 
Glu Glu Trp Leu Glu Leu Arg Asn Gly Cys Leu Cys Cys Ser Val Lys 

100 105 HO 

gac aat ggc ctt aga get att gag aat ttg atg caa aag aag ggg aaa 
Asp Asn Gly Leu Arg Ala He Glu Asn Leu Met Gin Lys Lys Gly Lys 

115 120 125 

ttt gat gac ata ctg tta gag ace act gga tta gca gac cct ggt gca 
Phe Asp Asp He Leu Leu Glu Thr Thr Gly Leu Ala Asp Pro Gly Ala 
- 130 135 140 "5 

u gtg act tct atg ttt tgg gtt gat get gaa tta ggg agt gat att tac 
^ Val Thr Ser Met Phe Trp Val Asp Ala Glu Leu Gly Ser Asp He Tyr 
U1 150 155 160 

ctt gat ggt ate ata act att gtg nat tea aaa tat gga tta aaa gtg 
Leu Asp Gly He He Thr He Val Xaa Ser Lys Tyr Gly Leu Lys Val 
Q 165 170 175 

fl aaa tac cac taaaggcaga agagaatgaa atcatcccac cca 
Lys Tyr His 
180 



<210> 3946 

<211> 636 
fU <212> DNA 

=P <213> Homo sapiens 

Q <220> 

*" <221> CDS 

<222> 106. .585 



309 



357 



405 



453 



501 



549 



597 



645 



687 



agacaagggc tcttcttgat ggcttactgt atccactttg tccccaagac catagggaaa 60 
tqactagagg wmactgtact agctagattt taaatsaaaa cygaa atg aaa gtt cac 117 
a 3 Met Lys Val His 

1 

ttc etc att ttg agt ace tea tgt gac aag ttc caa ttt ctt ttc aag 165 

Phe Leu He Leu Ser Thr Ser Cys Asp Lys Phe Gin Phe Leu Phe Lys 

5 10 15 20 

tea att gaa ctg aaa tct cct tgt tgc ttt gaa ate tta gaa gag age 213 

Ser He Glu Leu Lys Ser Pro Cys Cys Phe Glu He Leu Glu Glu Ser 

25 30 35 

cca eta att caa ggc act ctt act gtr gga gca act get ggt tct ate 261 
Pro Leu He Gin Gly Thr Leu Thr Val Gly Ala Thr Ala Gly Ser He 

40 45 50 

aca atg aaa egg ctg gtt tgt gtg etc ttg gtg tgc tec tct gca gtg 309 



2468 



==5 S 

E. . K 



Thr Met Lys Arg Leu Val Cys Val Leu Leu Val Cys Ser Ser Ala Val 

55 60 65 

gca cag ttg cat aaa gat cct acc ctg gat cac cac tgg cat etc tgg 
Ala Gin Leu His Lys Asp Pro Thr Leu Asp His His Trp His Leu Trp 

70 75 80 

aag aaa acc tat ggc aaa caa tac aag gaa aag aat gaa gaa gca gta 
Lys Lys Thr Tyr Gly Lys Gin Tyr Lys Glu Lys Asn Glu Glu Ala Val 

85 90 95 1 

cga cgt etc ate tgg gaa aag aat eta aag ttt gtg atg ctt cac aac 
Arq Arg Leu lie Trp Glu Lys Asn Leu Lys Phe Val Met Leu His Asn 

105 HO 115 

ctg gag cat tea atg gga atk cac tea tac gat ctg ggc atg aac cac 
Leu Glu His Ser Met Gly Xaa His Ser Tyr Asp Leu Gly Met Asn His 

120 125 I 30 

ctg gga gac atg acc agt gaa gaa gtg atg tct ttg atg agt tec ctg 
Leu Gly Asp Met Thr Ser Glu Glu Val Met Ser Leu Met Ser Ser Leu 

135 140 I 45 

aga gtt ccc age cag tgg cag aga aaa tat cac ata taagtcaaac 
Arq Val Pro Ser Gin Trp Gin Arg Lys Tyr His He 
150 155 160 

ectaategga tattgectga ttctgtggac tggagagaga a 



<210> 3947 
\M <211> 482 

<212> DNA 
■Jt\ <213> Homo sapiens 



<220> 
<221> CDS 
<222> 99. .410 



ggctcctcJc gcgaggattg gctgttagcg gegttgtagt taagctcgtg taaeggegge 
ggtgtcggca getgetgtag cgaagagagt ttggegeg atg tct cac acc att ttg 



ctg 


gta 


cag 


cct 


acc 


aag 


agg 


Leu 


Val 


Gin 


Pro 


Thr 


Lys 


Arg 








10 








gaa 


tct 


gtg 


aat 


gaa 


tgc 


atg 


Glu 


Ser 


Val 


Asn 


Glu 


Cys 


Met 






25 










cat 


ctg 


aaa 


aga 


atg 


aat 


ccc 


His 


Leu 


Lys 


Arg 


Met 


Asn 


Pro 




40 










45 


agt 


cag 


ttg 


ttt 


gat 


ttc 


ate 


Ser 


Gin 


Leu 


Phe 


Asp 


Phe 


He 


55 










60 




gtt 


tac 


cga 


get 


gat 


acc 


cag 


Val 


Tyr 


Arg 


Ala 


Asp 


Thr 


Gin 










75 






att 


aaa 


gag 


aag 


ate 


tac 


gtg 


He 


Lys 


Glu 


Lys 


He 


Tyr 


Val 



50 

ctg gca gac etc age tgc etc 

Leu Ala Asp Leu Ser Cys Lei 

65 70 

cag cct tat aac aaa gac tgc 

Gin Pro Tyr Asn Lys Asp Trj 
80 85 



357 



405 



453 



501 



549 



595 



636 



60 
116 



Met Ser His Thr He 
1 5 
cca gaa ggc aga act tat get gac tac 164 
Pro Glu Gly Arg Thr Tyr Ala Asp Tyr 

15 20 
gaa ggt gtt tgt aaa atg tat gaa gaa 212 
Glu Gly Val Cys Lys Met Tyr Glu Glu 
30 35 

aac agt ccc tct ate aca tat gac ate 260 



308 



356 



404 



2469 



90 " 100 



460 



ggg aaa taattgtgtt ggaagcactg ggggggttgg ggtgggcttg gaacacaggt 

Gly Lys 482 
gtgtacagcg tgctgkagtg ga 

<210> 3948 
<211> 507 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45 . .491 



<400> 3948 re 
agggggcccg cccgctggcc cgtttccggt ccggtgggta cnag atg acg gag ccg 

1 

ggc gcc tct ccc gag gac cct tgg gtc aag gtg gag tat gcc tac age 104 
Gly Ala Ser Pro Glu Asp Pro Trp Val Lys Val Glu Tyr Ala Tyr Ser 
5 10 15 20 

gac aac age ctg gac ccc gat gat gag gac agt gat tac cac cag gag 152 
Asp Asn Ser Leu Asp Pro Asp Asp Glu Asp Ser Asp Tyr His Gin Glu 



200 



248 



25 30 35 

gcc tac aag gag tec tac aaa gac egg egg egg cgc gca cac act cag 
Ala Tyr Lys Glu Ser Tyr Lys Asp Arg Arg Arg Arg Ala His Thr Gin 

40 45 50 

get gag cag aag agg agg gac gcc ate aag aga ggc tat gat gac ctt 
Ala Glu Gin Lys Arg Arg Asp Ala lie Lys Arg Gly Tyr Asp Asp Leu 

55 60 65 

eag acc ate gtc ccc act tgc cag cag cag gac ttc tec att ggc tec 2 96 

Gin Thr He Val Pro Thr Cys Gin Gin Gin Asp Phe Ser He Gly Ser 

70 75 80 

caa aag etc age aaa gcc ate gtt eta caa aag acc att gac tac att 
Gin Lys Leu Ser Lys Ala lie Val Leu Gin Lys Thr lie Asp Tyr lie 

85 90 95 100 

cag ttt ttg cac aag gag aag aaa aag cag gag gag gag gtg tec acg 
Gin Phe Leu His Lys Glu Lys Lys Lys Gin Glu Glu Glu Val Ser Thr 

105 H° 115 

tta cgc aag gat gtc acc gcc eta aag ate atg aaa gtg aac tat gag 
Leu Arg Lys Asp Val Thr Ala Leu Lys lie Met Lys Val Asn Tyr Glu 

120 125 130 

cag att gtg aag gca cac cag gac aac ccc atg aag ggg agg aca ggt 
Gin He Val Lys Ala His Gin Asp Asn Pro Met Lys Gly Arg Thr Gly 

135 140 I 45 

etc tgaccaggtc aagttc 
Leu 



344 



392 



440 



488 



507 



<210> 3949 
<211> 491 
<212> DNA 

<213> Homo sapiens 



2470 



<220> 
<221> CDS 
<222> 112 . .417 



aagaccagac caacagtaac accaagggca ggtgggcagg cctccgccct cctcccctac 60 
tccagggccc actgcagcct cagcccagga gccaccagat ctcccaacac c atg gtc 

1 

caa tac cac qtg agg age ctg age gaa cgc teg cac gag gtg tac agg 
Ar 9 Tr Arg Val Arl Ser Leu Ser Glu Arg Ser His Glu Val Tyr Arg 

5 10 15 

cag cag ttg cat ggg caa gag caa gga cac cac ggc caa gag gag caa 
Gin Gin Leu His Gly Gin Glu Gin Gly His His Gly Gin Glu Glu Gin 

20 25 30 

ggg ctg age ccg gag cac gtc gag gtc tac gag agg acc cat ggc cag 
111 ^u Ser Pro Glu His Val Glu Val Tyr Glu Arg Thr His Gly Gin 

lit cac tat agg cgc aga cac tgc tct cga agg agg ctg cac egg ate 309 
Ser His Tyr Arg Arg Arg His Cys Ser Arg Arg Arg Leu His Arg lie 

cac agg egg cag lie get cct gca gaa ggc gca aaa gae get cct gca 



Sis s «S «£ «• « a * ila Rsp Rla pro Ala 

70 75 80 

ggc acc gga gna ggc ate gca gag get gca gaa cca gga aga gaa cat 
Gly Thr Gly Xaa Gly lie Ala Glu Ala Ala Glu Pro Gly Arg Glu His 
^ 85 90 95 

* m gca gaa ggc cac taagcttcct gggcccctca cccccrgctg gaaaattaag 
y Ala Glu Gly His 
ioo 

W aaaaagtege cccgaaacac caagtgaggc cata 

=C 

O <210> 3950 

p <211> 902 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58. .846 



117 



165 



213 



261 



357 



405 



457 



491 



gcccaatttc tacgcgcacc ggaagacgga ggtcctcttt ccttgcctaa cgcagcc 57 

atg get cgt ggt ccc aag aag cat ctg aag egg gtg gca get cca aag 105 

Me? Ala Arg Gly Pro Lys Lys His Leu Lys Arg Val Ala Ala Pro Lys 

1 5 10 15 

cat tgg atg ctg gat aaa ttg acc ggt gtg ttt get cct cgt cca tec 153 

h!s Trp Me? Leu Asp Lys Leu Thr Gly Val Phe Ala Pro Arg Pro Ser 

acc ggt ccc cac aag ttg aga gag tgt etc ccc etc ate att ttc ctg 201 
Thr Gly Pro His Lys Leu Arg Glu Cys Leu Pro Leu lie lie Phe Leu 
35 40 45 



2471 



£ 




aqq aac aga ctt aag tat gcc ctg aca gga gat gaa gta aag aag att 
Ar 9 Asn Arg Leu Lyf Tyr Ala Leu Thr Gly Asp Glu Val Lys Lys lie 

60 



100 105 110 

cgt att aca cct gag gag gcc aag tac aag ttg tgc aaa gtg aga aag 
Arg lie Thr Pro Glu Glu Ala Lys Tyr Lys Leu Cys Lys Val Arg Lys 

115 120 125 

ate ttt gtg ggc aca aaa gga ate cct cat ctg gtg act cat gat gcc 
Ue Phe Vl lly Thr Lys Gly He Pro His Leu Val Thr His Asp Ala 

130 135 I 40 

cac acc ate cqc tac ccc gat ccc etc ate aag gtg aat gat acc att 
O 1% Sr ne Arg Tyr Pro Asp Pro Leu lie Lys Val Asn Asp Thr lie 

ffi cag att gat ttr gag act ggc aag att act gat ttc ate aag ttc gae 

U G1 n lie Asp Leu Glu Thr Gly Lys lie Thr Asp Phe lie Lys Phe Asp 
LU 165 170 



act ggt aac ctg tgt atg gtg act gga ggt get aac eta gga aga att 
Thr Gly Asn Leu Cys Met Val Thr Gly Gly Ala Asn Leu Gly Arg lie 

185 190 



180 



ggt gtg ate acc aac aga gag agg cac cct gga tct ttt gae gtg gtt 
Gly Val lie Thr Asn Arg Glu Arg His Pro Gly Ser Phe Asp Val Val 

195 200 205 

cac gtg aaa gat gcc aat ggc aac age ttt gcc act cga ctt tec aac 
Us va! Lys Lp Ala Asn Gly Asn Ser Phe Ala Thr Arg Leu Ser Asn 
210 215 220 



att ttt gtt att ggc aag ggc aac aaa cca tgg att tct ctt ccc cga 
ne Phe Val lie lly Lys Gly Asn Lys Pro Trp lie Ser Leu Pro Arg 

225 230 235 

gga aag ggt ate cgc etc acc att get gaa gag aga gae aaa aga ctg 
Gly Lys Gly He Arg Leu Thr lie Ala Glu Glu Arg Asp Lys Arg Leu 

245 250 255 

gcg gcc aaa cag age agt ggg tgaaatgggt ccctgggtga catgtcagat 

Ala Ala Lys Gin Ser Ser Gly 
260 

ctttgtacgt aattaaaaat attgtg 

<210> 3951 

<211> 708 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . .652 



249 



297 



50 55 
tac atg cag egg ttc att aaa ate gat ggc aag gtc cga act gat ata 
Cys Me? Gin Arg Phe lie Lys lie Asp Gly Lys Val Arg Thr Asp lie 

ace tac cct get gga ttc atg gat gtc ate age att gae aag acg gga 345 
Thr Tyr Pro Ala Gly Phe Met Asp Val lie Ser lie Asp Lys Thr Gly 

85 90 95 

gag aat ttc cgt ctg ate tat gae acc aag ggt cgc ttt get gta eat 
Glu Asn Phe Arg Leu lie Tyr Asp Thr Lys Gly Arg Phe Ala Val His 



393 



441 



489 



537 



585 



633 



681 



729 



777 



825 



876 



902 



2472 



iy 

*2 



attctttgct agggacgcgg st atg gta ctg gca gga gat gaa gta aag aag 52 
att 9 yy Met Val Leu Ala Gly Asp Glu Val Lys Lys 

1 5 10 

att kgc atg cag egg ttc att aaa ate gat ggc aag gtc cga act gat 
ne Xaa ml Gin Arg Phe lie Lys lie Asp Gly Lys Val Arg Thr Asp 

15 20 25 

ata acc tac cct get gga ttc atg gat gtc ate age att gac aag acg 
lie Thr Tyr Pro Ala Gly Phe Met Asp Val He Ser lie Asp Lys Thr 

30 3 5 40 

gga gag aat tte cgt ctg ate tat gac acc aag ggt cgc ttt get gta 
Gly Glu Asn Phe Arg Leu lie Tyr Asp Thr Lys Gly Arg Phe Ala Val 

45 50 55 

cat cgt att aca cct gag gag gec aag tac aag ttg tgc aaa gtg aga 
His Arg lie Thr Pro Glu Glu Ala Lys Tyr Lys Leu Cys Lys Val Arg 

60 65 70 

aaq ate ttt gtg ggc aca aaa gga ate cct cat ctg gtg act cat gat 
Lys lie pL Va? Sly Thr Lys Gly lie Pro His Leu Val Thr Hxs Asp 

80 ® ^ 

gec cgc acc ate egc tac cec gat ecc etc ate aag gtg aat gat ace 340 
Ala Arg Thr lie Arg Tyr Pro Asp Pro Leu lie Lys Val Asn Asp Thr 
95 100 105 

U att cag att gat ttr gag act ggc aag att act gat ttc ate aag ttc 388 
f-. lie Gin lie Asp Leu Glu Thr Gly Lys lie Thr Asp Phe lie Lys Phe 

110 115 120 

*° gac act ggt aac ctg tgt atg gtg act gga ggt get aac eta gga aga 436 
« Asp Thr Gly Asn Leu Cys Met Val Thr Gly Gly Ala Asn Leu Gly Arg 
*8 125 130 135 

att ggt gtg ate acc aac aga gag agg cac cct gga tct ttt gac gtg 
O lie Gly Val lie Thr Asn Arg Glu Arg His Pro Gly Ser Phe Asp Val 



145 150 



gtt cac gtg aaa gat gec aat ggc aac age ttt gee act cga ctt tec 
Val His Val Lys Asp Ala Asn Gly Asn Ser Phe Ala Thr Arg Leu Ser 



* 155 160 1" "0 

aac att ttt gtt att ggc aag ggc aac aaa cca tgg att tct ctt ccc 580 
Asn lie Phe Val lie Gly Lys Gly Asn Lys Pro Trp lie Ser Leu Pro 

175 180 185 

cqa gga aag ggt ate cgc etc acc att get gaa gag aga gac aaa aga 
Arc Gly Lys Gly lie Arg Leu Thr lie Ala Glu Glu Arg Asp Lys Arg 

190 195 200 

ctg gcg gec aaa cag age agt ggg tgaaatgggt ccctgggtga catgtcagat 
Leu Ala Ala Lys Gin Ser Ser Gly 
205 210 
ctttgtacgt aattaaaaat attgtg 

<210> 3952 
<211> 480 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52. .471 



100 



148 



196 



244 



292 



484 



532 



628 



682 



708 



2473 



rax 



=3* 



ttgccacctc cattacttcc ccctccaggc tttggctttg ctcaaaatcc c atg gtt 57 

1 

ccc tgg mca cct gtt gtt cat etc cca ggt car cca cag cgt atg atg 
Pro Trp Xaa Pro Val Val His Leu Pro Gly Gin Pro Gin Arg Met Met 

5 10 15 

qgt cct etc tea caa gca tea agg tat ata ggc ccg cag aat ttt tac 
Gly Pro Leu Ser Gin Ala Ser Arg Tyr lie Gly Pro Gin Asn Phe Tyr 

20 25 30 

cag gtt aaa gac att egg agg cca gaa agg cgc cat agt gac cct tgg 
Gin Val Lys Asp lie Arg Arg Pro Glu Arg Arg His Ser Asp Pro Trp 

40 45 50 



<210> 3953 

<211> 470 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59 . .391 



105 



153 



201 



249 



297 



ggt agg caa gac caa cag caa ctg gat agg cca ttt aat agg ggt aaa 
Gly Arg Gin Asp Gin Gin Gin Leu Asp Arg Pro Phe Asn Arg Gly Lys 

55 60 65 

ggg gac cgc cag aga ttt tat agt gat tea cac cat ttg aaa aga gag 
- Gly Asp Arg Gin Arg Phe Tyr Ser Asp Ser His His Leu Lys Arg Glu 

^ cga cat gaa aag gaa tgg gag caa gaa tct gaa agg cat aga cgc aga 345 
Arg His Glu Lys Glu Trp Glu Gin Glu Ser Glu Arg His Arg Arg Arg 

85 90 95 

gac aga age maa gac agg aca gag aca gaa aaa gca ggg agg aag ggc 
Asp Arg Ser Xaa Asp Arg Thr Glu Thr Glu Lys Ala Gly Arg Lys Gly 

aca aag ata aag aga ggg cac ggt tat cac atg gtg ate gag gaa cag 
Thr Lys lie Lys Arg Gly His Gly Tyr His Met Val lie Glu Glu Gin 
115 120 125 130 

atg gaa aag caa gca gag ata gta gga atg tagacagaa 
Met Glu Lys Gin Ala Glu lie Val Gly Met 
135 140 



393 



441 



480 



geatttcegg agegecaggg aagagggaag tcgtggtggt cgegagggag ccggaaag 58 

atg gtg gtt acc aga tct gca egg get aag gee age ate caa gee gcg 106 

Me? Val Val Thr Arg Ser Ala Arg Ala Lys Ala Ser lie Gin Ala Ala 

1 5 10 15 

teg get gaa agt tec ggg caa aag agt ttt get get aat ggg att caa 154 

Ser Ala Glu Ser Ser Gly Gin Lys Ser Phe Ala Ala Asn Gly He Gin 

20 25 30 

gcg eat cca gaa agt agt act gga tct gat gee cga act act get gaa 202 
Ala His Pro Glu Ser Ser Thr Gly Ser Asp Ala Arg Thr Thr Ala Glu 
35 40 45 



2474 



ccttctccca ttttgtgcct gcctagctat ccagacagag cagctaccct cagctctagc 
tqatactaca gacagtacaa cagatcaaga agt atg gca gtg aca act cgt ttg 
19 y Met Ala Val Thr Thr Arg Leu 

1 5 
aca tgg ttg cac gaa aag ate ctg caa aat cat ttt gga ggg aag egg 
Thr Trp Leu His Glu Lys lie Leu Gin Asn His Phe Gly Gly Lys Arg 

ctt age ctt etc tat aag ggt agt gte eat gga ttc cgt aat gga gtt 
Leu Ser Leu Leu Tyr Lys Gly Ser Val His Gly Phe Arg Asn Gly Val 

25 30 35 

ttq ctt gac aga tgt tgt aat caa ggg cct act eta aca gtg att tat 
Leu Leu Asp Arg Cys Cys Asn Gin Gly Pro Thr Leu Thr Val lie Tyr 
40 45 50 55 

agt gaa gat cat att att gga gca tat gca gaa gag agt tac cag gaa 
Ser Glu Asp His lie lie Gly Ala Tyr Ala Glu Glu Ser Tyr Gin Glu 

60 65 70 

gga aag tat get tec ate ate ctt ttt gca ctt caa gat act aaa att 
Gly Lys Tyr Ala Ser lie lie Leu Phe Ala Leu Gin Asp Thr Lys lie 

75 80 85 

tea gaa tgg aaa eta gga eta tgt aca cca gaa aca ctg ttt tgt tgt 
Ser Glu Trp Lys Leu Gly Leu Cys Thr Pro Glu Thr Leu Phe Cys Cys 

90 95 10° 

gat gtt aca aaa tat aac tec cca aca tgacctcttt cgcatttgtg 
Asp Val Thr Lys Tyr Asn Ser Pro Thr 

105 HO 
ctttctcakr tataagaaca cagtatacat aataagcaga ata 



tra caa acc act ggg aag caa agt tta ate cct aga act cct aaa get 250 
Ser Gin Thr Sr III Lys Gin Ser Leu lie Pro Arg Thr Pro Lys Ala 

aga aag agg aag age aga act aca ggc tea eta cca aag ggg act gaa 298 
Arg Lys Arg Lys Ser Arg Thr Thr Gly Ser Leu Pro Lys Gly Thr Glu 

cca tct aeg gat gga gar acc tet gag gca gag tea aat tat tct gtg 346 

Pro Ser Thr Asp Gly Glu Thr Ser Glu Ala Glu Ser Asn Tyr Ser Val 

85 90 95 

tct gag cac atg ata cat ttt aag ggt act agg aga ggc aga tct 

Ser Glu His Met lie His Phe Lys Gly Thr Arg Arg Gly Arg Ser 

100 105 H° 

taattgcatg ctcccagtgt ccagtgttag gaaaaagccg aaagtactcc aacaaaggag 
tcttacactg aagaaatag 

<210> 3954 
<211> 492 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .429 



391 



451 
470 



60 
114 



162 



210 



258 



306 



354 



402 



449 



492 



<210> 3955 



2475 



<211> 620 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 165. .548 



gtggctgtgc ggatggggcg taggtgggcg gtgcgcccam agctgcctgg ^aaggccca 60 
agatggctgt cttcgcctta gtactcgtgt gaagttggcg gggacggttc ctgtcatctt 120 
c?tgiict?a tttggtgtgc tgttgaaggg gggagactag agaa atg gca ggg aac 176 



25 



224 



etc tta tec ggg gca ggt agg cgc ctg tgg gac tgg gtg cct ctg gcg 
Leu Leu Ser Gly Ala Gly Arg Arg Leu Trp Asp Trp Val Pro Leu Ala 
5 10 15 

tgc aga age ttc tct ctt ggt gtg cct aga ttg ate ggt ata agg etc 272 
Cys Arg Ser Phe Ser Leu Gly Val Pro Arg Leu lie Gly He Arg Leu 
* 3 30 35 



320 



368 



416 



464 



5 act etc ccg ccc ccc aaa gtg gtt gat cgt tgg aac gag aaa agg gec 

U Thr Leu Pro Pro Pro Lys Val Val Asp Arg Trp Asn Glu Lys Arg Ala 
Li 40 45 50 

- ata ttc gga gtg tat gac aac ate ggg ate ctg gga aac ttt gaa aag 

% nit Phe Gly Val Tyr Asp Asn lie Gly lie Leu Gly Asn Phe Glu Lys 

£ cac ccc aaa gaa ctg ate agg ggg ccc ata tgg ctt cga ggt tgg aaa 
L His Pro Lys Glu Leu lie Arg Gly Pro He Trp Leu Arg Gly Trp Lys 

S ggg lit gaa ttg caa cgt tgt ate ega aag agg aaa atg gtt gga agt 
f?i Gly Asn Glu Leu Gin Arg Cys lie Arg Lys Arg Lys Met Val Gly Ser 

f aga atg ttc get gat gac ctg cac aac ctt aat aaa cgc ate cgc tat 512 
2 Arg Met Phe Ala Asp Asp Leu His Asn Leu Asn Lys Arg He Arg Tyr 
U y 105 110 H5 

etc tac aaa cac ttt aac cga cat ggg aag ttt cga tagaagagaa 

Leu Tyr Lys His Phe Asn Arg His Gly Lys Phe Arg 
120 125 

agctgagaac ttcggaaaag gctcatctgt caccctggag aagggaaact gtacttttcc 

ct 

<210> 3956 
<211> 512 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 47. .502 



attgegcegt tggtgattac ggaagaacca ggagtttggc gtgacc atg ggg aag 55 



558 



618 
620 



2476 



0 



Met Gly Lys 
1 

caa aag aaa aca agg aag tat gcg acc atg aag cga atg ctt agt etc 
Gin Lys Lys Thr Arg Lys Tyr Ala Thr Met Lys Arg Met Leu Ser Leu 

5 10 15 

aga gat cag agg ctt aaa gaa aag gat aga tta aaa cct aaa aag aaa 
Arq Asp Gin Arg Leu Lys Glu Lys Asp Arg Leu Lys Pro Lys Lys Lys 

oc 30 35 

20 25 



103 



151 



199 



247 



295 



343 



391 



439 



gaa aag aag gat ccc age gca tta aag gaa aga gaa gtt ccc caa cac 
Glu Lys Lys Asp Pro Ser Ala Leu Lys Glu Arg Glu Val Pro Gin His 

40 45 50 

cct tec tgc tta ttt ttc caa tat aat aca cag ctg ggc cca cct tac 
Pro Ser Cys Leu Phe Phe Gin Tyr Asn Thr Gin Leu Gly Pro Pro Tyr 

55 60 65 

cac ate etc gtt gat acc aac ttt ate aac ttt tec ata aaa gcc aaa 
His He Leu Val Asp Thr Asn Phe He Asn Phe Ser He Lys Ala Lys 

70 75 80 

ctg gac tta gtg cag tea atg atg gac tgt ctg tat gcc aag tgt ate 
Leu Asp Leu Val Gin Ser Met Met Asp Cys Leu Tyr Ala Lys Cys He 
n 85 90 95 

5 cca tgt ata acc gat tgt gta atr ret gaa att gag aaa ttg ggg cag 
W Pro Cys He Thr Asp Cys Val Xaa Xaa Glu He Glu Lys Leu Gly Gin 
f! 100 105 HO 115 
; < aag tat cga gtg get eta agg att gcc aag gat cca aga ttt gaa cga 

* Lys Tyr Arg Val Ala Leu Arg He Ala Lys Asp Pro Arg Phe Glu Arg 

6 120 125 130 

# tta cca tgt aca cac aaa gga acc tat gca gat gac tgc tta agt aca 4 87 
C ; Leu Pro Cys Thr His Lys Gly Thr Tyr Ala Asp Asp Cys Leu Ser Thr 

2 135 140 145 

O gag agt aac tea gca taagtgttac 
TiJ Glu Ser Asn Ser Ala 
ry I 50 

<210> 3957 
^ <211> 459 
^ <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109 . .456 



512 



aggtgggggc gaetgggeca ggcgscgggg caggaaggga ggcggccgcc gtgecattet 
taaaggegee cgagtgtagg cgacaggccg ctgacggccg gaaggaaa atg agt gag 

Met Ser Glu 
1 



60 
117 



tct ttg gwt gtt tgt gat gtt gcc gaa gat tta gtg gaa aag ctg aga 165 
Ser Leu Xaa Val Cys Asp Val Ala Glu Asp Leu Val Glu Lys Leu Arg 

5 10 15 

aag ttt cgt ttt cgc aaa gaa acg aac aac get get att ata atg aag 213 
Lys Phe Arg Phe Arg Lys Glu Thr Asn Asn Ala Ala He He Met Lys 

oc 30 35 

20 25 JU 



2477 





att gac aag 


gat 


aaa 


cgc 


ctg 




lie Asp Lys 


Asp 


Lys 


Arg 


Leu 








40 








att tea cca 


gat 


gaa 


ctt 


aaa 




lie Ser Pro 


Asp 


Glu 


Leu 


Lys 






55 










acc ttc att 


gtg 


tat 


agt 


tat 




Thr Phe lie 


Val 


Tyr 


Ser 


Tyr 




70 












tea tat cct 


ctg 


tgc 


4—4—4— 


-5-1-4- 

au c 




ctpr Tvr Pro 


Leu 


Cys 


Phe 


He 




85 








90 




gaa caa cag 


atg 


atg 


tat 


get 




Glu Gin Gin 


Met 


Met 


Tyr 


Ala 




100 






105 






age tga 












Ser 












<210> 3958 










0 


' <211> 531 












<212> DNA 










im 


<213> Homo 


sapiens 


















2 . : 
r-JL: 


<220> 












<221> CDS 












<222> 123 . . 


509 










<400> 3958 











75 



45 



60 65 



80 



95 



50 



110 H5 



ac atg gec aac aag ggt cct tec tat ggc atg age cgc gaa gtg cag 
Met Ala Asn Lys Gly Pro Ser Tyr Gly Met Ser Arg Glu Val Gin 
1 5 10 15 

tec aaa ate gag aag aag tat gac gag gag ctg gag gag egg ctg gtg 
Ser Lys lie Glu Lys Lys Tyr Asp Glu Glu Leu Glu Glu Arg Leu Val 

20 25 30 

gag tgg ate ata gtg cag tgt ggc cct gat gtg ggc cgc cca gac cgt 
Glu Trp lie lie Val Gin Cys Gly Pro Asp Val Gly Arg Pro Asp Arg 

35 40 45 

qqg cgc ttg ggc ttc cag gtc tgg ctg aag aat ggc gtg att ctg age 
Gly Arg Leu Gly Phe Gin Val Trp Leu Lys Asn Gly Val lie Leu Ser 

50 55 60 

aag ctg gtg aac age ctg tac cct gat ggc tec aag ccg gtg aag gtg 
Lys Leu Val Asn Ser Leu Tyr Pro Asp Gly Ser Lys Pro Val Lys Val 

65 70 75 

ccc gag aac cca ccc tec atg gtc ttc aag cag atg gag cag gtg get 
Pro Glu Asn Pro Pro Ser Met Val Phe Lys Gin Met Glu Gin Val Ala 



80 85 



90 95 



cag ttc ctg aag gcg get gag gac tat ggg gtc ate aag act gac atg 
Gin Phe Leu Lys Ala Ala Glu Asp Tyr Gly Val lie Lys Thr Asp Met 

100 105 H° 

ttc cag act gtt gac etc ttt gaa ngc aag aca tgg cag cag tgc aga 
Phe Gin Thr Val Asp Leu Phe Glu Xaa Lys Thr Trp Gin Gin Cys Arg 



261 



309 



357 



405 



453 



459 



60 
12 0 



flj gaacccagac acaagtcttc actccttcct gcgagccctg aggaagcett ctttecccag 
sw? ^ 3 . * 4_ ™^ anr rnr aaa ata caa lo ' 



215 



263 



311 



359 



407 



455 



503 



2478 



gga ccc tgatggcttt gggcagcttg gc 
Gly Pro 

<210> 3959 

<211> 503 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 164 . .490 



Igcglccatt ttgcattaac tggttggtag cttctatcct gggggctgag cgactgcggg 
ccagctcttc ccctactccc tctcggctcc ttgtggccca aaggcctaac cggggtccgg 
cggtctggcc tagggatctt ccccgttgcc cctttggggc ggg atg get gcg gaa 



1 



- gaa gaa gac gag gtg gag tgg gta gtg gag age ate gcg ggg ttc ctg 
Ul Glu Glu Lp Glu Val Glu Trp Val Val Glu Ser lie Ala Gly Phe Leu 
5 10 15 20 



95 100 
gtt ggc age aga aga ttt tac tat ctt taaagcaatg acg 
Val Gly Ser Arg Arg Phe Tyr Tyr Leu 
105 

<210> 3960 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126 . .440 



60 
120 
175 



223 



271 



caa qqc cca qac tgg tec ate ccc ate ttg gac ttt gtg gaa cag aaa 
Arg Tly Pro Lp Trp Ser lie Pro lie Leu Asp Phe Val Glu Gin Lys 

25 30 35 

tgt gaa gtt ttt gat gat gaa gaa gaa age aaa ttg acc tat aca gag 319 
Cys Glu Val Phe Asp Asp Glu Glu Glu Ser Lys Leu Thr Tyr Thr Glu 

att cat cag gaa tac aaa gaa eta gtt gaa aag ctg tta gaa ggt tac 367 
lie His Gin Glu Tyr Lys Glu Leu Val Glu Lys Leu Leu Glu Gly Tyr 

55 60 65 

etc aaa gaa att gga att aat gaa gat caa ttt caa gaa gca tgc act 415 
Leu Lys Glu lie Gly lie Asn Glu Asp Gin Phe Gin Glu Ala Cys Thr 

70 75 80 

tct cct yet tgc aaa gac cca tac ate aca ggc cat ttt gca acc tgt 
Ser Pro Xaa Cys Lys Asp Pro Tyr lie Thr Gly His Phe Ala Thr Cys 



463 



503 



acacgcacgc cggcgtgcca gtttataaag ggagagagca ageagegagt cttgaagctc 60 



2479 



yj 



. 3% 



5s 



tqtttggtgc tttggatcca tttccatcgg tccttacagc cgctcgtcag actccagcag 
ccaag atg gtg aag cag ate gag age aag aet get ttt cag gaa gee ttg 
Met Val Lys Gin lie Glu Ser Lys Thr Ala Phe Gin Glu Ala Leu 
1 5 10 15 

qac get gca ggt gat aaa ctt gta gta gtt gac ttc tea gee acg tgg 
Asp Ala La Gly Asp Lys Leu Val Val Val Asp Phe Ser Ala Thr Trp 

20 25 30 

tgt ggg cct tgc aaa atg ate aag cct ttc ttt cat tec etc tct gaa 
Cys Gly Pro Cys Lys Met lie Lys Pro Phe Phe His Ser Leu Ser Glu 

35 40 45 

aag tat tec aac gtg ata ttc ctt gaa gta gat gtg gat gac tgt cag 
Lys Tyr Ser Asn Val lie Phe Leu Glu Val Asp Val Asp Asp Cys Gin 

50 55 6° 

gat gtt get tea gag tgt gaa gtc aaa tgc atg cca aca ttc cag ttt 
Lp Val Ala Ser Glu Cys Glu Val Lys Cys Met Pro Thr Phe Gin Phe 

65 70 75 

ttt aag aag gga eaa aag gtg ggt gaa ttt tct gga gec aat aag gaa 
Phe Lys Lys Gly Gin Lys Val Gly Glu Phe Ser Gly Ala Asn Lys Glu 

85 90 95 



<210> 3961 
<211> 606 
<212> DNA 



<213> Homo sapiens 
O <220> 

ry <22i> cds 

flj <222> 206. .601 



cttctcctct ctckgtgaca gcctcttgga aagagggaca ctggaggggt gtgtttgcaa 
tttaaatcac tggatttttg cccaccctct ttccaaataa gaaggcagga getgettget 



10 



15 20 
ttt gee act agg cag gtg gga aat gtc 
Phe Ala Thr Arg Gin Val Gly Asn Va! 

30 35 
agt caa gaa gga gac aaa gtg gtc at< 
Ser Gin Glu Gly Asp Lys Val Val Il< 

45 50 
aac acg gag att agt ttc cag ctg gg. 
Asn Thr Glu He Ser Phe Gin Leu Gl' 
60 65 



ttc 


tgt 


get 


acc 


tgg 


Phe 


Cys 


Ala 


Thr 


Trp 


5 

atg 


aag 


get 


eta 


ggc 


Met 


Lys 


Ala 


Leu 


Gly 










25 


acc 


aaa 


cca 


acg 


gta 


Thr 


Lys 


Pro 


Thr 


Val 








40 




agg 


act 


etc 


age 


aca 


Arg 


Thr 


Leu 


Ser 


Thr 






55 






gaa 


gag 


ttt 


gat 


gaa 


Glu 


Glu 


Phe 


Asp 


Glu 




70 








gtt 


age 


ctg gat 


gga 



120 
170 



218 



266 



314 



362 



410 



460 



O aag ctt gaa gee acc att aat gaa tta gtc taannatgtt ttctgnaaaa 

43 Lys Leu Glu Ala Thr lie Asn Glu Leu Val 
%n ioo i° 5 

Wl cataaccagc cattggctat ttaaaacttg taattttttt taatttacaa aaatat 516 



60 
120 
180 
232 



280 



328 



376 



424 



472 



2480 



Thr Thr Ala Xaa Tyr Arg Asn Cys Lys Ser Val Val Ser Leu Asp Gly 



75 



acc tea egg cca ccg ata ata gtt tct gag ttt egg aat gag ata tat 
Thr Ser Arg Pro Pro lie lie Val Ser Glu Phe Arg Asn Glu lie Tyr 

10 15 20 

gat gta aga cac aga get get tat cat cca gac ttt cca aca gtt ctg 
Asp Val Arg His Arg Ala Ala Tyr His Pro Asp Phe Pro Thr Val Leu 

35 4 ° 



25 30 



| aca get tta gaa ata gat aat gcg gtt gtg gca aat age eta att gac 
Thr Ala Leu Glu He Asp Asn Ala Val Val Ala Asn Ser Leu lie Asp 

45 50 55 

atg aga ggc ata gag aca gtg eta eta ate aaa aat aat tct gta get 
Met Arq Gly lie Glu Thr Val Leu Leu He Lys Asn Asn Ser Val Ala 

60 65 70 

cgt gca gta atg cag tec caa aag cca ccc aaa aat tgt aga gaa get 
Arg Ala Val Met Gin Ser Gin Lys Pro Pro Lys Asn Cys Arg Glu Ala 

75 80 85 

ttt act get gat ggt gat caa gtt ttt gca gga cgt tat tat tea tct 
Phe Thr Ala Asp Gly Asp Gin Val Phe Ala Gly Arg Tyr Tyr Ser Ser 

90 95 100 

gaa aat aca aga cct aag ttc eta age aga gat gtg gat tct gaa aat 
Glu Asn Thr Arg Pro Lys Phe Leu Ser Arg Asp Val Asp Ser Glu Asn 
105 HO I 15 120 

aag tgacttggag aatgaggtt 
Lys 

<210> 3963 
<211> 636 
<212> DNA 
<213> Homo sapiens 



520 



568 



606 



80 85 
qac aaa ctt gtt cac ata cag aaa tgg gat ggc aaa gaa aca aat ttt 
Asp Lys Leu Val His lie Gin Lys Trp Asp Gly Lys Glu Thr Asn Phe 
90 95 100 105 

gta aga gaa att aag gat ggc aaa atg gtt atg acc ctt act ttt ggt 
Val Arg Glu lie Lys Asp Gly Lys Met Val Met Thr Leu Thr Phe Gly 

110 115 120 

gat gtg gtt get gtt cgc cam tat gag rag gca taaaa 
Asp Val Val Ala Val Arg Xaa Tyr Glu Xaa Ala 
125 130 

<210> 3962 
<211> 412 
<212> DNA 

<213> Homo sapiens 

<220> 
_^ <221> CDS 
M <222> 31. .393 

m 

<400> 3962 ^ _ c A 

Li catgetgatg aaagggtcct tcaggcactc atg aaa agg ttt tat tta cca ggg 54 
^ y * Met Lys Arg Phe Tyr Leu Pro Gly 

43 1 5 



102 



150 



246 



294 



342 



390 



412 



2481 



<220> 
<221> CDS 
<222> 134 . .547 



60 
120 
169 



<400> 3963 . 
atctcggtgc atctgttggg cgggaccgcg gggcctgtga caccgcacgc tgagctctgt 
gatgtagccg cttgcggaga ctgcaagcag ccgcggcgcg cccggccctc cctcttccgc 

taccaccqtq gga atg gaa aca tct gcc cca cgt gcc gga age caa gtg 
tgccgccgtg gga ^g ^ ^ ^ ^ ^ ^ ^ ^ ^ ^ 

1 5 10 

gtg gcg aca act gcg cgc cac tec gcg gcc tac cgc gca gat cct eta 217 
Val Ala Thr Thr Ala Arg His Ser Ala Ala Tyr Arg Ala Asp Pro Leu 

15 20 25 

cat gtg tec teg cga gac aag etc ace gaa atg gcc gcg tec agt caa 265 
Arg Val Ser Ser Arg Asp Lys Leu Thr Glu Met Ala Ala Ser Ser Gin 

30 35 40 

gga aac ttt gag gga aat ttt gag tea ctg gac ctt gcg gaa ttt get 313 
Gly Asn Phe Glu Gly Asn Phe Glu Ser Leu Asp Leu Ala Glu Phe Ala 
-R 45 50 55 60 

in aag aag cag cca tgg tgg cgt aas tgt teg ggc agg aat ctg gac ctt 361 
tJ Lys Lys Gin Pro Trp Trp Arg Xaa Cys Ser Gly Arg Asn Leu Asp Leu 
r. 65 70 75 

% cag cag aaa agt ata gcg tgg caa ccc age tgt tea ttg gag gtg tea 
^ Gin Gin Lys Ser lie Ala Trp Gin Pro Ser Cys Ser Leu Glu Val Ser 
& 80 85 90 

« ct gat ggt gca cag gtt tea tat tec aga agg ttg gaa agt tgg ctg 
Leu Asp Gly Ala Gin Val Ser Tyr Ser Arg Arg Leu Glu Ser Trp Leu 
f* 95 100 1° 5 

m caa cag ctg tgg gag gtg gat ttt ttc tec ttc age ttg caa acc ata 
m Gin Gin Leu Trp Glu Val Asp Phe Phe Ser Phe Ser Leu Gin Thr lie 
'% 110 115 120 

Z ctg ggt aca tea aag ttg act ggc aac gag tgg aga agg aca 
— Leu Gly Thr Ser Lys Leu Thr Gly Asn Glu Trp Arg Arg Thr 
U 12 5 130 I 35 

tgaagaaagc caaagagcag ctgaagatcc gtaagagcaa tcagatacct actgaggtca 
ggagcaaagc tgaggaggtg gtgtcattt 

<210> 3964 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36. .422 



409 



457 



505 



547 



607 
636 



<400> 3964 c,, 
agtcagttgc eggaagtegg cgtgaggtgg ggctt atg egg egg cgt ggt gaa 
a Met Arg Arg Arg Gly Glu 

1 5 

ata gat atg gcg acc gag ggg gat gtg gag ctg gag ttg gag act gag 101 



2482 



lie Asp Met Ala Thr Glu Gly Asp Val Glu Leu Glu Leu Glu Thr Glu 

10 15 20 

acc agt gga cca gag egg cct ccg gag aag cca egg aaa cat gac age 
Thr Ser Gly Pro Glu Arg Pro Pro Glu Lys Pro Arg Lys His Asp Ser 

25 30 35 

ggt gcg gcg gac ttg gag egg gtc acc gac tat gca gag gag aag gag 
Gly 111 Ala Asp Leu Glu Arg Val Thr Asp Tyr Ala Glu Glu Lys Glu 

40 45 50 

ate cag agt tec aat ctg gag acg gee atg tct gtg att gga gac aga 
lie Gin Ser Ser Asn Leu Glu Thr Ala Met Ser Val lie Gly Asp Arg 

65 70 



55 



60 



agg tec egg gag cag aaa gec aaa cag gag egg gag aaa gaa ctg gca 
Arg Ser Arg Glu Gin Lys Ala Lys Gin Glu Arg Glu Lys Glu Leu Ala 



75 



80 85 



aaa gtc act ate aag aag gaa gat ctg gag eta ata atg act gag atg 
Lys Val Thr lie Lys Lys Glu Asp Leu Glu Leu lie Met Thr Glu Met 
* - - inn 



90 



95 100 



gag ata tct cga gca gca gca gaa cgc agt ttg egg gaa cac atg ggc 
q Ala Ala Ala Glu Arg Ser Leu Arg Glu His Met Gly 
110 H5 





Glu lie Ser 






105 


y % 

hah 


aac gtg gta 
Asn Val Val 
120 


UJ 

. 


atacc 












<210> 


3965 


~=? 


<211> 


445 




<212> 


DNA 


S3 ; 


<213> 


Homo 


S3 Z 

s j a 


<220> 




sfcF 


<221> 


CDS 


=3= 


<222> 


57 . .4 


0 







125 



1 



gag 


ccc 


gac 


ggg 


act 


tac 


gag 


ccg 


ggc 


Glu 


Pro Asp Gly 


Thr 


Tyr 


Glu 


Pro Gly 








5 










10 


cag 


gaa 


tgt 


aac 


aac 


atg 


ctg 


tac 


ccc 


Gin 


Glu 


Cys 
20 


Asn 


Asn 


Met 


Leu 


Tyr 
25 


Pro 


att 


ctg 


etc 


tac 


gcg 


tgc 


egg 


aac 


tgt 


He 


Leu 
35 


Leu 


Tyr 


Ala 


Cys 


Arg 
40 


Asn 


Cys 


aac 


age 


tgc 


ate 


tat 


gtc 


aac 


aag 


ate 


Asn 


Ser 


Cys 


He 


Tyr 


Val 


Asn 


Lys 


He 


50 










55 








acc 


cag 


att 


ate 


gee 


gac 


gtg 


tec 


cag 


Thr 


Gin 


He 


He 


Ala 
70 


Asp 


Val 


Ser 


Gin 



15 

aag gaa gac aag gag aac cgc 
Lys Glu Asp Lys Glu Asn Arc 
30 

gat tac cag cag gag gee gac 
Asp Tyr Gin Gin Glu Ala As£ 
45 

acg cac gaa gtg gac gaa etc 
Thr His Glu Val Asp Glu Lei 
60 65 
gac ccc acg ttg ccg egg ac< 
Asp Pro Thr Leu Pro Arg Thi 
75 80 



149 



197 



245 



293 



341 



389 



442 



447 



<400> 3965 ^ c-q 

gtagegegge ggasaagege ggaaggctgg gagggctgeg cgggctgcgc gtcgee atg 5 9 



107 



155 



203 



251 



299 



2483 



gag gac cac ccg 
Glu Asp His Pro 
85 

cag tea cac agt 
Gin Ser His Ser 
100 

tgc aca gec cca 
Cys Thr Ala Pro 
115 



tgc caa aag tgc 
Cys Gin Lys Cys 

gcg egg gec gag 
Ala Arg Ala Glu 
105 

cac tgc ggc cam 
His Cys Gly Xaa 
120 



ggc cac aag gag 
Gly His Lys Glu 
90 

gac gec atg cgc 
Asp Ala Met Arg 

cgc tgg acc gag 
Arg Trp Thr Glu 
125 



get gtg ttc ttc 
Ala Val Phe Phe 
95 

ctt tac tac gtg 
Leu Tyr Tyr Val 
110 

tractcctct ctcc 



<210> 3966 

<211> 506 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 91. -408 



tcaatttatt cgtttccccg cccctttcat gaccttcacc gggaggctga ggtcggagtc 
ccgattttct cctgctgctg tggcccggac atg gcg act ccc ggc cct gtg att 

Met Ala Thr Pro Gly Pro Val He 
1 5 
ccg gag gtc ccc ttt gaa cca teg aag cct cca gtc att gag ggg ctg 
Pro Glu Val Pro Phe Glu Pro Ser Lys Pro Pro Val lie Glu Gly Leu 

10 15 20 

age ccc act gtt tac agg aat cca gag agt ttc aag gaa aag ttc gtt 
Ser Pro Thr Val Tyr Arg Asn Pro Glu Ser Phe Lys Glu Lys Phe Val 

30 35 40 

cgc aag acc cgc gag aac ccg gtg gta ccc ata ggt tgc ctg gec acg 
Arq Lys Thr Arg Glu Asn Pro Val Val Pro lie Gly Cys Leu Ala Thr 

45 50 55 

gcg gee gee etc acc tac ggc etc tac tec ttc cac egg ggc aac age 306 
Ala Ala Ala Leu Thr Tyr Gly Leu Tyr Ser Phe His Arg Gly Asn Ser 

60 " 70 

cag cgc tct cag etc atg atg cgc acc egg ate gee gee cag ggt ttc 
Gin Arg Ser Gin Leu Met Met Arg Thr Arg lie Ala Ala Gin Gly Phe 

75 80 85 

acg gtc gca gec ate ttg ctg ggt ctg get gtc act get atg aag tct 
Thr Val Ala Ala lie Leu Leu Gly Leu Ala Val Thr Ala Met Lys Ser 

90 95 100 

cga ccc taageccagg gtctggcctt gaaagcyskg cagaaatgat tccaaaaccc 
Arg Pro 
105 

agggagcaac cactggccct accgtgggac ttactccntc ctctcctt 



60 
114 



162 



210 



258 



354 



402 



458 



506 



<210> 3967 

<211> 425 

<212> DNA 

<213> Homo sapiens 



<220> 



2484 



<221> CDS 
<222> 39 . . 341 



< 400> 3967 . nra taa aac cca 56 



atacagtgac ctcgggcggc gggtcacgtc ggccgggc atg get gca tgg age ccg 





gee 




gca 


qsc 


etc 


tec 




Ala 


7\ "1 a 

Aia 




Yaa 
/\ G d 

10 


Leu 


Ser 




ate 


gga 


tgt 


ttg 


cca 


etc 




He 


Gly 


Cys 
25 


Leu 


Pro 


Leu 




att 


etc 


aaa 


gaa 


aag 


ttt 




He 


Leu 
40 


Lys 


Glu 


Lys 


Phe 




att 


tea 


ggc 


act 


aaa 


aga 




He 


Ser 


Gly 


Thr 


Lys 


Arg 




55 








60 


._f% 


att 


tac 


etc 


trt 


ccc 


caa 


m 


He 


Tyr 


Leu 


Xaa 


Pro 


Gin 












75 






tgc 


tgc 


tta 


aga 


cct 


tgg 


i 


Cys 


Cys 


Leu 


Arg 


Pro 


Trp 










90 







30 



15 20 



35 



45 50 

aga aat caa aga gat gca tgg att gcg gat 

Arq Asn Gin Arg Asp Ala Trp He Ala Asj 

65 70 

acg ctg acc acg ccc tgg ctg cat aga tgc 

Thr Leu Thr Thr Pro Trp Leu His Arg Cys 
80 85 



95 



100 



^ gaagatgtat aatctattta gatg 

3 <210> 3968 
iU <211> 381 
fy <212> DNA 

<213> Homo sapiens 

S <220> 

^ <221> CDS 

<222> 27 . . 341 



104 



152 



200 



248 



296 



341 



401 
425 



<400> 3968 co 
aagagaacaa aatacagctc caacaa atg gga gaa cga ctt get aaa gee age 53 

Met Gly Glu Arg Leu Ala Lys Ala Ser 

1 5 

cat gaa age aaa gca tct gag att gaa tac aag ctg gga aag gtc aac 101 
His Glu Ser Lys Ala Ser Glu lie Glu Tyr Lys Leu Gly Lys Val Asn 



10 15 



20 25 



gac egg tgg cag cat etc ctg gac etc att gca gec agg gtg aag aag 149 

Asp Arg Trp Gin His Leu Leu Asp Leu lie Ala Ala Arg Val Lys Lys 

ctg aag gag acc ctg gta gec gtg cag cag ctt gat aag aac atg age 197 

Leu Lys Glu Thr Leu Val Ala Val Gin Gin Leu Asp Lys Asn Met Ser 

45 50 55 

age ctg agg acc tgg etc get cac ate gag tea gag ctg gec aag cca 245 

Ser Leu Arg Thr Trp Leu Ala His lie Glu Ser Glu Leu Ala Lys Pro 



2485 



100 i° 5 



60 65 70 

ata gtc tac gat tec tgt aac teg gaa gaa ata cag aga tgg ate tgc 
lie Val Tyr Asp Ser Cys Asn Ser Glu Glu lie Gin Arg Trp He Cys 

75 80 85 

age tea eta ata ttg aac att ttt ctg agt gtg atg ttc aag eta aaa 
Ser Ser Leu lie Leu Asn lie Phe Leu Ser Val Met Phe Lys Leu Lys 
90 95 

taaagcaact caaggccttc cagcaggaaa tttcactgaa 

<210> 3969 
<211> 514 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .415 



293 



341 



381 



60 
118 



166 



214 



262 



M <400> 3969 

^ acttccggcc agggaggggg ataggctcag acacaaggag aggcttggag agagcagacg 
U1 ccttctggat tcaagaagac gaggctcacc tgttactcgg cctcccagaa ag atg gat 

ft 1 

% agg aga aat gac tac gga tat agg gtg cct eta ttt cag ggc cct ctg 

Z Arg Arg Asn Asp Tyr Gly Tyr Arg Val Pro Leu Phe Gin Gly Pro Leu 

"±* 5 10 15 

* cct ccc ccg ggg age ctg ggg ctt ccc ttc cct cca gat ata cag act 

% Pro Pro Pro Gly Ser Leu Gly Leu Pro Phe Pro Pro Asp lie Gin Thr 

S gag acc aca gaa gag gac agt gtc ctg ctg atg cat acc ctg ttg gcg 
m Glu Thr Thr Glu Glu Asp Ser Val Leu Leu Met His Thr Leu Leu Ala 
'f 35 40 45 50 

5 gca acc aag gac tec ctg gec atg gac cca cca gtt gtc aac egg cct 310 
S Ala Thr Lys Asp Ser Leu Ala Met Asp Pro Pro Val Val Asn Arg Pro 

55 60 65 

aag aaa age aak acc aag aag gec cct ata aag act att act rnn net 
Lys Lys Ser Xaa Thr Lys Lys Ala Pro lie Lys Thr lie Thr Xaa Xaa 

y 70 75 80 

gca cct get gee cct cca gts cag ctg cca atg aga ttg cca cca aca 
Ala Pro Ala Ala Pro Pro Val Gin Leu Pro Met Arg Leu Pro Pro Thr 

85 90 95 

age cca aaa taacttggca ggctttaaac ctgccagtca ttacccagat 

Ser Pro Lys 

cagccaggct ttacctacca ctgaggtaac caatactcag gcttcttcag tcactgctc 

<210> 3970 
<211> 565 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



358 



406 



455 



514 



2486 



<222> 189 . . 554 



tcaagaaact gaatgagatc ctacaggcac gaggcaagaa gggaactgat cgtgctgccc 
agattgagct gctgcaactg ctggttcaga ttgcagcgga aaacaacctg ggagagggcg 
tcattgtcaa gatcaagttc aatatcatcg cctctctcta cgactacaac cccaacctgg 
caacctac atg aag cca gag atg tgg ggg aag tgc ctg gac tgc ate aat 
Met Lys Pro Glu Met Trp Gly Lys Cys Leu Asp Cys lie Asn 
! 5 10 

gag ctg atg gat ate ctg ttt gca aat ccc aac att ttt gtt gga gag 
III Leu Met Asp He Leu Phe Ala Asn Pro Asn lie Phe Val Gly Glu 
15 20 25 30 

aat att ctg gaa gag agt gag aac ctg cac aac get gac cag cca ctg 
III lie Leu Glu Glu Ser Glu Asn Leu His Asn Ala Asp Gin Pro Leu 

35 40 45 

cat ate cat ggc tgc ate eta act ctg gtg gaa cga atg gat gaa gaa 
Arg Val Arg Gly Cys lie Leu Thr Leu Val Glu Arg Met Asp Glu Glu 

50 55 60 

ttt acc aaa ata atg caa aat act gac ect cac tec caa gag tac gtg 
Phe Thr Lys lie Met Gin Asn Thr Asp Pro His Ser Gin Glu Tyr Val 



65 70 75 



60 
120 
180 
230 



278 



326 



374 



422 



^ gag cac ttg aag gat gag gee cag gtg tgt gee ate ate gag egt gtg 470 
111 His Leu Lys Asp Glu Ala Gin Val Cys Ala lie lie Glu Arg Val 



cag cgc tac ctg gas gna gaa ggg cac tac cga ggm ggt ctg ccg cat 518 
Gin Arg Tyr Leu Xaa Xaa Glu Gly His Tyr Arg Gly Gly Leu Pro His 
95 100 105 HO 

eta cct get gcg cat ect gca cac eta eta caa gtt tgattacaag g 565 
Leu Pro Ala Ala His Pro Ala His Leu Leu Gin Val 
115 120 

<210> 3971 
<211> 582 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 117 . .449 



llllltllll taeaaaatga aaattacaat gtteteaeca aatatatgcc "cgtgtgtc 60 
caaagtataa ttattttaga tgctaatttt gaatagttta ttaaacagtt ataaat atg 119 

1 

caa agt age tgg eat gta gtg tea egg att tte tgg ata gag gaa gtg 167 
Gin Ser Ser Trp His Val Val Ser Arg lie Phe Trp lie Glu Glu Val 

5 10 I 5 

att gga agt att cca ctt aaa gee atg gaa tta gca ata gtt tgc ttt 215 
lie Gly Ser lie Pro Leu Lys Ala Met Glu Leu Ala lie Val Cys Phe 

20 25 30 

tta ata gaa ggc cca ttt gta aga atg ttg aaa ata tgt gta ccg ttt 263 



2487 



Leu lie Glu Gly Pro Phe Val Arg Met Leu Lys lie Cys Val Pro Phe 

35 40 45 

aaa gra aaa gen rgc ttt aaa agt grc ran caa aaa tac cct ttt tct 
Lys Xaa Lys Ala Xaa Phe Lys Ser Xaa Xaa Gin Lys Tyr Pro Phe Ser 
50 55 60 65 

ttt agt atg gtt tat ttt tct agg ttt tct gtc cct ccc tea gta gtg 
Phe Ser Met Val Tyr Phe Ser Arg Phe Ser Val Pro Pro Ser Val Val 

70 75 80 

aaq agt ttt ctt tat tec tgg cag tgt cag gaa tat tgg ttt gaa aag 
Lys Ser Phe Leu Tyr Ser Trp Gin Cys Gin Glu Tyr Trp Phe Glu Lys 

85 90 95 

ctg ttg gec tat ctg gag ttt ggc ctt gtt aac eta gta ttc 
Leu Leu Ala Tyr Leu Glu Phe Gly Leu Val Asn Leu Val Phe 

100 105 110 

taaccagtta accagcctta gtatgeatta aaattgtatt gttcagaaag tttgtttctc 
attttctgea aattcttact ttgaaaatga atcaccacat agtatgnnct ttaaagcatt 
gaegcacaga caa 

<210> 3972 
^ <211> 522 
h M <212> DNA 
U1 <213> Homo sapiens 

\i z 

iy <220> 

l<k <221> CDS 

~% <222> 144 . .515 



O actctcgcgr satccctact ggctataaag gcagctcccc ggagagctct tgegegtett 
fy gttcttgect ggtgtcggtg gttagtttct gcgacttgtg ttgggactgc tgataggaag 
fU atgtcttcaa agccacagct gtt atg cca gat ggt cag ttt aaa gat ate age 

Met Pro Asp Gly Gin Phe Lys Asp He Ser 
j 1 5 10 

S ctg tct gac tac aaa gga aaa tat gtt gtg ttc ttc ttt tac cct ctt 
W Leu Ser Asp Tyr Lys Gly Lys Tyr Val Val Phe Phe Phe Tyr Pro Leu 

15 20 25 

qac ttc acc ttt gtg tgc ccc acg gag ate att get ttc agt gat agg 
Asp Phe Thr Phe Val Cys Pro Thr Glu lie lie Ala Phe Ser Asp Arg 

30 35 40 

gca gaa gaa ttt aag aaa etc aac tgc caa gtg att ggt get tct gtg 
Ala Glu Glu Phe Lys Lys Leu Asn Cys Gin Val lie Gly Ala Ser Val 

45 50 55 

gat tct cac ttc tgt cat eta gca tgg gtc aat aca cct aag aaa caa 
Asp Ser His Phe Cys His Leu Ala Trp Val Asn Thr Pro Lys Lys Gin 

60 65 70 

qqa gga ctg gga ccc atg aac att cct ttg gta tea gac ccg aag cgc 
Gly Gly Leu Gly Pro Met Asn lie Pro Leu Val Ser Asp Pro Lys Arg 
75 80 85 90 

acc att get cag gat tat ggg gtc tta aag get gat gag gca tct cgt 
Thr He Ala Gin Asp Tyr Gly Val Leu Lys Ala Asp Glu Ala Ser Arg 

95 100 105 

tea ggg gec ttt tta tea ttg atg ata rgg tat tct teg gca gat cac 
Ser Gly Ala Phe Leu Ser Leu Met lie Xaa Tyr Ser Ser Ala Asp His 



311 



359 



407 



449 



509 
569 
582 



60 
120 
173 



221 



269 



317 



365 



413 



461 



509 



2488 



110 

tgt aaa tgacctc 
Cys Lys 



115 



120 



522 



<210> 3973 
<211> 571 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 152 . .526 



actcagcgta agacggcgct attccgctgt aacagcttcc ggcgggtcct 93Jtgttgat 
gtcctgcatc taacgcggtg taacccccga agccgagcga gctccggagg aatttcagta 
tctgctacgg taacttcatc agcccgccaa g atg gcg atg caa gcg gcc aag 

1 5 

agg gcg aac att cga ctt cca cct gaa gta aat egg ata ttg tat ata 

Arg Ala Asn lie Arg Leu Pro Pro Glu Val Asn Arg lie Leu Tyr lie 

10 15 20 

aga aat ttg cca tac aaa ate aca get gaa gaa atg tat gat ata ttt 

Arg Asn Leu Pro Tyr Lys lie Thr Ala Glu Glu Met Tyr Asp lie Phe 



105 HO H5 

aac aca gat cca cca aaa taaatgtttt ctacattttc atttggacta 
Asn Thr Asp Pro Pro Lys 
120 125 
aatcccacga atgac 

<210> 3974 
<211> 554 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .546 



60 
120 
172 



220 



268 



. a n ~- z> * - 35 

5 ggg aa, tat gga cct att cgt caa ate aga gtg ggg aac aca cct gaa >» 



G?y lys iyr GlJ Pre. ne Arg Gin Ila Arg val Gly Aa„ Thr Pro Glu 

40 45 50 

act aga gga aca get tat gtg gtc tat gag gac ate ttt gat gcc aag 364 
Thr Arg Gly Thr Ala Tyr Val Val Tyr Glu Asp lie Phe Asp Ala Lys 

60 65 70 

aat gca tgt gat cac eta teg gga ttc aat gtt tgt aac aga tac ctt 
Asn La Cys Asp His Leu Ser Gly Phe Asn Val Cys Asn Arg Tyr Leu 

75 80 85 

gtg gtt ttg tac tat aat gcc aac agg gca ttt cag aag atg gac aca 
Val Val Leu Tyr Tyr Asn Ala Asn Arg Ala Phe Gin Lys Met Asp Thr 

90 95 10° 

aag aag aag gag gaa cag ttg aag ctt etc aag gag aaa tat gge ate 
Lys Lys Lys Glu Glu Gin Leu Lys Leu Leu Lys Glu Lys Tyr Gly He 



412 



460 



508 



556 



571 



2489 



ccagacggca gaggtctctg cggcgcggtc ctcggagaca cgcggcggtg tcctgtgttg 
gccat gccgac tac ctg att agt ggg ggc acg tec tac gtg cca gac 
Met Ala Lp Tyr Leu lie Ser Gly Gly Thr Ser Tyr Val Pro Asp 
1 5 10 15 

gac gga etc aca gca cag cag etc ttc aac tgc gga gac ggc etc ace 
Asp Gly Leu Thr Ala Gin Gin Leu Phe Asn Cys Gly Asp Gly Leu Thr 

20 25 30 

tac aat gac ttt etc att etc cct ggg tac ate gac ttc act gca gac 
Tyr Asn Asp Phe Leu lie Leu Pro Gly Tyr lie Asp Phe Thr Ala Asp 

35 40 45 

cag gtg gac ctg act tct get ctg ace aag aaa ate act ctt aag ace 
G?n ?al Asp Leu Thr Ser Ala Leu Thr Lys Lys lie Thr Leu Lys Thr 

50 55 60 

cca ctg gtt tec tct ccc atg gac aca gtc aca gag get ggg atg gee 
Pro Leu Val Ser Ser Pro Met Asp Thr Val Thr Glu Ala Gly Met Ala 

65 70 75 

P ata gca atg gcg ctt aca ggc ggt att ggc ttc ate cac cac aac tgt 

*3 lie La Met Ala Leu Thr Gly Gly He Gly Phe lie His His Asn Cys 

W 80 85 90 95 

U aca cct gaa ttc cag gec aat gaa gtt egg aaa gtg ang amm tat gaa 

U Thr Pro Glu Phe Gin Ala Asn Glu Val Arg Lys Val Xaa Xaa Tyr Glu 

- 100 105 1 

nnn aaa aat CQC QtQ 444 



caq gga ttc ate aca gac cct gtg gtc etc age ccc aag gat cgc gtg 
Gin Gly Phe lie Thr Asp Pro Val Val Leu Ser Pro Lys Asp Arg Val 
^ 115 120 125 

egg gat gtt ttt gag gca agg ccg gca tgg ttt ctg egg tat ccc aat 
O Arg Asp Val Phe Glu Ala Arg Pro Ala Trp Phe Leu Arg Tyr Pro Asn 
m 130 135 140 

Hi cac ara cac agg ceg gat ggg gar ccg ctg gtg gca wca tct cct mma 
£ His Xaa His Arg Pro Asp Gly Glu Pro Leu Val Ala Xaa Ser Pro Xaa 

145 150 155 

f* gga cat tgatttct 
^ Gly His 
160 

<210> 3975 

<211> 566 

<212> DNA 

<;213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .490 



60 
108 



156 



204 



252 



300 



348 



396 



492 



540 



554 



agageegggg caectgcgca ggcttggctg cgcectctcg egeegcaege tetgegggtt 60 
cctcccttct tccgagcctc tcctctggcc gccgcgcggg agagaggecg ag atg gca 

Met Ala 



Met Ala 
1 



gat gag att gee aag get cag gtc get egg cct ggt ggc gac acg ate 



118 



166 



2490 



Asp Glu lie Ala Lys Ala Gin Val Ala Arg Pro Gly Gly Asp Thr lie 

5 10 15 

ttt ggg aag ate ate cgc aag gaa ata cca gec aaa ate att ttt gag 
Phe Gly Lys lie lie Arg Lys Glu lie Pro Ala Lys lie lie Phe Glu 

20 25 30 

qat gac egg tgc ctt get ttc cat gac att tec cct caa gca cca aca 
Asp Lp Arg Cys Leu Ala Phe His Asp lie Ser Pro Gin Ala Pro Thr 
35 40 45 iU 

cat ttt ctg gtg ata ccc aag aaa cat ata tec cag att tct gtg gca 
His Phe Leu Val lie Pro Lys Lys His lie Ser Gin lie Ser Val Ala 

55 60 65 

gaa gat gat gat gaa agt ctt ctt gga cac tta atg att gtt ggc aag 
Glu Asp Asp Asp Glu Ser Leu Leu Gly His Leu Met lie Val Gly Lys 

70 75 80 

aaa tgt get get gat ctg ggc ctg aat aag ggt tat cga atg gtg gtg 
Lys Cys Ala Ala Asp Leu Gly Leu Asn Lys Gly Tyr Arg Met Val Val 

85 90 95 

aat gaa ggt tea gat ggt gga cag tct gtc tat cac gtt cat etc cat 
Asn Glu Gly Ser Asp Gly Gly Gin Ser Val Tyr His Val His Leu His 
O 100 105 no 

%B gtt ctt gga ggt egg caa atg cat tgg cct cct ggt taagcacgtt 
U1 Val Leu Gly Gly Arg Gin Met His Trp Pro Pro Gly 
z_= ].\5 120 125 

0 ttggggataa ttttctcttc tttaggcaat gattaagtta ggcaattcca gtatgttaag 
u& taacac 



214 



262 



310 



358 



406 



454 



500 



<210> 3976 

<211> 519 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116 . .433 



ccgcctcclg ggaggttcct tattaaatag gagecaactg getgggtegg ggctcaatac 
cccaagcaat acctgcaact gaggattctt cceggggaga ccgcagccca tegge atg 

1 

get caa gag ttt gtg aac tgc aaa ate cag cct ggg aag gtg gtt gtg 
Ala Gin Glu Phe Val Asn Cys Lys lie Gin Pro Gly Lys Val Val Val 

5 10 15 

ttc ate aag ccc acc tgc ccg tac tgc agg agg gec caa gag ate etc 
Phe lie Lys Pro Thr Cys Pro Tyr Cys Arg Arg Ala Gin Glu lie Leu 

20 25 30 

agt caa ttg ccc ate aaa caa ggg ctt ctg gaa ttt gtc gat ate aca 
Ser Gin Leu Pro lie Lys Gin Gly Leu Leu Glu Phe Val Asp lie Thr 

gec acc aac cac act aac gag att caa gat tat ttg caa cag etc acg 
Ala Thr Asn His Thr Asn Glu lie Gin Asp Tyr Leu Gin Gin Leu Thr 

60 65 



50 55 
gga gca aga acg gtg cct cga gtc ttt aty ggt aaa gat tgt ata ggc 



60 
118 



166 



214 



262 



310 



358 



2491 



3 E 

ftJ 

sa s 



70 75 80 85 

qtq qqa act ggg tac tat gta gag aag aca get gag gat gec aag gac 
Val Gly Thr Gly Tyr Tyr Val Glu Lys Thr Ala Glu Asp Ala Lys Asp 

90 95 100 

ttc ttc aag agg aag ata gat ttt eta acc aag cag atg gag aaa ate 
Phe Phe Lys Arg Lys lie Asp Phe Leu Thr Lys Gin Met Glu Lys lie 

105 I 10 115 

caa eca get ctt cag gag aag cac gec atg aaa cag gee gtc atg gaa 
Gin Pro Ala Leu Gin Glu Lys His Ala Met Lys Gin Ala Val Met Glu 

120 125 130 

atg atg agt cag aag att cag cag etc aca gec ctg ggg gca get cag 
net Met Ser Gin Lys lie Gin Gin Leu Thr Ala Leu Gly Ala Ala Gin 

135 140 145 

get act get aag gec tgagagtttt tgcagaaatg gggcagaggg acaccctttg 
Ala Thr Ala Lys Ala 



406 



453 



513 
519 



Gly Ala Arg Thr Val Pro Arg Val Phe lie Gly Lys Asp Cys lie Gly 

70 75 80 

qqa tgc agt gat eta gtc tct ttg caa cag agt ggg gaa ctg ctg acg 
Gly Cys Ser Asp Leu Val Ser Leu Gin Gin Ser Gly Glu Leu Leu Thr 

85 90 95 

egg eta aag cag att gga get ctg cag taaccacaga tctcatagga 
Arg Leu Lys Gin He Gly Ala Leu Gin 

100 105 
aatgttcaac aattctgtga aaggtcacag gacccaattg gagaaatcat atgaaaagca 

tagttg 

<210> 3977 

<211> 598 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 42 . .503 



Ln <400> 3977 ,., 
U tegecgagag acttcctctt cgttaagtcg gccttcccaa c atg gcg cag tct att 

^ 3 3 3 Met Qln g er JJg 

W 1 5 

f aac ate acg gag ctg aat ctg ccg cag eta gaa atg etc aag aac cag 
^ Asn He Thr Glu Leu Asn Leu Pro Gin Leu Glu Met Leu Lys Asn Gin 
43 10 15 20 

a ctg gac cag gaa gtg gag ttc ttg tec acg tec att get cag etc aaa 
~ Leu Asp Gin Glu Val Glu Phe Leu Ser Thr Ser lie Ala Gin Leu Lys 
25 30 35 

qtq gta cag acc aag tat gtg gaa gee aag gac tgt ctg aac gtg ctg 
Val Val Gin Thr Lys Tyr Val Glu Ala Lys Asp Cys Leu Asn Val Leu 
£ 40 45 50 

aac aag age aac gag ggg aaa gaa tta etc gtc cca ctg acg agt tct 
Asn Lys Ser Asn Glu Gly Lys Glu Leu Leu Val Pro Leu Thr Ser Ser 

55 60 65 

atg tat gtc cct ggg aag ctg cat gat gtg gaa cac gtg etc ate gat 
Met Tyr Val Pro Gly Lys Leu His Asp Val Glu His Val Leu lie Asp 



104 



152 



200 



248 



296 



344 



392 



440 



488 



543 



2492 



ggcgtggctt cctggtgatg ggaagggtct tgtgttttaa tgccaataaa tgtgc 598 

<210> 3978 

<211> 478 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 139. .459 



gtg gtt caa gtt ate egg cag cga aac tgg gtg gtc gtg gga ggg ctg 
Sal Val Gin Val lie Arg Gin Arg Asn Trp Val Val Val Gly Gly Leu 

80 85 90 

aac aca cat tac cgc tac att ggc aag acc atg gat tac egg gga aca 
Asn Thr His Tyr Arg Tyr lie Gly Lys Thr Met Asp Tyr Arg Gly Thr 

95 100 105 

tgatcctagt gaagcccct 

<210> 3979 

<211> 490 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .478 



219 



aaaagtcgac gggcgtggcg ggggagggga egctgaggge ccatgtgctg aaaatccgaa 
gtgccgcgga aagtggagag etgaeaagga aggtttcgag cgttttgctg gcaaagggat 
ttettaeaae etecaggc atg cgt ett tct gee ctg ctg gec ttg gca tec 

Met Arg Leu Ser Ala Leu Leu Ala Leu Ala Ser 
1 5 10 

0 aag gtc act ctg ccc ccc cat tac cgc tat ggg atg age ccc cca ggc 
£ Lys Val Thr Leu Pro Pro His Tyr Arg Tyr Gly Met Ser Pro Pro Gly 
Iii 15 20 25 

1 tct gtt gca gac aag agg aag aac ccc cca tgg ate agg egg cgc cca 2 67 
1,5 Ser Val Ala Asp Lys Arg Lys Asn Pro Pro Trp lie Arg Arg Arg Pro 

» 30 35 40 

*2 gtg gtt gtg gaa ccc ate tct gat gaa gac tgg tat ctg ttc tgt ggg 
Val Val Val Glu Pro lie Ser Asp Glu Asp Trp Tyr Leu Phe Cys Gly 
m 45 50 55 

gac acg gtg gag ate eta gaa ggc aag gat gee ggg aag cag ggc aaa 
O asp Thr Val Glu lie Leu Glu Gly Lys Asp Ala Gly Lys Gin Gly Lys 
fU 60 65 70 75 



315 



363 



411 



459 



478 



<400> 3979 

attgagagga acaaagagct tataaataca 
gaeggtgaca gcgtttaaca aagcttagag 



ttaggacctg gaattcagtt gtcgagccag 
aaacctccag gagactgeta tc atg gca 

Met Ala 



2493 



Ul 



gag aag ccc aag etc cac tac ttc aat gca egg ggc aga atg gag tec 166 
Glu Lys Pro Lys Leu His Tyr Phe Asn Ala Arg Gly Arg Met Glu Ser 

5 10 15 

acc egg tgg etc ctg get gca get gga gta gag ttt gaa gag aaa ttt 
Thr Arg Trp Leu Leu Ala Ala Ala Gly Val Glu Phe Glu Glu Lys Phe 

20 25 30 

ata aaa tct gca gaa gat ttg gac aag tta aga aat gat gga tat ttg 
lie Lys Ser Ala Glu Asp Leu Asp Lys Leu Arg Asn Asp Gly Tyr Leu 

40 45 
atg ttc cag caa gtg cca atg gtt gag att gat ggg atg aag ctg gtg 
Met Phe Gin Gin Val Pro Met Val Glu lie Asp Gly Met Lys Leu Val 

55 60 65 

cag acc aga gec att etc aac tac att gee age aaa tac aac etc tat 
Gin Thr Arg Ala lie Leu Asn Tyr lie Ala Ser Lys Tyr Asn Leu Tyr 

75 80 



70 



ggg aaa gac ata aag gag aga gec ctg att gat atg tat ata gaa ggt 
Gly Lys Asp lie Lys Glu Arg Ala Leu lie Asp Met Tyr lie Glu Gly 

85 90 95 

ata gca gat ttg ggt gaa atg ate etc ctt ctg ccc gta tgt cca cct 
Q lie Ala Asp Leu Gly Glu Met lie Leu Leu Leu Pro Val Cys Pro Pro 
100 105 11° 

gag gaa aag atg cca age ttg cct tgatcaagga ga 
Glu Glu Lys Met Pro Ser Leu Pro 

120 



5 5 

= 3: 


115 








<210> 


3980 






<211> 


486 






<212> 


DNA 




laJ 


<213> 


Homo 


sapiens 


IU 


<220> 








<221> 


CDS 






<222> 


171. 


482 












<400> 


3980 





gttgcctggc gacgtgttac tcagtggcgc agtgcttccg tagaggecag ctggttgcta 
cgcagcaaca ggaaacattc cgcgctaccg agtactttct actcccgacc aggcattget 
ctctctggag accctcggcg gtggttgctg tattttgact tggagtaagg atg act 



20 



35 



55 



agt 


gaa 


ttt 


gac 


ctg 


aca 


aat 


att 


gaa 


gag 


tat 


Ser 


Glu 


Phe 


Asp 


Leu 


Thr 


Asn 


He 


Glu 


Glu 


Tyr 






10 










15 








ctt 


tea 


aga 


ctg 


aat 


aat 


ata 


aaa 


gec 


awa 


caa 


Leu 


Ser 


Arg 


Leu 


Asn 


Asn 


He 


Lys 


Ala 


Xaa 


Gin 




25 










30 










aca 


tec 


aca 


gaa 


aat 


gaa 


tct 


gat 


aca 


caa 


ate 


Thr 


Ser 


Thr 


Glu 


Asn 


Glu 


Ser 


Asp 


Thr 


Gin 


He 


40 










45 










50 


att 


acw 


aaa 


get 


cag 


gag 


aag 


aca 


agw 


waa 


cga 


He 


Thr 


Lys 


Ala 


Gin 


Glu 


Lys 


Thr 


Xaa 


Xaa 


Arg 








60 










65 




eta 


gag 


cct 


ttg 


gta 


agt 


tea 


aaa 


acc 


att 


gtk 



214 



262 



310 



358 



406 



454 



490 



60 
120 
176 



224 



272 



320 



368 



416 



2494 



Xaa Gin Pro He Lys Leu Glu Pro 
70 

tta gcc tct gta gcc aca gmg gam 
Leu Ala Ser Val Ala Thr Xaa Xaa 

85 90 
gaa gtc atg tec aga etc tgaa 
Glu Val Met Ser Arg Leu 
100 

<210> 3981 
<211> 382 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 44. .367 



Leu Val Ser Ser Lys Thr He Val 
75 80 

gyn gta aaa ttg ctt tgg agg ata 464 
Xaa Val Lys Leu Leu Trp Arg He 
95 

486 



01 



iggateegge gecgaatcae tgaetggeac aggtgttggg aaa atg ate cac agt 55 

i 

K eta ttt etc ata aac tgt tec ggt gac ata ttt eta gag aag cac tgg 
% Leu Phe Leu lie Asn Cys Ser Gly Asp lie Phe Leu Glu Lys His Trp 
W 5 10 15 20 

m gtt gtg age cag tct gtc tgt gat tat ttc ttt gaa get caa 

* Lys ser Val Vai Ser Gin Ser Val Cys Asp Tyr Phe Phe Glu Ala Gin 

25 30 35 

H aact aaa qct get gat gtt gaa aat gta cca cct gtc att tea aca cct 
{9 III Lys £ La Asp Val Glu Asn Val Pro Pro Val lie Ser Thr Pro 

r cac cac tae etc ate agt ate tae egg gat aag etc ttc ttt gta tct 247 
5 His His Tyr Leu lie Ser lie Tyr Arg Asp Lys Leu Phe Phe Val Ser 



55 60 65 

gtc ata cag acc gaa gtg cca cct etc ttt gta att grn gtt cct aca 
val He Gin Thr Glu Val Pro Pro Leu Phe Val lie Xaa Val Pro Thr 

70 75 80 

tec gag ttg ctg aca ctt ttc agg act act ttg gtg agt gtt cag agg 
Ser Glu Leu Leu Thr Leu Phe Arg Thr Thr Leu Val Ser Val Gin Arg 
85 90 95 100 

ctg caa tta agg awa atg tgg tea tagtatatga actct 
Leu Gin Leu Arg Xaa Met Trp Ser 
105 

<210> 3982 
<211> 509 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125. .505 



103 



151 



199 



295 



343 



382 



2495 




attgtgcggc tcctactaaa cggaaggggc cgggagaggc cgcgttcagt cgggtcccgg 
cagcgg^gc agcgctctcg tcttctgcgg ctctcggtgc cctctccttt tcgtttccgg 
aaac atg gcc tec ggt gtg get gtc tct gat ggt gtc ate aag gtg ttc 
Met Ala Ser Gly Val Ala Val Ser Asp Gly Val He Lys Val Phe 
1 5 10 15 

aac qac atg aag gtg cgt aag tct tea acg cca gag gag gtg aag aag 
Asn Asp Me? Lys Sal Arg Lys Ser Ser Thr Pro Glu Glu Val Lys Lys 

20 25 30 

cgc aag aag geg gtg etc ttc tgc etg agt gag gac aag aag aac ate 
Arg Lys Lys Ala Val Leu Phe Cys Leu Ser Glu Asp Lys Lys Asn lie 

35 40 45 

ate ctg gag gag ggc aag gag ate etg gtg ggc gat gtg ggc cag act 
lie Leu Glu Glu Gly Lys Glu lie Leu Val Gly Asp Val Gly Gin Thr 

gtc gac gay ccc tac gcc acc ttt gtc aag atg ctg cca gat aag gac 
Val Asp Asp Pro Tyr Ala Thr Phe Val Lys Met Leu Pro Asp Lys Asp 
65 70 75 

O tgc cgc tat gcc etc tat gat gca acc tat gag acc aag gag age aag 
« Cys Arg Tyr Ala Leu Tyr Asp Ala Thr Tyr Glu Thr Lys Glu Ser Lys 

% aag gag gat ctg gtg ttt ate ttc tgg gcc ccw gag tct gcg ccc ctt 457 

r. Ly s Glu Asp Leu Val Phe lie Phe Trp Ala Pro Glu Ser Ala Pro Leu 
'% 100 105 HO 

* aag age aaa atg att tat gcc age tee aag rcg cca tea aga aga age 

~ Lys Ser Lys Met lie Tyr Ala Ser Ser Lys Xaa Pro Ser Arg Arg Ser 
=fi 115 120 i25 



3 tgac 

fy <210> 3983 

<211> 467 

ft <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 39. .422 



^caaaggggt ggggttgtgg agtggatgct ttggcaag atg gcg ggg age ggc gtc 

1 5 
cgc caa gyt act tct acc gcc age acc ttc gtg aag ccc att ttc agt 
Arg Gin Xaa Thr Ser Thr Ala Ser Thr Phe Val Lys Pro lie Phe Ser 

10 15 20 

egg gac atg aac gag gcc aag egg agg gtg cgc gag etc tac cgc gcc 
Arg Asp Met Asn Glu Ala Lys Arg Arg Val Arg Glu Leu Tyr Arg Ala 

25 30 35 

tgg tat egg gag gtg ccg aac act gtg cac caa ttc cag ctg gac ate 

T?p Tyr Arg Glu Val Pro Asn Thr Val His Gin Phe Gin Leu Asp lie 

40 45 50 

act gtg aaa atg gga egg gat aaa gtc cga gaa atg ttt atg aag aat 



60 
120 
169 



217 



265 



313 



361 



409 



505 



509 



104 



152 



200 



248 



2496 




r-f*5 



Thr Val Lys Met Gly Arg Asp Lys Val Arg Glu Met Phe Met Lys Asn 
55 60 65 70 

gcc cat gtc aca gac ccc agg gtg gtt gat ctt ctg gtc att aag gga 
Ala His Val Thr Asp Pro Arg Val Val Asp Leu Leu Val He Lys Gly 

75 80 85 

aag ate gaa ctg gaa gaa aca att aaa gta tgg aag cag egg aca cat 
Lvs He Glu Leu Glu Glu Thr He Lys Val Trp Lys Gin Arg Thr His 

y 90 95 100 

qtt atg egg ttc ttc cat gaa aca gaa gcg cca agg cca aag gat ttc 
Val Met Arg Phe Phe His Glu Thr Glu Ala Pro Arg Pro Lys Asp Phe 

105 HO 115 

eta tec aag ttc tat gtt ggc cac gat cca tgaagtcatt cagtggaaag 
Leu Ser Lys Phe Tyr Val Gly His Asp Pro 

120 125 
atgcacgttg atactatttt agagc 

<210> 3984 
<211> 456 
<212> DNA 
O <213> Homo sapiens 



. 3& 

IJ <220> 



<221> CDS 
<222> 31 . . 390 



1 5 
ggt gca ggg gaa ccc cag tec ccg gac gaa ttg etc ccg aaa ggc gac 
Gly Ala Gly Glu Pro Gin Ser Pro Asp Glu Leu Leu Pro Lys Gly Asp 

% 10 15 20 

gcg gag aag cct gag gag gag ctg gag gag gac gac gat gag gag eta 
Ala Glu Lys Pro Glu Glu Glu Leu Glu Glu Asp Asp Asp Glu Glu Leu 
25 30 35 40 

qat gag acc ctg teg gag aga eta tgg ggc ctg acg gag atg ttt ccg 
Asp Glu Thr Leu Ser Glu Arg Leu Trp Gly Leu Thr Glu Met Phe Pro 

45 50 55 

gag agg gtc egg tec gcg gcc gga gcc act ttt gat ctt tec etc ttt 
Glu Arg Val Arg Ser Ala Ala Gly Ala Thr Phe Asp Leu Ser Leu Phe 

60 65 70 

gtg get cag aaa atg tac agg ttt tec agg gca gcc ttg tgg att ggg 
Val Ala Gin Lys Met Tyr Arg Phe Ser Arg Ala Ala Leu Trp He Gly 

75 80 85 

acc act tec ttt atg ate ctg gtt ctt ccc gtt gtc ttt gag acg gag 
Thr Thr Ser Phe Met He Leu Val Leu Pro Val Val Phe Glu Thr Glu 

90 95 100 

aag ttg caa atg gag caa cag cag caa ctn ngc age ggc aga tac ttc 
Lys Leu Gin Met Glu Gin Gin Gin Gin Leu Xaa Ser Gly Arg Tyr Phe 

105 HO 115 120 

taggacctaa cacagggctc tcaggaggaa tgccaggggc tctamcctca cttcctggaa 

agatct 



296 



344 



392 



442 



467 



^ <400> 3984 _ CA 

S tcctttccgc ttccggtgtc ccctacagtc atg get gcc gcc gtc get get gcc 54 

Met Ala Ala Ala Val Ala Ala Ala 



102 



150 



198 



246 



294 



342 



390 



450 
456 



2497 




gacttgcttc cagacaaagg ttgtctcaag tttgttgctc aaaccgagtt ctggagaacg 
ccatcagctc gctgcttaaa attaaaccac aggttccatt atgggtcgac ttg atg 



211 



<210> 3985 
<211> 490 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 95 . .481 

<400> 3985 . , n 

actaggggac tccgcctctc ccgatttcct ccgggctaca ggcgacagag ctgagccaag 60 
cgtttactgg gcagctgtta cgctcagatt ccaa atg aaa atg ttt gag age get 115 
y 33 Met Lys Met Phe Glu Ser Ala 

1 5 

gac tct aca gec aca aga tct ggc cag gat etc tgg get gaa att tgt 163 
Asp Ser Thr Ala Thr Arg Ser Gly Gin Asp Leu Trp Ala Glu lie Cys 

10 15 20 

tec tgt ctg cca aat cct gaa caa gaa gat ggt gec aac aat gca ttc 
Ser Cys Leu Pro Asn Pro Glu Gin Glu Asp Gly Ala Asn Asn Ala Phe 

S tC a gac tec ttt gtg gat tct tgc cct gaa ggt gaa ggc cag agg gag 259 

Ser Asp Ser Phe Val Asp Ser Cys Pro Glu Gly Glu Gly Gin Arg Glu 
V, 40 45 50 55 

^ gtg get gac ttt get gtc cag cca get gta aag cct tgg get ccc ttg 
* Val Ala Asp Phe Ala Val Gin Pro Ala Val Lys Pro Trp Ala Pro Leu 
W 60 65 70 

*0 cag gat tea gaa gtg tat tta gca tct eta gag aag aag eta aga aga 355 

Gin Asp Ser Glu Val Tyr Leu Ala Ser Leu Glu Lys Lys Leu Arg Arg 
f*% 75 80 85 

m ate aaa ggt tta aat cag gaa gtg act tec aag gac atg ctt cga act 
lie Lys Gly Leu Asn Gin Glu Val Thr Ser Lys Asp Met Leu Arg Thr 
l Z 90 95 100 

± ctg ggc cca age caa gaa gga atg ctg gga teg gtt cct cca gga gaa 
y Leu Gly Pro Ser Gin Glu Gly Met Leu Gly Ser Val Pro Pro Gly Glu 
Q 105 HO 115 

gtt age ttc aga gtt ctt tgt gga tgg act tgattctga 
Val Ser Phe Arg Val Leu Cys Gly Trp Thr 
120 125 

<210> 3986 
<211> 483 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .431 



307 



403 



451 



490 



60 
116 



2498 




M 



1 

ggc aaa gtc ate ate ctg acg gee get get cag ggg att ggc caa gca 
Gly Lys Val He lie Leu Thr Ala Ala Ala Gin Gly He Gly Gin Ala 

5 10 15 

get qcc tta get ttt gca aga gaa ggt gee aaa gtc ata gec aca gac 
Ala Ala Leu Ala Phe Ala Arg Glu Gly Ala Lys Val lie Ala Thr Asp 

20 25 30 

att aat gag tec aaa ctt cag gaa ctg gaa aag tac ccg ggt att caa 
He Asn Glu Ser Lys Leu Gin Glu Leu Glu Lys Tyr Pro Gly He Gin 

35 40 45 

act cgt gtc ctt gat gtc aca aag aag aaa caa att gat cag ttt gee 
Thr Arg Val Leu Asp Val Thr Lys Lys Lys Gin lie Asp Gin Phe Ala 
50 55 60 65 

aat gaa gtt gag aga ctt gat gtt etc ttt aat gtt get ggt ttt gtc 
Asn Glu Val Glu Arg Leu Asp Val Leu Phe Asn Val Ala Gly Phe Val 

70 75 80 

cat cat gga act gtc ctg gat tgt gag gag aaa gac tgg gac ttc teg 
His His Gly Thr Val Leu Asp Cys Glu Glu Lys Asp Trp Asp Phe Ser 
85 90 95 

O atg aat etc aat gtg cgc asa tgt acc tgatgatcaa ggcattcctt 
=|J Met Asn Leu Asn Val Arg Xaa Cys Thr 

m ioo 105 483 

ectaaaatge ttgctcagaa atctggcaat at 



<210> 3987 
<211> 400 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 55. .393 



pj <221> CDS 



1 



gcg 


gca 


att 


ccc 


cca 


gat 


tec 


tgg 


cag 


Ala 


Ala 


He 


Pro 


Pro 


Asp 


Ser 


Trp 


Gin 








5 










10 


acc 


age 


atg 


gga 


ate 


att 


gtg 


ctg 


gag 


Thr 


Ser 


Met 


Gly 


He 


He 


Val 


Leu 


Glu 






20 










25 




aag 


acc 


tst 


aag 


aac 


ttt 


get 


gag 


ttg 


Lys 


Thr 


Xaa 


Lys 


Asn 


Phe 


Ala 


Glu 


Leu 


35 










40 






ggc 


mca 


aaa 


ttc 


cac 


aga 


att 


ate 


aaa 


Gly 


Xaa 


Lys 


Phe 


His 


Arg 


He 


He 


Lys 


50 










55 








gac 


cca 


aca 


ggg 


aca 


ggt 


cga 


ggt 


ggt 


Asp 


Pro 


Thr 


Gly 


Thr Gly 


Arg 


Gly Gly 



15 



30 



45 



60 65 



70 75 80 

ttt gaa gat gaa ctt cat cca gac ttg aaa ttc acg ggg get gaa ttc 



164 



212 



260 



308 



356 



404 



451 



aatcgacgcc ggaagtagca attactagac aagcattccg ccgccggctt cget atg 57 



105 



153 



201 



249 



297 



345 



2499 



"SET 



r 3 ^ 



9 



Phe Glu Asp Glu Leu His Pro Asp Leu Lys Phe Thr Gly Ala Glu Phe 

85 90 95 

teg caa tgg cca atg egg ggc cag ata cca ntg gca gee agt tct ttg 
Ser Gin Trp Pro Met Arg Gly Gin lie Pro Xaa Ala Ala Ser Ser Leu 
100 105 H° 

tgacctc 

<210> 3988 
<211> 341 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 14 . .328 



<400> 3988 _ ^ 

agtacttggg cgc atg egg caa ccg tat etc agt tct cgc gag gtt teg 
Met Arg Gin Pro Tyr Leu Ser Ser Arg Glu Val Ser 
« 1 5 10 

In tct tec egg aag cgt tgg agg aca ttc cct gtt gac tgc gtc gcg atg 
- Ser Ser Arg Lys Arg Trp Arg Thr Phe Pro Val Asp Cys Val Ala Met 
!* e 15 20 25 

^ tgt ggc gac tgt gtg gag aag gaa tat ccc aac egg ggt aat acc tgc 
^ Cys Gly Asp Cys Val Glu Lys Glu Tyr Pro Asn Arg Gly Asn Thr Cys 
30 35 40 

ctg gag aat gga tct ttc tta ctg aac ttt aca ggc tgt gca gtg tgc 
Leu Glu Asn Gly Ser Phe Leu Leu Asn Phe Thr Gly Cys Ala Val Cys 
45 50 55 60 

agt aag egg gat ttt atg ctg ate aca aac aaa tec ttg awa gaw gaa 
Ser Lys Arg Asp Phe Met Leu He Thr Asn Lys Ser Leu Xaa Xaa Glu 

65 70 75 

gat gga gaa gaw ata gtt acc tat gat cga gta tac cat get gtg tct 
Asp Gly Glu Xaa He Val Thr Tyr Asp Arg Val Tyr His Ala Val Ser 

80 85 90 

gtt atg egg caa age cga aga tac tat cag tat tct ccc tgatgacccc 
Val Met Arg Gin Ser Arg Arg Tyr Tyr Gin Tyr Ser Pro 
95 100 105 

cga 

<210> 3989 
<211> 596 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 6. .371 



<400> 3989 

aaaaa atg cct cat ccc tac tec aga aac gag aac aac gga ggc aga gga 
Met Pro His Pro Tyr Ser Arg Asn Glu Asn Asn Gly Gly Arg Gly 



393 



400 



49 



97 



145 



193 



241 



289 



338 



341 



50 



2500 



